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use-dinucleoside monophosphate synthesis 136. 

Adenosine (2-Alkylthio-2',3’-O-Isopropylidene), 

conformation 94. 

Adenosine (3'-Amino-3'-Deoxy), 

carbocyclic analogues, synthesis 1826. 

Adenosine (5’-O-(1-Aminoethane-1-Phosphony])), 

synthesis 5745. 

Adenosine (2-Aza), 

X-ray crystallography 5755. 

Adenosine (5'-O-Benzoy)), 

reaction-triphenylphosphane/diethyl azodicarboxylate 3383. 

Adenosine (N°-Benzy]), 

antibodies, binding-cytokinins, specificity 5176. 

Adenosine (8,2’-Cyclo), 

dinucleoside monophosphate, n.m.r. 115. 

X-ray crystallography 5756. 

Adenosine -3,'5'- cyclophosphate, 

conformation, n.m.r. 3415. 

Adenosine (8’,5-Cylo), 

synthesis 2324. 
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Adenosine (3-Deaza), 

inhibition-cytolysis, lymphocytes 4640. 

inhibition-Rous sarcoma virus replication/transformation- 
embryo cells, chickens 2334. 

Adenosine (7-Deaza), 

biological activity, leukaemia cells, mice 5282. 

methyl derivatives, spectroscopy (Raman) 5757. 

Adenosine (deoxy), 

differential toxicity-lymphoblasts T/lymphoblasts B, role-5’- 
nucleotidase 5284. 

effects on human lymphocytes, growth/function 4642, 

effects on lymphocytes T/lymphocytes B 103. 

radioactively labelled, incorporation-Saccharomyces 
cerevisiae mitochondria DNA 104. 

separation-adenosine/adenine arabinoside, use-sugar-borate 
complexation 53. 

toxicity-human malignant lymphocytes T 5285. 

Adenosine (2'-Deoxy), 

alkylation-chloroethy] ethyl sulphide, products 
characterization 1827. 

inactivation-S-adenosylhomocysteine hydrolase, mechanisms 
3398. 

inhibition-Crithidia fasciculata growth 2333. 

role-mammalian cells, review 5701. 

Adenosine (3’-Deoxy), 

effects on microtubules, Vero cells/HeLa cells 4038. 

inhibition-RNA biosynthesis, L1210 cells, 2'- 
deoxycoformycin potentiation 5279. 

inhibition-RNA biosynthesis, regenerating liver, rats, 
coformycin (2'-deoxy), effects on 3016. e 

inhibition-RNA efflux, SV40-3T3 cells 5281. 

Adenosine (5'-Deoxy), 

effects on purine nucleotides biosynthesis, Ehrlich ascites 
tumour cells 2335. 

Adenosine (5'-Deoxy-5'-S-Isobuty]), 

effects on DNA biosynthesis/DNA methylation, leukaemia 
cells, mice/human lymphocytes 5069. 

inhibitiontRNA methylation, Rous sarcoma virus- 
transformed embryo fibroblasts, chickens 2376. 

effects on mammary tumour virus transformed cells-1848. 

Adenosine (5'-Deoxy-5'-S-Isobutylthio), 

inhibition-nucleosides/sugars transport, embryo fibroblasts, 
chickens 5283. 

Adenosine (etheno), 

derivatives, fluorescence, pH/metals, effects on 4629. 

Adenosine (1,N°-Etheno), 

fluorescence 6588. 

fluorescence, protonation/cooling, effects on 95. 

protonation sites, determination 4638. 

Adenosine (1,N°-Etheno-2-Aza), 

copolymers-poly (A)/poly (U)/poly (1), synthesis/properties 
5797. 

Adenosine (N°(Ethylnitroso)), 

carcinogenicity 4037. 

Adenosine (8-Fluorosulphonylbenzoy)), 

use-tyrosine residues identification, adenosinetriphosphatase 
B-subunit nucleotides binding sites 1214. 

Adenosine (2'-Halogeno-2'-Deoxy), 

synthesis/physical properties 1352. 

Adenosine (isopenteny)), 

deficient, tRNA, Saccharomyces cerevisiae antisuppressor 
mutant 1395. 

Adenosine (N°-(A?-Isopenteny])), 

antibodies, properties 578. 

containing, tRNA, Lactobacillus acidophilus , half-life 3448. 

Adenosine (2',3’-O-Isopropylidene), 

structure, X-ray diffraction 96. 


Adenosine (N°-Methyl), . 

containing, mRNA 16S/mRNA 19S, SV40, identification/ 
mapping 6788. 

Adenosine (N-6-Methy]), 

labelled mRNA, frequency, HeLa cells 918. 

Adenosine (3-Methyl), 

synthesis/hydrolysis 4628. 

Adenosine (5'-C-Methyl), 

synthesis, methodology 5752. 

Adenosine (8-Methyl), 

use-dinucleoside monophosphate synthesis 136. 

Adenosine (5’-Methylthio), 

effects on heat shock response, Drosophila melanogaster 
5761. 

Adenosine (N°-Phenyi-N°- Allyl), 

effects on adipose tissue metabolism 6595. 

Adenosine (5'-Sulphamino-5’-Deoxy), 

synthesis 2321. 

Adenosine (N°-(N-Threonylcarbony])), 

interaction-bromomethylmethoxyoxobenzopyran/ 
bromoacetanilide 67. 

Adenosine deaminase, 

activity, human skin fibroblasts/rabbits kidney cell culture 
547. 

activity, lymphocytes, human lung tumours 2813. 

activity/properties, relationship-adenosine concentration/role 
564. 

binding protein, human, kidney, purification/characterization/ 
assays 562. 

cattle, intestinal mucosa, substrates 563. 

deficiency, human, association-immunodeficiency, review 6. 

interaction-purine nucleosides analogues 1351. 

Streptomyces aureofaciens , purification/characterization 
1746. 

Streptomyces aureofaciens , substrate specificity 1745. 

Adenosine dinucleotide, 

base stacking, calorimetry/spectroscopy (u.v.) 4052. 

Adenosine hexaphosphate, 

role-Bacillus subtilis sporulation 724, 1369. 

Adenosine kinase, 

activity/properties, relationship-adenosine concentration/role 
564. 

Adenosine pentaphosphate, 

effects on tryptophanase/£-galactosidase induction, 
Escherichia coli 2926. 

Adenosine phosphorothioate, 

reaction-4-(p-sulphophenylazo)-2-mercuriphenol, use- 
nucleotide sequence analysis 3381. 

Adenosine phosphorylase, 

wheat germ, cytokinins metabolism 5163. 

Adenosine tetraphosphate, 

effects on RNA polymerase transcription selectivity, 
Escherichia coli 2789. 

Adenosine 5’-O-(1-Thiotriphosphate), 

configuration/Escherichia coli RNA polymerase 
stereospecificity 720. 

Adenosine-5’-O-Methylphosphate, 

structure, X-ray diffraction 2345. 

Adenosinetriphosphatase, 

complex, subunits, structural gene, Saccharomyces cerevisiae 
, DNA, mitochondria, nucleotide sequence 4357. 

contamination-DNA polymerase fidelity assays, Escherichia 
coli cell-free system, characterization 7390. 

DNA dependence, Escherichia coli , purification/ 
characterization 4520. 

DNA-unwinding protein, phage T4-infected Escherichia coli 
, isolation/properties 5675. 
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Adenosinetriphosphatase,(continued) 


' genes, Saccharomyces cerevisiae mitochondria DNA, 


nucleotide sequence 3119. 

genes localization, Saccharomyces cerevisiae petite mutant 
mitochondria DNA 6219. 

fB-subunit, nucleotides binding sites, tyrosine residues, 
identification, use-adenosine (6-fluorosulphonylbenzoy!) 
1214. 

S$-Adenosythomocysteine, 

analogues, inhibition-tR NA (guanine-1-)methyltransferase/ 
tRNA (adenine-1-)methyltransferase/tRNA (guanine-2- 
)methyltransferase 180. 

5'-Adenosylphenylalanine, 

synthesis/pH stability 6591. 

§’-O-Adenosyl13'-O-Uridyl phosphorothioate, 

diastereoisomers, synthesis/enzymatic properties 2928. 

Adenovirus, 

DNA, homology 3725. 

DNA, integration-transformed KB cells 1127. 

DNA, restriction endonuclease Bam-HI fragments, 
characterization 1004. 

DNA, structure/function, review 1334. 

DNA, 5'-terminus complex-proteins, assays 5243. 

DNA mapping, review 4598. 

integration/oncogenicity, review 660. 

RNA, stability, proflavine/ethidium bromide/daunomycin, 
effects on 849. 

Adenovirus (bovine) 3, 

DNA, restriction endonuclease cleavage mapping 1002. 

DNA fragments, transformation-BALB/3T3 cells 1126. 

induction-DNA biosynthesis, clones, cell lines, mice, 
temperature effects 1070. 

Adenovirus (human), 

replication/transformation, review 2284. 

serotypes, late mRNA splicing, comparison 5945. 

transforming DNA, characterization 4320. 

Adenovirus (human) 1, 

DNA, fragmentation-restriction endonucleaseDNA, 
adenovirus (human) 1, fragmentation-restriction 
endonuclease 2619. 

Adenovirus (human) 2, 

cores proteins, DNA-binding properties 6524. 

DNA, accumulation-nucleosomes-like particles, infected 
HeLa cells 6484. 

DNA, complex-Escherichia coli RNA polymerase, poly (1), 
effects on 6410. 

DNA, complex-proteins, infected KB cells 3988. 

DNA, expression-Acetabularia cells 4451. 

DNA, hexon gene C-terminus, nucleotide sequence 3723. 


- DNA, interaction-wheat germ RNA polymerase II 7352. 


DNA, localization-Streptomyces stanfordii restriction 
endonuclease cleavage sites 6173. 

DNA, nucleosomes-like subunits 4321. 

DNA, occurrence-5'-terminus proteins 6533. 

DNA, restriction endonuclease EcoRI fragments, mapping 
6172. 

DNA, mRNA coding regions/leaders sequence junction, 
nucleotide sequence 2618. : 

DNA, termini, nucleotide sequence 6170. 

DNA, termini inverted repeat, nucleotide sequence 6169. 

DNA, transcription-RNA polymerase III, fidelity-human/ 
mice/amphibians, cells 7358. 

DNA, transcription-RNA polymerase III, infected HeLa 
cells, in vitro 3900. 

DNA-binding protein mRNA, precursors, splicing patterns 
Saiz. 

DNA biosynthesis, infected HeLa cells/CHO cells, 


aphidicolin, effects on 7132. 

DNA biosynthesis, role- DNA polymerase a/DNA 
polymerase y 3916. 

DNA content, transformed hamsters cell lines, analysis, 
methodology 6935. 

DNA-proteins complex, assays 1796. 

DNA replication 5540. 

DNA replication, roleeDNA polymerase y 4510. 

DNA 5'-terminus, binding-early infection proteins products 
6532. 

early RNA, regulation 3019. 

early mRNA, restriction endonuclease EcoRI fragments, 
mapping 3105. 

early mRNA, 5'-terminus caps, characterization 4774. 

endonuclease, cleavage specificity/mechanisms 6382. 

fibres mRNA, spliced structure 1470. 

hexons mRNA, 5/-terminus non-coding regions, nucleotide 
sequence 4775. 

hybrids-SV40, mRNA, leader sequence, role-translation 
1934. 

infected HeLa cells, RNA biosynthesis initiation 3007. 

infected HeLa cells, RNA chains termination sites, 5,6- 
dichloro-1-6-D-ribofuranosylbenzimidazole, effects on 6002. 

infected HeLa cells, RNA/proteins, comparison-cytoplasmic/ 
nuclear polyribosomes 5947. 

late RNA (heterogeneous nuclear), structure 5946. 

late mRNA, 5’-terminus, nucleotide sequence 3535. 

poly (A)-containing RNA biosynthesis 893. 

related RNA, occurrence-normal human tissues 4149. 

mRNA, hybridization-complementary DNA, hybrids 
purification, chromatography 6768. 

mRNA, leaders segments, nucleotide sequence analysis, use- 
cloned complementary DNA 4776. 

mRNA, nucleotide sequence mapping 855. 

mRNA, processing 2484. 

RNA, purification, methodology 3526. 

RNA biosynthesis, regulation 3578. 

RNA caps 5’terminus/promoters nucleotide sequence, 
comparison 2452. 

mRNA formation, RNA splicing 1935. 

RNA initiation sites, mapping, use-radiation (u.v.) 4319. 

mRNA 5/-terminus caps, guanine (7-methy!)/adenine (N°- 
methyl) containing, antibodies recognition 5948. 

RNA transcription, review 4012. 

structural protein genes, regulation 2155. 

$V40 hybrids, DNA, characterization 3726. 

temperature-sensitive mutant, high molecular weight DNA 
biosynthesis, infected KB cells 6269. 

temperature-sensitive mutations, localisation 2621. 

transcription, 5,6-dichloro-1,8-D- 
ribofuranosylbenzimidazole, effects on 4211. 

transcription termination 4805. 

transcription unit, termination sites 5992. 

transformed cell lines, embryos, rats, mRNA metabolism 
3623. 

Adenovirus (human) 4, 

DNA sequence, human tumours analysis 5005. 

Adenovirus (human) 5, 

benzo(a)pyrene diol-epoxide derivatives induced damage, 
DNA repair, excision, human fibroblasts 441. 

deletion mutant, biosynthesis-early mRNA 7109. 

DNA, localization-Streptomyces stanfordii restriction 
endonuclease cleavage sites 6173. 

DNA, temperature-sensitive mutations, mapping 2622. 

DNA, transforming fragments, nucleotide sequence 6171. 

DNA replication, role-DNA polymerase y 4510. 

DNA replication in vitro 3794. 
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DNA/RNA sequence, detection-transformed embryo cells, 
human kidney 4867. 

DNA transcription, transformed cell lines 1979. 

infected HeLa cells, proteins-DNA association, in vitro 4562. 

infected human cells/cell-free system, translation, ionic 
strength, effects on 5338. 

infected KB cells, occurrence-hosts + viruses DNA 
cotranscripts 892. 

intracellular DNA, termini, bound proteins detection 7469. 

N-methyl-N’/-nitro-N-nitrosoguanidine-induced damage, host 
cell reactivation, human brain tumour cells 6314. 

temperature-sensitive mutant, DNA, infected KB cells, 
characterization 6175. 

temperature-sensitive mutant, DNA replication in vitro 425. 

temperature-sensitive mutant, RNA accumulation 1508. 

temperature-sensitive mutant, RNA biosynthesis, regulation- 
DNA-binding protein 3607. 

temperature-sensitive mutant/host range mutants, DNA, 
mapping 2620. 

transforming regions, traanscription-transformed cell lines, 
rats 2985. 

Adenovirus (human) 8, 

replication, inhibition-uridine (trifluoro) 2695. 


Adenovirus (human) 12, 

DNA, transcription regions, mapping 1003. 

DNA, transformed rats cell lines, transforming sequence 
analysis 7043. 

DNA biosynthesis initiation, gene 401 function, requirement 
4382. 

DNA fragments, transformation-rats cells 5595. 

DNA replication, incorporation-uracil 6270. 

mRNA, isolation-infected/transformed cells, translation in 
vitro 4236. 

RNA biosynthesis during infection, KB cells, gene mapping 
5944, 

transformed cells, monkeys/rats/mice, chromatin/ribosomes 
proteins adenovirus (human) 12/murine sarcoma virus, 
transformed cells, monkeys/rts/mice, chromatin/ribosomes 
proteins phosphorylation 1265. 

Adenovirus (human) 13, 

replication, inhibition-uridine (trifluoro) 2695. 

Adenovirus (human) 19, 

replication, inhibition-uridine (trifluoro) 2695. 

Adenovirus (simian) 7, 

DNA, transcription/replication, infected cells, monkeys 4383. 

Adenovirus (simian) 38, 

DNA, physicochemical properties 4949. 

DNA, physicochemical properties/restriction endonuclease 
maps 6174. 


Adenylyl-(3’,5')-Adenosine phosphate, 

proflavine complex, structure, X-ray diffraction 1380. 

Adenylyl-(3’,5’)-Cytidine, 

binding-ribonuclease I, spectroscopy (u.v.) 2175. 

interaction-ribonuclease S 501. 

Adenylyl-(3’,5’)-Uridine, 

dimethyl! derivatives/nucleotides, conformation, n.m.r. 3427. 

Adoxophytes orana, 

nuclear polyhedrosis virus, DNA, characterization, 
comparison-Barathra brassicae 3742. 

ADP, 

N®-alkylthiomethyl derivatives, synthesis 116. 

complex-manganese, n.m.r. 119. 

coordination-glycyl-tyrosine-palladium complex 5784. 

electrophoresis, metals, effects on 3392. 

interaction-copper/manganese/lanthanide, n.m.r. 5301. 

mitochondria, heart, rats, transport kinetics 6627. 


pools, regulation-DNA replication, S phase, 3T6 cells 5070. 

restricted analogues, effects on adenine nucleotides transport, 
mitochondria 1368. 

ADP (benzo), 

linear, physical properties 117. 

linear, probe-enzymes binding sites 126. 

ADP (etheno), j 

reaction-mesitoic acid, products, fluorescence properties 
2344. 

ADP arabinoside, 

inhibition-Escherichia coli ribonucleoside-diphosphate 
reductase 4055. 

dADP, 

interaction-copper/manganese/lanthanide, n.m.r. 5301. 

Adrenalone, 

aromatic reductones, double-stranded breakage-DNA, HeLa 
cells/RFL cells chromatin/phage A 358. 

Adrenocortical cells, 

cattle, DNA biosynthesis regulation 6329. 

Adrenocorticotropin, 

mRNA, mice, complementary DNA fragments cloning/ 
sequence analysis 5523. 

Adriamycin, 

analogues, intercalation-A-form/B-form DNA 7013. 

binding-DNA/polynucleotides, role-metals 4268. 

complex-DNA, preparation 3665. 

derivatives, effects on DNA damage/DNA biosynthesis, 
human lymphoblastic cells 6963. 

effects on DNA repair/DNA replication, heart cells, rats 
6295. 

inhibition-deoxyribonuclease I, role-DNA intercalation 3234. 

inhibition-RNA polymerase II activity/RNA biosynthesis, 
leukaemia cells, chickens 5627. 

Aedes aegypti, 

DNA polymerase levels during development 1192. 

spermatozoa, DNA content 320. 

Aedes albopictus, 

cells, detection-double-stranded RNA, immunofluorescence 
229. 

cells, Sindbis virus production/cytopathogenesis, inhibition- 
ribavirin 3399. 

cells, Sindbis virus RNA biosynthesis, methionine 
deprivation, effects on 4192. 

cloned cells, characterization-Semliki forest virus defective- 
interfering particles RNA 4171. 

DNA methylation 6870. 

West Nile virus/Uganda S virus RNA biosynthesis 1947. 

Aeromonas, 

DNA homology 5507. 

Aeshna cyanea, 

larvae, DNA biosynthesis, a-ecdysone/B-ecdysone, effects on 
5024. 

Aflatoxin B1, 

binding-DNA 2046. 

DNA adducts, identification, human bronchus/colon 5456. 

Drosophila melanogaster rRNA gene mutagenesis, 
mechanisms 2045. 

inhibition-DNA biosynthesis, Bacillus thuringiensis 4414. 

inhibition-DNA biosynthesis, mitochondria, liver, mice 3831. 

modification-DNA 346. 

mutagenesis/DNA binding/adducts formation, Salmonella 
typhimurium 4270. 

Agaricus bisporus, 

nuclei, RNA polymerase, inhibition-amatoxins 3254. 

RNA polymerase II, purification/characterization 4491. 

Agarose gels, 

use-DNA extraction 2026. 
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Agave cantala, 

3'-nucleotidase/pyrophosphatase/phosphatase/ribonuclease, 
resolution-chromatography (column) 3271. 

Age, 

effects on, DNA methylation, cattle 1102. 

effects on, mitomycin/ethyl methanesulphonate/N-acetoxy-2- 
acetylamino-fluorene induction-sister chromatid exchange, 
human fibroblasts 1780. 

effects on bleomycin induction-DNA biosynthesis, nuclei, 
liver, rats 3818. 

effects on chromatin structure, nuclei, liver, rats 5219. 

effects on chromatin structure/distribution, Triturus cristatus 
cartilage cells 617, 2255. 

effects on chromatin structure organization, tissues, mice 
7432. 

effects on DNA, mitochondria, liver, rats, assay 3653. 

effects on DNA base composition, hepatocytes, nuclei, rats 
410. 

effects on DNA biosynthesis, regenerating liver, rats 457. 

effects on DNA content, brain/testis/ovary, rats 1549. 

effects on DNA polymerase a stimulation-17-oestradiol, 
uterus, rats 542. 

effects on DNA resistance-hydrochloric acid hydrolysis, 
chromatin, rats 3321. 

effects on DNA/RNA content, human brain 7207. 

effects on DNA single-stranded breakage/chromosome 
aberrations, hepatocytes, mice 2062. 

effects on DNA single-stranded regions, brain/liver, mice 
6239. 

effects on Drosophila melanogaster tRNA aminoacylation 
5839, 6682. 

effects on Drosophila melanogaster tRNA isoacceptors 
patterns 5840. 

effects on elongation factor 1, wheat germ 2433. 

effects on gene expression, brain/liver, mice 910. 

effects on hydrocortisone/corticotropin/hypothalamus 
regulation-RNA biosynthesis, liver, rats 6832. 

effects on mitomycin C-induced sister chromatid exchange, 
mice/rats 1276. 

effects on nucleosides precursors use-DNA biosynthesis, 
Triticum seeds 470. 


effects on plasma membranes 5’-nucleotidase, liver, rats 6444. 


effects on progesterone induced transcription, oviduct, quails 
4591. 

effects on protein biosynthesis, cell-free system, liver/brain, 
rats 6706. 

effects on radiation (u.v.) induced DNA repair, human 
fibroblasts 2119. 

effects on radiation (u.v.)-induced DNA repair, human 
leucocytes 7177. 

effects on RNA biosynthesis, liver, rats 3035. 

effects on RNA/DNA content/protein biosynthesis, testis, 
rats 839. 

effects on tRNA function, liver, rats 6678. 

effects on RNA polymerase activity, heart, mice 3252. 

effects on RNA polymerase activity, liver/brain, mice 517. 

effects on RNA-RNA 28S ratio, mice 1996. 

effects on mRNA utilization, Helianthus tuberosus tubers 
2546. 

effects on single-stranded DNA content, liver, mice 3775. 

Agrobacterium, 

Ti plasmid, DNA homology 3094. 

Agrobacterium radiobacter, 

agrocin 84, effects on Agrobacterium tumefaciens DNA 
biosynthesis 5028. 

plasmids, characterization 4865. 


Agrobacterium tumefaciens, 

deoxyribonuclease I/restriction endonuclease/DNA- 
unwinding protein, effects on-plasmids/plants DNA 1169. 

DNA biosynthesis, Agrobacterium radiobacter agrocin 84, 
effects on 5028. 

mutants, Ti plasmid DNA, identification/restriction 
endonuclease mapping 4933. 

octopine/nopaline Ti plasmid, DNA homology 4309. 

plasmid Ti DNA, transfer/expression-plants 7252. 

plasmids, characterization 4865. 

R factor RP4 transfer-Escherichia coli 2151. 

Ti plasmid, DNA transfer, review 5714. 

Ti plasmid, induction-crown gall 5097. 

Ti plasmid, nif gene vectors 5096. 

transformed plant cells, DNA transfer/expression 1132. 

Agrocin 84, 

Agrobacterium radiobacter , effects on Agrobacterium 
tumefaciens DNA biosynthesis 5028. 

Akodon, 

DNA, characterization 6237. 

AKR cells, 

embryos, mice, DNA, AKR leukaemia virus isolation 
following transfection 1688. 

hydroxyurea induction-endogenous murine leukaemia virus, 
involvement-DNA repair 5046. 

mice, detection-AKR leukaemia virus-specific RNA 5922. 

AKR leukaemia virus, 

isolation following DNA transfection, AKR cells, embryos, 
mice 1688. 

RNA, nucleotide sequence, homology-mink cell focus- 
inducing virus 5373. 

specific RNA, AKR cells, mice, detection 5922. 

B-Alanine, 

derivatives, interaction-dCMP/dAMP/dGMP 1367. 

Albumin, 

genes, quantitation, normal tissues/carcinogenesis, rats 3655. 

genes, serum, rats, clones sequence analysis 6243. 

ribonucleoprotein (messenger), liver cytosol, fasting rats, 
identification 2235. 

mRNA, content, liver, chickens, oestrogen, effects on 3011. 

mRNA, content, normal/diabetes, liver, rats, relationship- 
albumin biosynthesis rates 2539. 

mRNA, distribution, liver, rats, fasting, effects on 924. 

mRNA, levels, liver, rats, growth hormone/hypophysectomy, 
effects on 3591. 

mRNA, liver, chickens, translation-wheat germ lysates/ 
Xenopus laevis oocytes 6069. 

mRNA, liver, chickens/ducks, purification 843. 

mRNA, liver, mice, purification/characterization 6805. 

mRNA, polyribosomes, liver, rats, purification/quantitation 
during development 6922. 

Aldosterone, 

effects on protein biosynthesis, intestine, rats 1419. 

Alfalfa mosaic virus, 

coat protein mRNA, requirements-cowpea protoplasts 
infection 2007. 

coat protein subunits, effects on RNA structure 870. 

infected Nicotiana , RNA polymerase (RNA-dependent), 
properties 3903. 

infected Nicotiana tabacum , RNA translation 2532. 

RNA, sequence homology 3550. 

RNA, 5’-terminus nucleotide sequence 4175. 

RNA, translation-mRNA-dependent reticulocyte lysate cell- 
free system 6064. 

RNA interaction-coat protein, transitions enthalpy 5679. 

RNA 4, 3’-terminus, binding-coat protein 1479. 

RNA 4, 3’-terminus fragments, base pairs structure, coat 
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Alfalfa mosaic virus,(continued) 
protein, effects on 4782. 

Alkaline phosphatase, 

biosynthesis, Escherichia coli , induction, temperature effects 
1889. 

biosynthesis, Escherichia coli polyribosomes, association- 
membranes 787. 

induction-uridine (bromodeoxy), HeLa cells, role-DNA 
biosynthesis 5065. 

Alkaloids, 

inhibition-protein biosynthesis translocation, review 1319. 

Vinca rosea , properties, review 3352. 

Alkylating agents, 

interaction-Torula RNA, n.m.r. 2981. 

N-Alkyl-N-Nitrosoureas, 

effects on DNA biosynthesis, normal bone marrow/small 
intestine epithelium cells/melanoma cells, mice 6293. 

Allium, 

DNA, properties 3137. 

Allium cepa, 5 

cells, uridine (bromodeoxy)-substituted DNA, radiation, cell 
cycle mapping 6046. 

DNA, uracil (bromo)-substitution, photosensitivity, effects 
on 4906. 

DNA/chromosomes, characterization 3791. 

meristem, mitosis, cytosine arabinoside, effects on 3402. 

RNA biosynthesis inhibition, effects on chromosomes 
structure/activity 1285. 

tRNA 18S/rRNA 25S, homology-Vicia 4803. 

roots, DNA biosynthesis, Zephyranthes robusta extracts/ 
haemanthamine/lycorine, effects on 7219. 

Allium sativum, 

cytokinesis, guanosine (deoxy), effects on 5288. 

Allomyces macrogynus, 

mitospores, occurrence-mRNA 5926. 

Alphavirus, 

RNA/RNA biosynthesis, review 2889. 

Alteromonas espejiana, 

deoxyribonuclease, use-probes, closed circular superhelical 
DNA secondary structure 3888. 

Alytes obstetricans, 

DNA biosynthesis during metamorphosis 2687. 

Amanita muscaria, 

nuclei, RNA polymerase, inhibition-amatoxins 3254, 

Amanita phalloides, 

nuclei, RNA polymerase, inhibition-amatoxins 3254. 

a-Amanitin, 

effects on interferon superinduction-poly (I-C), human 
fibroblasts 1869. 

effects on nonhistone proteins, liver, rats 3956. 

effects on protein biosynthesis, embryos, mice, during 
development 4707. 

effects on RNA biosynthesis, mice embryos 287. 

effects on RNA biosynthesis/protein biosynthesis, 
Drosophila melanogaster 901. 

inhibition-cucumber pale fruit viroid RNA replication, 
infected protoplasts, tomatoes 4197. 

Amanitins, 

use-RNA biosynthesis/RNA polymerase studies, viruses, 
review 1309. 

Amatoxins, 

inhibition-RNA polymerase, Amanita phalloides /Amanita 
ena /Agaricus bisporus /Achlya ambisexualis nuclei 

Amines, 

interaction-DNA, thermodynamics 4286. 


Amino acid sequence, he 

substitution, relationship-nucleotide sequence substitution, 
evolution 2949. 

Amino acids, 

see also specific acids 

analogues, injury, human fibroblasts-like cells, effects on 
DNA biosynthesis 5560. 

deprivation, effects on DNA biosynthesis, BHK-21 cells 
5576. 

deprivation, effects on rRNA biosynthesis/protein 
biosynthesis, Saccharomyces cerevisiae 4832. 

deprivation, Friend erythroleukaemia cells, response-tRNA 
levels 5837. 

derivatives, bases-containing, synthesis 15. 

derivatives, interaction-nucleotides, n.m.r. 1855. 

effects on DNA biosynthesis, lymphocytes, guinea-pigs 3188. 

effects on growth, tRNA (leucyl) synthetase temperature- 
sensitive mutant/revertants, CHO cells 4691. 

effects on protein biosynthesis, hepatocytes, rats 1421. 

interaction-nucleosides, specificity 2915. 

role-RNA biosynthesis, prebiotic reactions 906. 

Amino acids (aromatic), 

copolymers-lysine, interaction-DNA 5471. 

Amino acids (branched-chain), 

effects on polyribosomes turnover. muscles, rats, following 
fasting 6735. 

Aminoacetonitrile, 

inhibition-1,2-dimethylhydrazine DNA alkylation, liver/ 
kidney, rats 4899, 

9-Aminoacridine, 

complex-DNA, structure 3077. 

effects on DNA packaging, phage T4 heads 3722. 

interaction-cytidylyl-(3’,5’)-guanosine guanylyl-(3’,5')- 
cytidine, energetics 6639. 

interaction-DNA 2048. 

interaction-DNA, fluorescence 6966. 

Aminobenzacridine, 

interaction-DNA 2048. 

y-Aminobutyric acid, 

effects on tRNA aminoacylation, protein biosynthesis cell- 
free system, brain, mice 5328. 

6-Amino-7-Chloro-5,8-Dioxoquinone, 

inactivation-Escherichia coli. tRNA (leucyl) synthetase 3460. 

2-Aminoethylisothiuronium bromide, 

effects on radiation (X)-induced DNA single-stranded/ 
double-stranded breaks, L cells 6998. 

6-Aminohexanol, 

UMP derivatives, synthesis, methodology 5305. 


 3-Amino-1-Methyl-5H-Pyrido[ 4,3-b]Indole, 


binding-DNA, rats liver microsomes mediated 6988. 

4-Aminomethyl-4,5',8-Trimethylpsoralen, 

use-RNA (heterogeneous nuclear) cross-linking-globin 
mRNA, erythroblasts nuclei, ducks 5396. 

cross-linking-poly (I.C)/rRNA 16S 5810. 

Aminooxyacetate, 

effects on protein biosynthesis, hepatocytes, rats 1421. 

a-Aminophosphonous acids, 

substrate specificity-Escherichia coli tRNA (valyl) 
synthetase/tRNA (methiony]) synthetase 778. 

£-Aminopropionitrile, 

effects on isoproterenol-induced DNA biosynthesis, tissues, 
mice 7202. 

2-Aminopyridine, 

pyrimidine (2-alkyl) rearrangement 6571. 

AminopyrineN-Demethylase, 

activity, hepatocytes, mice, effects on, poly(I-C) 743. 
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Aminoquinoline, 

stacking interaction-purines/pyrimidines 25. 
Aminoquinones, 

DNA strands breakage, Ehrlich ascites tumour cells 362. 
Amiprophos methyl, 


effects on tubulin MRNA, Chlamydomonas reinhardtii 2535. 


Ammonia, 

activation-protein biosynthesis, Strongylocentrotus 
purpuratus eggs, mechanisms 4704. 

inactivation-Escherichia coli ribosomal subunit 30S 6741. 

inhibition-protein biosynthesis/meiosis, Saccharomyces 
cerevisiae 789. 

Ammonium sulphate, 

effects on RNA biosynthesis capacity, nuclei/chromatin, 
liver, rats 1997. 


Amoeba proteus, 
chromosomes, associated small nuclear RNA, identification 
1486. 


DNA content during interphase 4259. 

Amoebae, 

RNA association-chromatin 302. 

AMP, 

N®-alkylthiomethy] derivatives, synthesis 116. 

2'(3')-aminophosphonic esters, inhibition-tRNA (valyl) 
deacylation 1879. 

analogues, inhibition-tRNA (aminoacyl) synthetase 2388. 

analogues, spin probes, synthesis 5781. 

complex formation-pyrene 2923. 

complex-iron, preparation/structure 4651. 

conformation studies 1859. 

conformational analysis 6620. 

effects on phosphates deficiency, Spirodela 6056. 

effects on ribonuclease biosynthesis, Penicillium brevi- 
compactum 303. 

electrophoresis, metals, effects on 3392. 

interaction-ribonuclease I, spectroscopy (u.v.) 1707. 

interaction-spermidine, n.m.r. 4053. 

methyl derivatives, spectroscopy (Raman) 5757. 

reaction-hypochlorous acid 5300. 

solutions, relaxation time 6619. 

dAMP, 

interaction-B-alanine derivatives 1367. 

3’-AMP, 

analogues, interaction-ribonuclease I, n.m.r. 3885. 

AMP (8-Azido), 

synthesis 5780. 

AMP (benzo), 

linear, physical properties 117. 

linear, probe-enzymes binding sites 126. 

AMP (8-Bromo), 

complex-ribonuclease S, structure 4479. 

interaction ribonuclease I, spectroscopy (u.v.) 1707. 

AMP (cyclic), 

analogues, effects on protein biosynthesis, 
pheochromocytoma cells, rats, comparison-nerve growth 
factor 6710. 


content, mice, spleen, radioprotective agents, effects on 3833. 


control-dihydrofolate dehydrogenase mRNA abundance, 
methotrexate-resistant 3T6 cells 4252. 

effects on lactose operon/galactose operon polarity, 
Escherichia coli 6853. 

effects on RNA biosynthesis/protein biosynthesis, 
mitochondria, myocardium, rats 2519. 

effects on RNA release, liver nuclei, rats 2001. 

 inhibition-DNA biosynthesis, regenerating liver, rats 2133. 


modification, effects on DNA repair, radiation (u.v.) 
induction-skin carcinoma, mice 3173. 

stimulation-protein biosynthesis, reticulocyte lysate 2970. 

stimulation-RNA biosynthesis, ovary, rats 1511. 

AMP (cyclic) phosphodiesterase, 

induction, 3T3-L cells, uridine (5-bromodeoxy), effects on 
2342. 

AMP (8,2'-S-Cyclo-5’-), 

X-ray crystallography 5779. 

AMP (dibutyryl cyclic), 

effects on avian sarcoma virus-specific RNA biosynthesis, 
infected embryo fibroblasts, chickens 900. 

effects on chromatin phosphorylation/proteins content, 
salivary gland, rats 2859. 

AMP (etheno), 

reaction-mesitoic acid, products, fluorescence properties 
2344. 

AMP (8-Methyl), 

X-ray crystallography 4054. 

AMP (N°-Monobutyryl-cyclic), 

effects on RNA biosynthesis, cartilage, embryos, chickens 
6033. 

AMP (8-Oxo), 

complex-ribonuclease S, structure 4479. 

AMP (8-Thio), 

complex-ribonuclease S, structure 4479. 

AMP (tyrosiny)l), 

binding-Escherichia coli tRNA (tyrosinyl) synthetase 4697. 

AMP arabinoside, 

adenine arabinoside monophosphate, poxvirus/herpesvirus 
infection 723. 

effects on herpes simplex virus 1 infection, mice 1846. 

AMP deaminase, 

ATP + liposomes, effects on 3273. 

erythrocytes, chickens, inhibition-tetraiodofluorescein 1220. 

erythrocytes, chickens, purification/characterization 1221. 

AMP 6-N-(6-lodoacetamido-n-Hexanoyl)), 

synthesis 118. 

AMP nucleosidase, 

Azotobacter vinelandii , inactivation-phosphates, kinetics 553. 

d-Amphetamine, 

inhibition-protein biosynthesis, brain, rats 189. 

Amphidinium carterae, 

DNA, characterization 6223. 


_Amphotericin B, 


effects on membrane-bound ribosomes, kidney, dogs 5358. 

methyl ester, effects on encephalomyocardiiis virus RNA 
infectivity 3628. 

stimulation-uridine transport/DNA biosynthesis/RNA 
biosynthesis, fibroblasts 2734. 

Ampicillin resistance, 

Escherichia coli, plasmid pBR322 genes, nucleotide sequence 
374. 

Amylase, 

mRNA, biosynthesis, pancreas, rats, development, 
dexamethasone/uridine (5-bromodeoxy), effects on 903. 

mRNA, pancreas, rats, tissues specificity/accumulation, 
during development, embryos 4184. 

a-Amylase, : 

precursors, Triticum aestivum aleurone layer cells, 
biosynthesis-mRNA dependent reticulocyte lysate cell-free 
system 5866. 

mRNA, pancreas, rabbits, translation-wheat embryo cell-free 
system, products analysis 4248. 

Anabaena cylindrica, 

DNA/RNA content, nucleotide peptide, effects on 2128. 


_endodeoxyribonuclease, purification/characterization 6398. 
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Anabaena oscillarioides, 

sequence-specific restriction endonuclease, isolation/ 
characterization 5618. 

Anabaena variabilis, 

chromosomes. DNA, physicochemical properties 3764. 

DNA repair, radiation (u.v.)-induced damage/ 
photoreactivation 7151. 

Anacystis nidulans, 

DNA repair, phage T4 DNA apurinic sites, cell-free system 
2702. 

DNA repair, thymine dimers, induction-radiation (u.v.)/ 
photoreactivation 2108. 

plasmids, DNA homology-Synechococcus cedrorum 3700. 

ribonuclease, characterization 7311. 

mRNA half-life, relationship-growth rate 3030. 

Anaemia (megaloblastic), 

effects on human lymphocytes DNA replication 7218. 

Anaesthetics, 

effects on sister chromatid exchange, CHO cells 7453. 

Anaplasma marginale, 


DNA biosynthesis/protein biosynthesis, erythrocytes culture, 


cattle 2096. 

Andean potato latent virus, 

genomes RNA, templates-reverse transcription, products 
characterization 7121. 

RNA homology-eggplant mosaic virus/turnip yellow mosaic 
virus 873. 

Androgens, 

see also Testosterone, etc. 

effects on RNA metabolism, mammary gland carcinoma, 
mice 4206. 

effects on RNA polymerase I/RNA polymerase I] activity, 
RNA biosynthesis, prostate, rats 4489. 

receptors, binding-chromatin, prostate, rats, role- DNA 6491. 

regulation-poly (A) containing mRNA translation, prostate, 
rats, wheat germ cell-free system 4096. 

Aneides, 

nucleolus organizer region localization 6517. 

Angelicin, 

photosensitization, CV-1 cells, DNA repair, assay 2716. 

Angiotensin, 

structural gene, DNA, oligonucleotides synthesis 2030. 

structural gene, DNA, synthesis, fragments ligation, DNA 
ligase 2037. 

structural gene, DNA, synthesis, sequence analysis 2036. 


structural gene, DNA fragments, synthesis 2029, 2031, 2032, 


2033, 2034, 2035. 
Anguilla anguilla, 
DNA biosynthesis, during seawater adaptations 5058. 
Anions, 
binding-protonated cytosine/guanine 680. 
Anthelmycin, 
inhibition-protein biosynthess, mechanisms 4727. 
Antheraea eucalypti, 


tRNA, hybridization-DNA, comparison-Bombyx mori 4791. 


Antheraea pernyi, 

wings, epidermis, RNA polymerase I/RNA polymerase II, 
purification/characterization 2198. 

wings epidermis, RNA polymerase activity during 
development, ecdysone, effects on 3248. 

Antheraea polyphemus, 

chorion mRNA translation-wheat germ cell-free system, 
inhibition-guanosine (7-methyl) antibodies 7400. 

Antheridiol, 


stimulation-protein biosynthesis, Achlya ambisexualis 1417. 
Anthracyclines, 


degradation-nuclear DNA, Ehrlich ascites tumour cells 4887. 


—— 


interaction-DNA, voltammetry/polarography 1574. 
interaction-DNA/chromosomes 2049. 
Anthralin, 
inhibition-radiation (u.v.)-induced DNA repair, L1210 cells 
1092. 
Anthramycin, 
damage/DNA repair, mechanisms, normal/xeroderma 
pigmentosum fibroblasts, human 3167. 
induced DNA repair, Saccharomyces cerevisiae , 
mechanismis 3157. 
Antibiotic resistance, 
determinants, translocation, Salmonella ordonez 5105. 
kanamycin, transposons, transfer-Rhizobium leguminosarum 
3851. 
Antibiotics, 
see also specific compounds 
aminoquinone, binding-DNA, hydroxyl radicals formation, 
role-degradation 5453. 
binding constants, DNA, determination 6099. 
effects on DNA biosynthesis, in vitro, colon, rabbits 1087. 
effects on DNA restriction endonuclease fragments, 
electrophoretic mobility 4937. 
effects on phage T4 polynucleotide ligase oligo (dT) 
polymerization 4670. 
effects on phage 2C DNA duplication/recombination 7106. 
inhibition-protein biosynthesis, Escherichia coli , relationship- 
polyribosomes binding 2959. 
susceptibility-peptidyltransferase, ribosomes, mitochondria, 
cattle 4737. 
Antibodies, 
N-acetyl-2-acetylaminofluorene-modified DNA, 
characterization 4532. 
adenosine (N*-benzyl), binding-cytokinins, specificity 5176. 
adenosine (N*-(A? isopentenyl), properties 578. 
anti-DNA, radioimmunoassay, methodology 2225. 
anti-nuclear ribonucleoproteins, use-isolation/ 
characterization-nuclear ribonucleoproteins, human serum 
5192. 
ATP (N®-(A*-isopentenyl)), use-characterization-Escherichia 
coli tRNA modification-deficient mutant 7401. 
baboon endogenous virus DNA polymerase (RNA- 
dependent), characterization 5654. 
Bacillus subtilis DNA polymerase III, applications 5153. 
bisulphite + O-methylhydroxylamine-modified DNA, use- 
structure analysis 7406. 
DNA, N-acetoxy-2-acetylaminofluorene-modified, 
purification/properties 580. 
DNA, activity, immunoglobulin G, human serum 5653. 
DNA, ammonium sulphate assays, evaluation 3936. 
DNA, assays 1241, 5652. 
DNA, assays, systemic lupus erythematosus, use-ethidium 
bromide fluorescence 3937. 
DNA, assays, systemic lupus erythematosus 4528. 
one assays, systemic lupus erythematosus pleural effusion 
186. 
oe detection, human Plasmodium falciparum infection 
56. 
a detection, systemic lupus erythematosus 1240, 6457, 
8. 
Pes bees fio ers eee (passive)/haemolysis 
DNA, determination, serum, human psoriasis 6459. 
DNA, human systemic lupus erythematosus, 
immunochemical characterization 7405. 
DNA, induction-Bordetelia pertussis , mice 5188. 
DNA, production, normal/autoimmune mice 6460. 
DNA, relationship-subepidermal immunoglobulins deposits, 
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Antibodies,(continued) 
systemic lupus erythematosus 4530. 

DNA, serum content, systemic lupus erythematosus, 
diagnosis 1754. 

DNA, systemic lupus erythematosus, binding properties 
3938. 

DNA, systemic lupus erythematosus, purification/ 
characterization 3935, 


DNA. use-connective tissue diseases diagnosis, children 2830. 


DNA complex, stability, systemic lupus erythematosus 3286. 

DNA/RNA, detection-human multiple sclerosis/subacute 
sclerosing panencephalitis 2229. 

double-stranded DNA, assays, human hepatitis (chronic 
active)/cirrhosis 2829. 

double-stranded DNA, assays, methodology 4529. 

double-stranded DNA, detection, methodology 579, 3285, 
6461. 

double-stranded DNA, human systemic lupus 
erythematosus, detection, methodology 5651. 

double-stranded DNA. levels, systemic lupus erythematosus 
6458. 

double-stranded DNA, radioimmunoassay 7409. 

double-stranded RNA, measurement-systemic lupus 
erythematosus hospitals, personnel 2827. 

formation, oligo (dT), rabbits 2824. 

genes. arrangement, chromosomes, mice 2871. 

GMP (7-methy]), rabbits, isolation/characterization 5177. 

guanosine (7-methyl), inhibition-A ntheraea polyphemus 


chorion mRNA translation-wheat germ cell-free system 7400. 


Krebs II ascites cells components, inhibition- 
encephalomyocarditis virus-induced RNA polymerase 
(RNA-dependent) activity 3907. 

modified DNA, characterization 4531. 

native DNA, identification-cryoglobulinaemia 1753. 

oligo (A), characterization 3932. 

phage T2, lymphosarcoma, rats, induction-infected spleen 
RNA 6899. 

poly d(A-T), characterization, reaction-oligonucleotides/ 
DNA 1751. 

poly (ADP-ribose), induction-poly (A-U), rabbits 2823. 

poly (ADP-ribose), occurrence-systemic lupus erythematosus 
5178. 

poly (ADP-ribose) monomer, formation/characterization 
2222: 

poly (X.U), serum, rabbits, specificity 6454. 

poly(I-C), interaction-polynucleotides 155. 

purines/pyrimidines/nucleosides, properties, use-nucleotides 
conformation determination 4524. : 

reactivity-N-acetoxy-2-acetylaminofluorene-modified 
guanosine 5649. 

recognition-native/alkali-hydrolyzed guanosine (7-methyl) 
4526. 

ribonucleoprotein (ribosomal), detection, human connective 
tissue diseases 6462. 

ribosomes, HeLa cells, detection-human liver diseases 7402. 

RNA polymerase II stimulation factors, inhibition-Ehrlich 
ascites tumour cells RNA biosynthesis 6883. 

RNA/rRNA, systemic lupus erythematosus, specificity 7404. 

single-stranded DNA, occurrence-antinuclear antibody- 
negative patients 7407. 

single-stranded DNA, use-hepatitis diagnosis 1752. 

single-stranded DNA/double-stranded RNA, occurrence, 
diabetes 5185. 

spermatozoa, spermDNA polymerase/C-type virus DNA 
polymerase (RNA-dependent) 3288. 

uridine (5-bromodeoxy)/uridine (5-iododeoxy), 
characterization 4525. 


IRL©1979 


Nucleic Acids Abstracts 


Antigens, 

antigen t, coding, DNA segments, BK virus, nucleotide 
sequence 3727. 

antigen K88, determinants, Escherichia coli , cloning/ 
mapping/expression 3874. 

antigen T, high molecular weight, SV40, biosynthesis-cell-free 
system 2397. 

antigen T, polyoma virus, translation in vitro 2396. 

antigen T, mRNA, SV40, translation-cell-free system 5339. 

antigen T, stimulation-DNA biosynthesis. SV40 temperature 
sensitive mutant 1667. 

antigen T, SV40, association-nucleoproteins complex 3291. 

antigen T, SV40, binding-single-stranded DNA 4914. 

antigen T, SV40 deletion mutant, DNA nucleotide sequence 
analysis 5506. 

Autographa californica nuclear polyhedrosis virus, 
stimulation-DNA biosynthesis, human lymphocytes 3840. 

histocompatibility antigens, heavy chains/light chains 
mRNA, lymphoblastoid cell lines, translation-cell-free 
system 5437. 

lipopolysaccharides, Escherichia coli , immune response, 
association-DNA biosynthesis 2735. 

nuclear antigen, Epstein-Barr virus, stimulation-transcription, 
human cell lines 5419. 

RNA, isolation/characterization, polyribosomes, liver, rats 
3933; 

small t antigen, regions, identification-SV40 DNA coding 
sequence 2158. 

stimulated human lymphocytes, DNA coding-specific 
antibodies 7289. 

Antipain, 

effects on radiation (X)-induced sister chromatid exchange, 
C3H cells, mice 5226. 

Antisera, 

chromatin, HeLa cells-specific 3289. 

Antiviral agents, 

see also specific compounds 

C-nucleosides thiazole derivatives, synthesis 1353. 

poly (I-C)/poly G-C), Venezuelan equine encephalitis virus 
3438. 

Antiviral protein, 

mRNA analysis, comparison-interferon 4851. 

Aphidicolin, 

effects on DNA biosynthesis, adenovirus (human) 2-infected 
HeLa cells/CHO cells 7132. 

effects on DNA biosynthesis/DNA polymerase a/DNA 
polymerase B/DNA polymerase y activity, HeLa cells 5049. 

inhibition-DNA polymerase, cytosol, liver, rats 1193. 

inhibition-DNA repair, HeLa cells 5563. 

Apis mellifera, 

chronic bee paralysis, ribonuclease, effects on 3220. 

pheromones, inhibition-Escherichia coli tRNA 
methyltransferase 5838. 

Apodemus flavicollis, 

satellite DNA, restriction endonuclease mapping. 
comparison-Apodemus sylvaticus 6238. 

Apodemus sylvaticus, 

satellite DNA, restriction endonuclease mapping, 
comparison-Apodemus flavicollis 6238. 

Aprotinin, 

effects on RNA biosynthesis, liver, rats, following partial 
hepatectomy 4837. 

Arabinosides, 

see also Specific compounds. 

synthesis 1832. 

Arbacia punctulata, 

embryos, DNA replication unit size 7082. 

histones mRNA, occurrence, association-transcription 935. 
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Arginyl-glutamic acid, 

complex-guanine 6558. 

Artemia salina, 

elongation factor 1, binding tRNA (phenylalanyl), role- 
guanine nucleotides 3507. 

elongation factor 1, interaction-ribosomes 4135. 

embryos, membranes-associated poly (A) containing 
ribonucleoproteins, characterization 3940. 

embryos, occurrence-guanosine 5’-diphospho-5'-guanosine/ 
guanosine 5'-triphospho-5'-adenosine 121. 

embryos, ribonuclease, purification/characterization 2775. 

haemoglobin mRNA, absence during gastrulae development 
6914. 

larvae nuclei, RNA polymerase II, aurintricarboxylic acid, 
effects on 7348. 


nucleoproteins complex, detection-electron microscopy 6467. 


polyribosomes, light scattering, pressure, effects on 6721. 

protein biosynthesis, elongation, inhibition-modeccin 1922. 

ribosomal protein L12, purification/characterization 4111. 

ribosomes, binding-tRNA (aminoacy]), ricin/modeccin, 
effects on 2963. 

ribosomes, physical properties 1436. 

ribosomes, polypeptides chains release factors, purification/ 
characterization 4703. 

ribosomes, purification, methodology 1435. 

RNA-binding protein, characterization 7462. 

RNA polymerase II, stimulators, characterization 7355. 

Arthrobacter, 

DNA homology 4962. 

Arthrobacter crystallopoietes, 

plasmids DNA, characterization 4928. 

Aryl hydrocarbon hydroxylase, 

activity, effects on DNA binding-benzo(a)pyrene, liver, rats 
DOU 

Ascaris lumbricoides, 

eggs, purine nucleotides content, association-development 
122. 

RNA content during development 2976. 

Ascaris suum, 

DNA, characterization/reassociation kinetics 4359. 

Ascites cells, 

DNA biosynthesis/RNA biosynthesis, purine (9-B- 
ribofuranosy]), effects on 280. 

ribosomal subunit 60S, phosphoprotein Ly, characterization 
814. 

sarcoma, mice, actin mRNA, translation efficiency/stability 
6078. 

Ascites hepatoma, 

DNA, mitochondria, primary structure, comparison-rats 
liver 413. 

Ascites tumour cells, 

DNA, pyrimidines rich regions, distribution 5006. 

mice, DNA biosynthesis, detergent, effects on 443. 

mice, DNA biosynthesis/DNA repair, bleomycin, effects on 
3816. 

mice, ribosomes profiles, growth conditions, effects on 6750. 

Ascorbic acid, 

effects on DNA biosynthesis, tumours, cell lines 2143. 

effects on RNA metabolism, Hordeum , following dark 
germination 4824. 

effects on sister chromatid exchange, CHO cells/human 
lymphocytes 7451. 

Aspartic acid, 

derivatives, role-uracil synthesis 6563. 

Aspergillus, 

cytosine (5-fluoro) antifungal activity 5266. 

ribonuclease II, inhibition-iron (II) 2177. 


Aspergillus foetidus virus AfV-S, Ley 

double-stranded RNA, semi-conservative transcription 269. 

Aspergillus foetidus virus S, 

double-stranded RNA, transcription 2485. 

Aspergillus nidulans, 

DNA, purification 2018. 

DNA degradation, induction-radiation (u.v.) 6991. 

mitochondria DNA fragments, cloning 5109. 

pyr mutant, DNA labelling 2554. 

repetitive DNA content 3761. 

Aspergillus niger, 

DNA biosynthesis/RNA biosynthesis/protein biosynthesis, 
during conidia development 4215. 

exo-1,4-a-glucosidase mRNA, stability, membrane-bound 
polyribosomes-associated 2467. 

ribonuclease, detergents, effects on 6384, 6385. 

Aspergillus oryzae, 

nuclease O, use-DNA nucleotides mapping 3124. 

nuclease S1, cleavage sites, avian sarcoma-leucosis virus 
DNA intermediates 2768. 

nuclease $1/ribonuclease T1, analysis-Rous sarcoma virus 
RNA 2459. 

single-stranded regions-specific nuclease, purification/ 
properties 6378. 

Asterina amurensis, 

ovary, tRNA Met, nucleotide sequence 6672. 

Asticcacaulis, 

DNA homology 2076. 

Astragalus bisulcatus, 

tRNA, isolation/characterization 5323. 

Ataxia telangiectasia, 

cells, DNA repair, bleomycin, effects on 5047. 

human, endonucleases activity 1702. 

ATP, 

N®*-alkylthiomethyl derivatives, synthesis 116. 

complex-cobalt, inactivation-Escherichia coli tRNA 
(methionyl) synthetase 5334. 

coordination-glycyl-tyrosine-palladium complex 5784. 

effects on AMP deaminase 3273. 

effects on tRNA (aminoacyl) synthetase chromatography 
(affinity) 2387. 

electrophoresis, metals, effects on 3392. 

inhibition-calf thymus DNA nucleotidylexotransferase 2803. 

interaction-manganese, n.m.r./e.s.r. 6621. 

interaction-metals, spectroscopy (Raman) 5783. 

labelled, preparation 5302. 

manganese complex, e.s.r./n.m.r. 1856. 

mitochondria, heart, rats, transport kinetics 6627. 

pools, regulation-DNA replication, S phase, 3T6 cells 5070. 

regeneration, effects on translation errors frequency 5857. 

restricted analogues, effects on adenine nucleotides transport, 
mitochondria 1368. 

role-RNA transport, nuclei, liver, rats, in vitro 3632. 

role-vesicular stomatitis virus RNA biosynthesis initiation in 
vitro 4195. 

self-stacking, n.m.r. 93. 

solutions, relaxation time 6619. 

structure, X-ray crystallography 2346. 

dATP, 

diastereoisomers, use-Escherichia coli DNA polymerase I 
reaction mechanisms determination 7369. 

effects on tRNA/RNA 5S biosynthesis, nuclei 6881. 

manganese dependent inhibition- DNA 
nucleotidylexotransferase, mechanisms 6432. 

2'-dATP, 

inhibition-polynucleotide adenylyltransferase, liver, rats, 
mechanisms 5148. 
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3'-dATP, 


_ inhibition-calf thymus DNA nucleotidylexotransferase 2803. 


inhibition-polynucleotide adenylyltransferase, liver, rats, 
mechanisms 5148. 


ATP (8-Azido), 
photolabile, synthesis 113. 
synthesis 2922. 


ATP (benzo), 

linear, physical properties 117. 

linear, probe-enzymes binding sites 126. 

ATP (3'-Deoxy), 

inhibition-plants RNA polymerase (RNA-dependent) in vitro 
RNA biosynthesis 1188. 

inhibition-tobacco mosaic virus/cowpea chlorotic mottle 
virus RNA polymerase (RNA-dependent) RNA biosynthesis 
4492. 

ATP (epoxy), 

inactivation-Escherichia coli DNA polymerase I 537. 

ATP (etheno), 

reaction-mesitoic acid, products, fluorescence properties 
2344, 

ATP (6-N-(6-Iodoacetamido-n-Hexanoy])), 

synthesis 118. 

ATP (N°-(A?-Isopentenyl)), 

antibodies, use-characterization-Escherichia coli tRNA 
modification-deficient mutant 7401. 

ATP (1-Thio), 

isomers, synthesis/configuration 5782. 

ATP arabinoside, 

effects on tRNA/RNA 5S biosynthesis, nuclei 6881. 

inhibition-calf thymus DNA nucleotidylexotransferase 2803. 

inhibition-DNA polymerase a/DNA polymerase f, calf 
thymus 2799. 

ATP phosphoribosyltransferase, 

kinetic isotope effects 549. 

Atrazine, 

effects on DNA biosynthesis/RNA biosynthesis, Lemna 
minor 3193. 

Atropine, 

effects on DNA biosynthesis, stomach mucosa, rats, role- 
gastrin 5025. 

Aurintricarboxylie acid, 

effects on chromatin structure 2857. 

effects on RNA polymerase II, nuclei, larvae, Artemia salina 
7348. 

inhibition-protein biosynthesis, wheat-germ cell-free system 
4711. 

Auromomycin, 


- induced strands breaks, DNA biosynthesis, lymphoblastoma 


yi? 
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cells, mice 7182. 

Autoantibodies, 

induction-xenogeneic thymus RNA, mice 2828. 

production, radiation-treated mice, DNA, effects on 3287. 

Autographa californica, 

nuclear polyhedrosis virus, antigens, stimulation-DNA 
biosynthesis, human lymphocytes 3840. 

nuclear polyhedrosis virus, DNA, characterization 7055. 

nuclear polyhedrosis virus, DNA, mapping 3743. 

nuclear polyhedrosis virus, DNA, restriction endonuclease 
analysis 1598. 

nuclear polyhedrosis virus DNA, restriction endonuclease 
mapping 6187. 

Autoimmunity, 

plaque-forming cells, response single-stranded-DNA in vitro, 
mice 2226. 

plaque-forming cells response-single-stranded DNA, 


regulation in vitro, mice 2224. 

Autoradiography, 

+ electron microscopy, Lilium longiflorum chromosomes 
DNA biosynthesis during meiosis 7221. 

Crepis capillaris seedlings chromosomes DNA replication 
7220. 

Escherichia coli nucleoids chromosomal subunits structure 
6507. 

Auxins, 

effects on rRNA accumulation, Helianthus tuberosus 4823. 

effects on RNA biosynthesis/protein biosynthesis, Zea mays 
coleoptiles 2509. 

effects on RNA polymerase activity, Nicotiana callus 4486. 

effects on RNA polymerase/chromatin templates activity, 
Glycine max hypocotyls 2192. 

induction-RNA polymerase interaction-chromatin, Glycine 
max hypocotyls 2193. 

regulation-transcription, ribonuclease biosynthesis, beans 
4825. 

Avena sativa, 

coleoptile, poly (A) containing RNA, occurrence-5'-terminus 
caps 4801. 

protoplasts, ribonuclease activity, polyamines, effects on 
11533 

Avian erythroblastosis virus, 

effects on globin mRNA biosynthesis, erythroblasts, chickens 
270. 

RNA 308, transforming components-specific sequence 6775. 

Avian leucosis virus, 

DNA polymerase (RNA-dependent), comparison- 
endogenous/exogenous 2804. 

endogenous, linkage-genomes, chickens cells 3106. 

endogenous/exogenous, genomes mapping 1936. 

envelope glycoprotein mRNA, precursors, identification 
1939. 

genomes, integration sites, DNA, infected embryo cells, 
chickens 5607. 


Avian leucosis virus MC29, 
RNA 28S, characterization 4163. 
transformation genes, nucleotide sequence 1593. 


Avian myeloblastosis virus, 

core protein, relationships-DNA polymerase (RNA- 
dependent) polypeptides 1204. 

DNA-binding protein, endodeoxyribonuclease activity 1289. 

DNA biosynthesis initiation, oligo (dC) binding sites 
mapping 4373. 

DNA polymerase + associated ribonuclease H, DNA 
synthesis 7364. 

DNA polymerase (RNA-dependent), allosteric properties 
4514. 

DNA polymerase (RNA-dependent), associated 
endonuclease, characterization 7322. 

DNA polymerase (RNA-dependent), endonuclease activity 
5159. 

DNA polymerase (RNA-dependent), inhibition-pyridoxal-5'- 
phosphate, tRNA Trp, effects on 5834. 

DNA polymerase (RNA-dependent), inhibition-sodium 
pyrophosphate 1739. 

DNA polymerase (RNA-dependent), isolation/ 
characterization 3920. 

DNA polymerase (RNA-dependent), role-mutagenesis 6435. 

DNA polymerase (RNA-dependent), transcription-cowpea 
mosaic virus RNA 3267. 

DNA polymerase (RNA-dependent), transcription- 
Escherichia coli rRNA 16S, kinetics 7379. 

DNA polymerase (RNA-dependent), use-Sindbis virus 
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Avian myeloblastosis virus,(continued) 
complementary DNA biosynthesis 546. 

DNA polymerase (RNA -dependent)-associated ribonuclease 
H. inhibition-RNA 1160. 

DNA polymerase activity, zinc, effects on 3911. 

nucleoside triphosphatase, characterization 1218. 

plasma. DNA polymerase. assays 7366. 

RNA. isolation 5369. 

RNA biosynthesis/DNA biosynthesis, transformed cells, 
actinomycin D/daunomycin, effects on 2107. 

RNA 35S. binding tRNA Trp. liver, cattle, role- DNA 
polymerase (RNA dependent) 7381. 

virions. RNA biosynthesis, relationship-reverse transcription 
3569. 

Avian myelocytomatosis virus, 

chickens. recombination-Rous associated virus, genomes 
nucleotide sequence analysis 6358. 

RNA. structure, electron microscopy 2989. 

tumorigenesis genes nucleotide sequence detection-chickens 
fibroblasts DNA 7098. 

Avian myelocytomatosis virus MC29, 

genomes RNA, mapping 4164. 

RNA. specific sequence, comparison-Mill Hill 2 virus 4777. 

Avian reticuloendotheliosis virus, 

DNA polymerase (RNA-dependent), characterization, 
comparison-Friend leukaemia virus/avian myeloblastosis 
virus 2807. 

DNA polymerase (RNA-dependent)-deficient/positive, 
RNA, characterization 3543. 

transformed bone marrow cells, chickens, ribonucleoproteins 
complex, isolation/characterization 2231. 

Avian sarcoma-leucosis virus, 

DNA intermediates, Aspergillus oryzae nuclease S1 
cleavage sites 2768. 

Avian sarcoma virus, 

DNA. integration-infected cells, review 670. 

DNA. integration-transformed fibroblasts, chickens/ducks/ 
quails 2759. 

DNA. purification-infected QT6 cells, methodology 3059. 

DNA. restriction endonuclease mapping 2623. 

DNA polymerase (RNA-dependent), tRNA Trp role- 
primers. structure requirement 4080. 

gag gene/pol gene products, protein biosynthesis 3045. 

genomes, integration sites, DNA, infected embryo cells, 
chickens 5607. 

genomes, 5’-terminus, transposition-mRNA 1471. 

genomes 5’-terminus complementary DNA, DNA 
polymerase (RNA-dependent) elongation, Triton X-100, 
effects on 6436. 

production, infected embryo cells, chickens, cytidine (5- 
methyl), effects on 3403. 

replication defective, DNA polymerase (RNA-dependent), 
binding-tR NA (tryptophanyl) 2208. 

restriction, Marek’s disease virus transformed lymphoid cell 
lines 1686. 

specific mRNA, polyribosomes, infected-chickens cells, 
characterization 6904. 

specific RNA biosynthesis, infected embryo fibroblasts, 
chickens, AMP (dibutyryl cyclic), effects on 900. 

sre gene, proteins, identification 2156. 

sre gene nucleotide sequence, occurrence-uninfected 
vertebrates 946. 

sre gene translation/proteins characterization 2004. 

Azaserine, 

DNA damage, pancreas, rats 4902. 

Azidochloramphenicol, 

use ribosomes photoaffinity labelling, Escherichia coli 2406. 


Azotobacter vinelandii, 

AMP nucleosidase, inactivation-phosphates, kinetics 553. 

DNA/chromosomes, characterization/comparison- 
Escherichia coli 7060. 

DNA repair, radiation (u.v.)-induced damage 7135. 


Baboon endogenous virus, 

DNA polymerase (RNA-dependert) antibodies 
characterization 5654. 

Bacillus, 

DNA base composition 2638. 

DNA homology. electrophoresis 3109. 

DNA segregation/septation, review 2286. 

vegetative cells/spores. RNA polymerase. purification/ 
characterization 1722. 

Bacillus amyloliquefaciens, 

DNA (cytosine-5-)-methyltransferase, sequence specificity 
1225. 

proteinase mRNA biosynthesis, regulation 1966. 

restriction endonuclease Bam H1, purification/ 
characterization 5139. 

restriction endonuclease BamNx, digestion-phage 9105C 
DNA, recognition sequence determination 7327. 

restriction endonuclease/DNA ligase, isolation/ 
characterization 3235. 

Bacillus anthracis, 

DNA homology-Bacillus cereus /Bacillus thuringiensis 
4336. 

Bacillus brevis, 

DNA (cytosine-5-)-methyltransferase, sequence specificity 
1225. 

poly (A)-containing RNA, isolation/characterization 842. 

sporulation, regulation-gramicidins, inhibition-DNA-RNA 
polymerase binding 1723. 

Bacillus caldolyticus, 

restriction endonuclease Bell, purification/characterization 
1716. 

Bacillus cereus, 

DNA homology. Bacillus anthracis /Bacillus thuringiensis 
4336. 

isolation-plasmids DNA 4879. 

ribosomal subunits, isolation 2404. 

Bacillus globigii, 

restriction endonuclease, purification/characterization 3238. 

Bacillus insolitus, 

ribosomal subunit 30S/ribosomal subunit 50S, isolation, 
protein biosynthesis activity, temperature, effects on 5868. 

Bacillus intermedius, 

ribonuclease, amino acid sequence 4473, 7306. 

ribonuclease, purification/characterization 5127. 

ribonuclease, secondary structure, c.d. 4474. 

Bacillus licheniformis, 

phage DNA, degradation-restriction endonuclease EcoRI 
485. 

phages, DNA, characterization 5491. 

phosphatidylserine tRNA, isolation 5822. 

Bacillus megaterium, 

sare a DNA, restriction endonuclease cleavage mapping 

02. 

proteinase mRNA, half-life 3043. 

Bacillus mesentericus, 

ribonuclease I biosynthesis. exogenous factors, effects on 
3223. 

Bacillus polymyxa, 

sporulation, occurrence-poly (A) containing RNA 4757. 
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Bacillus popilliae, 
plasmids DNA. isolation/characterization 7241. 


Bacillus rossius, 
endonuclear bodies, RNA biosynthesis/DNA biosynthesis 
421. 


Bacillus sphaericus, 
DNA (cytosine-5-)-methyltransferase/restriction 
endonuclease, purification/characterization 1714. 


Bacillus stearothermophilus, 
DNA. resistance-N-methyl-N-nitrosourea/radiation (y)/ 
radiation (u.v.) induced damage 3810. 
DNA biosynthesis/degradation 2679. 
elongation factor Tu, binding-GDP, role-sulphydry! groups 
5360. 
elongation factor Tu, properties, magnesium, effects on 4745. 
endonuclease. isolation 2779. 
protein biosynthesis, inhibition-ochratoxin A 1887. 
protein biosynthesis inhibition factor, purification/ 
characterization, role-ribosomes stability 204. 
restriction endonuclease, purification/properties/specificity 
3240. 
ribosomal subunit 30S/ribosomal subunit 50S, c.d. 194. 
ribosomal subunit 50S, ribosomal protein BL17, 
crystallization 6711. 
ribosomes, peptidyltransferase sites, ribosomal protein B-L3, 
chemical modification 1900. 
tRNA (arginyl) synthetase, ATP consumption 5331. 
tRNA (asparaginyl) synthetase/tRNA (lysyl) synthetase/ 
tRNA (seryl) synthetase/tRNA (valyl) synthetase, 
purification/characterization 1882. 
tRNA (valy!) synthetase, reaction mechanisms 5856. 
tRNA(methionyl) synthetase, reaction mechanisms 5851. 
tRNA 5S, secondary structure, temperature effects 2464. 
stringent factors, purification/characterization 5893. 
Bacillus subtilis, 
chromosomes, integration-phage p11 DNA, methodology 
6354. 
chromosomes-membranes association 7454. 
chromosomes/Staphylococcus aureus R factors DNA 
replication, hydroxyurea, effects on 3175. 
cloned replicons, replication/gene expression 5078. 
dCMP deaminase, purification/characterization 565. 
DNA, cross-linking-nitrogen mustard, transformation, effects 
on 3682. 
DNA-binding protein, isolation/properties, inhibition- 
deoxyribonuclease 6525. 
DNA biosynthesis 1062. 
DNA biosynthesis, stimulation-deoxyribonuclease 5616. 
DNA biosynthesis temperature-sensitive mutant, phage 
SPP 1/phage 929 replication 2694. 
DNA integration, association-transformation, mechanisms 
479, 1690. 
DNA-membranes complex, DNA repair, N-methyl-N- 
nitrosourea, effects on 4396. 
- DNA-membranes complex, purification 2876. 
DNA polymerase, phage PBS2 induced, characterization, 
exonuclease activity 2370. 
DNA polymerase, phage PBS2-induced, purification/ 
characterization 2795. 
DNA polymerase III, antibodies, applications 51:53: 
DNA polymerase III, relationship-phage PBS2-induced 


DNA polymerase/uracil-containing DNA replication 3264. 


DNA repair, excision, radiation (u.v.)-treated phages 3809. 
PNA replication, relationship-sporulation induction 2720. 
elongation factor G mutants, suppression-RNA polymerase 
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mutations 3246. 

endonuclease, apurinic sites specific activity. purification/ 
characterization 2780. 

evolution, role-genes recombination/selection 7267. 

fate-phage ge transfection DNA 2750. 

genes recombination during transformation, role DNA 
methylase 7268. 

growth, exogenous deoxyribonuclease. effects on 5134. 

hosts, DNA cloning 5077. 

isolation-ribonuclease I 3884. 

mutant, radiation (u.v.)-induced DNA repair 7136. 

mutants, DNA replication/repair/recombination, review 
3355. 

nucleoids, characterization, growth/sporulation 1792. 

5'-nucleotidase, characterization 7388. 

phage ge DNA, transfection, phosphorus-32 decay, effects 
on 7256. 

phage 929, DNA, RNA polymerase binding sites/ 
transcription mapping 3709. 

phage PBS-2, DNA polymerase/associated exonuclease, 
characterization 4501. 

phage SPO1-modified RNA polymerase, transcription 
selectivity 5620. ‘ 

phage SPP1, DNA, mapping/localization replication origins 
1588. 

phage SPP1, DNA, restriction endonuclease fragments 
arrangement 4957. 

phage SPP1, DNA structure 4945. 

phage SPP1, transduction 2154. 

phage SPO1, DNA, restriction endonuclease mapping 6160. 

phage SP15, dTMP-enriched DNA, production/expression 
1643. 

phage 2C DNA strands replication, mechanisms 5021. 

phages-infected minicells, toluene-treated, DNA biosynthesis 
426. 

plasmid pHV 400, replication regions, labelling-DNA 
segments 4443. 

plasmids DNA, detection, methodology 2016. 

plasmids vectors, construction 6346. 

protoplasts, transformation-plasmids DNA 5589. 

purine-nucleoside phosphorylase, purification/ 
characterization 1212. 

radiation (u.v.), induction-adenine independence reversion 
1691. 

restriction endonuclease, DNA recognition sequence, 
localization-methylated nucleotides 3753. 

restriction/modification activity 4483. 

riboflavin operon, cloning-Escherichia coli 2159. 

riboflavin operons, amplification-Escherichia coli 3213. 

ribosomal protein B-L9, amino acid sequence determination, 
comparison-Escherichia coli ribosomal protein L7/L12 
5867. 

ribosomal subunit 30S/ribosomal subunit 50S, c.d. 194. 

tRNA (adenosine-1) methyltransferase, methylation- 
Escherichia coli /yeasts/liver-rats tRNA 783. 

RNA, isolation/characterization/binding- 
oligodeoxythymidylate-cellulose 1462. 

tRNA (valyl) synthetase, characterization 1400. 

RNA biosynthesis, relationship-sporulation, autoradiography 
1965. 

tRNA Gly, uridine (S-carboxymethylaminomethy!) 
occurrence 696, 

tRNA Phe aminoacylation, inhibition-ochratoxin A 2393. 

RNA polymerase, peptide 21K, role-RNA biosynthesis 521. 

RNA polymerase, purification/properties 2196. 

RNA polymerase, rifampicin, effects on 3253. 

RNA polymerase, sigma factor/delta factor, role- 


“4RLO©1979 


69 


Subject Index 


Subjectindex evento Eee 


Bacillus subtilis, (continued) 
transcription 7339. 

RNA polymerase, subunits composition during transcription 
6405. 

RNA polymerase, transcription-phage SP82 DNA, sodium 
chloride, effects on 3606. 

self-complementary DNA sequence, characterization 4964. 

spore outgrowth, role/DNA biosynthesis 1636. 

spores, DNA transcription, asymmetry 3610, 3611. 

spores, RNA biosynthesis/protein biosynthesis, dependence- 
DNA content 4213. 

spores/vegetative cells, DNA, temperature effects 1604. 

sporulation, induction-nucleotides 727, 1370. 

sporulation, induction-purines 2317. 

sporulation, role-adenosine hexaphosphate 724, 1369. 

sporulation, role-elongation factor G 1449. 

sporulation, uracil (6-(p-hydroxyphenylazo)), effects on 50. 

sporulation genes, cloning 1692. 

temperature-sensitive mutant, RNA biosynthesis 3609. 

thiostrepton/micrococcin resistant mutant, ribosomal 
proteins alterations 6712. 

thiostrepton resistant mutant, RNA biosynthesis 3014. 

transduction, uracil(6-(p-hydroxyphenylazo)), effects on 
4027. 

transformation, DNA binding-receptors, inhibition- EDTA 
1133: 

transformation-antibiotic resistance plasmids, 
characterization/kinetics 4456. 

transformation-DNA, mutagenesis 1134. 

transformation-Staphylococcus aureus plasmid pT P-2 DNA 
3204. 

transformed, DNA donors-recipients complex 2762. 

transforming DNA, f-propiolactone/i,3-propane sultone, 
effects on 3069. 

urv mutant, pyrimidines dimers excision 7137. 

Bacillus thuringiensis, 

DNA biosynthesis, inhibition-aflatoxin B1 4414. 

DNA homology-Bacillus anthracis /Bacillus cereus 4336. 

isolation-plasmids DNA 4879. 

phage DNA, degradation-restriction endonuclease EcoRI 
485. 

plasmids characterization 7240. 

plasmids DNA, isolation/characterization 7241. 

plasmids DNA, purification/properties 4929. 

RNA polymerase, transcription-sporulation-specific MRNA 
1502. 

Bacteria, 

see also various species 

chromosomes, mobilization-plasmids, review 4008. 

DNA, purification, methodology 6949. 

DNA repair, relationship-mutagenesis, review 6548. 

DNA repair pathways, role-mutagenesis 2899. 

DNA repair pathways, role-mutagenesis, review 2301. 

genes evolution, rolee DNA sequence repetition 7266. 

genetics, review 5706. 

genomes, evolution, review 4595. 

oncogenic, DNA base composition 1603. 

permeabilized cells, viruses DNA biosynthesis 1069. 

protein biosynthesis initiation, tiamulin, effects on 4118. 

restriction endonuclease assays 2786. 

ribosomal subunits, dissociation/reassociation, pressure, 
effects on 203. 

ribosomes, conformation, streptomycin, effects on 4728. 

RNA biosynthesis/protein biosynthesis, regulation, review 
4592. 

RNA polymerase, transcription initiation, inhibition- 
lipiarmycin 4485. 
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RNA polymerase inhibitors, review 1318. 

rRNA sequence relationships, ecology aspects 4786. 

Bacteroides fragilis, ; 

plasmids, tetracycline, antibiotic resistance, expression/ 
conjugation mechanisms 6348. 

Bacteroides melaninogenicus, 

strains, DNA base composition 4963. 

Bacteroides ochraceus, 

plasmid pGD10, characterization 1112. 

Baculovirus, 

Tipula paludosa , DNA, characterization 7044. 

Balanoglossus claviger, 

chromosomes, morphology/DNA content 2863. 

BALB/c cells, 

C-type virus, activation-herpesvirus DNA 1114. 

detection-mammary tumour virus RNA 2435. 

mammary gland tumours, urethane/radiation (X)/hormones- 
induced, mammary tumour virus RNA biosynthesis 6820. 

BALB/c3T3 cells, 

DNA biosynthesis, control-fibroblasts growth regulation 
factors 3184. 

protein biosynthesis/DNA biosynthesis, magnesium, effects 
on 7208. 

BALB/3T3 cells, 

transformation-adenovirus (bovine) 3 DNA fragments 1126. 

Balbiani rings, 

Chiromonus tentans , RNA 75S, analysis, determination- 
transcription unit size 2087. 

Barathra brassicae, 

nuclear polyhedrosis virus, DNA, characterization, 
comparison-A doxophytes orana 3742. 

Barbiturates, 

effects on DNA physicochemical properties 4299. 

Barley stripe mosaic virus, s 

RNA, detection-poly (A) sequences 2481. 

RNA, occurrence-5'-terminus caps 5383. 

Base pairs, 

complementary, DNA, hydration 367. 

complementary, phage 9X 174, hybridization-synthetic 
oligodeoxyribonucleotides, errors amber mutant 7033. 

hydration 4019. 

pairing, models 7015. 

Bases, 

assimilation, Mycoplasma /Acholeplasma 1816. 

interaction, MRNA, 5’-terminus cap structures 242. 

interaction-polyaromatic hydrocarbons, micromethods 74. 

separation, chromatography (high-performance liquid) 5738. 

Bdellovibrio bacteriovorus, 

RNA-ribose metabolism, during growth on Escherichia coli 
3021. 

Bees, 

Vespa orientalis venoms deoxyribonuclease activity, effects 
on 1161. 

Beggiatoa, 

growth inhibition-adenine arabinoside/nucleosides 3396. 

Benz(a)anthracene, 

binding-BHK-21 cells DNA 6982. 

derivatives, reaction-calf thymus DNA 6974. 

Benzo(a)pyrene, 

adducts, effects on DNA biosynthesis, in vitro 4394. 

aralkylation-DNA/histones, nuclei, liver, rats 2578. 

pn ce DNA, nuclei, calf thymus, distribution - 

binding-DNA, embryo cells, hamsters, light, effects on 2574. 

binding-DNA, epidermis, mice, dose dependency 6975. 

binding-DNA, human colon 2576. 

binding-DNA, human diploid fibroblasts 2053. 
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binding-DNA, liver, rats, aryl hydrocarbon hydroxylase 
activity, effects on 2577. 

binding-DNA, lung/liver, mice, comparison-in vivo/in vitro 
3670. 

binding-DNA, mice 2056. 

binding-DNA, mice, comparison-strains 4895. 

binding-DNA, models systems 5465. 

binding-DNA/RNA, mice skin in vivo/rats liver microsomes/ 
nuclei, in vitro 3065. 

derivatives, binding-DNA, catalysis-peroxidase 6973. 

derivatives, complex-calf thymus DNA, fluorescence 4897. 

derivatives, inhibition-SV40 DNA biosynthesis 7134. 

derivatives, interaction-DNA 3064. 

diol epoxide, adducts-DNA, fluorescence 6971. 

diol epoxide, binding-calf thymus DNA, linear dichroism 
2575. 

diol epoxide, binding-DNA 4275. 

diol epoxide, binding-DNA, inhibition-DNA biosynthesis in 
vitro 6284. 

diol epoxide, binding-phage 9X 174 DNA, infectivity 
inhibition 5464. 

diol epoxide, binding-SV40 DNA, bases specificity 3066. 

diol epoxide, formation-DNA adducts, microsomes catalysis, 
liver, rats, ethoxyquin feeding, effects on 5462. 

diol epoxide, interaction-phage yX174 DNA 6106. 

diol epoxide, modification-DNA, erythrocytes, ducks, effects 
on chromatin structure/reconstitution 4894. 

diol-epoxide derivatives, induced damage, adenovirus 
(human) 5, DNA repair, excision, human fibroblasts 441. 

diol expoxides, covalent binding-DNA, fluorescence 4896. 

diolepoxide, effects on phage MS2 RNA translation/ 
infectivity 4235. 

DNA adducts formation, human fibroblasts 5463. 

induction-DNA damage, human cells 2051. 

metabolites, binding-DNA, embryo fibroblasts, mice 6972. 

metabolites, binding-DNA, hepatocytes, 3- 
methylcholanthrene-treated rats 2055. 

metabolites, binding-DNA, human lymphocytes/liver 
microsomes 3671. 

metabolites, binding-DNA, liver, mice, microsomes enzymes 
inducers, DNA 4274. 

metabolites, binding-DNA, liver, rats 1562. 

metabolites, binding-DNA, lung, rats 1563. 

metabolites, DNA repair, human fibroblasts 7181. 


metabolites, induced damage, human cells, DNA repair 1090. 


metabolites, microsomes, conjugation-DNA, UDP- 
glucuronic acid, effects on 5461. 

Benzo(a)pyrene (6-Oxy), 

solubilization-DNA/caffeine, n.m.r./e.s.r. 2052. 

Benzo(a)pyrene hydroxylase, 

activity, hepatocytes, mice, effects on, poly(I-C) 743. 

Benzyl chloroformate, 

adenine reaction products, structure, X-ray crystallography 
(3364. 

BHK cells, 

DNA biosynthesis/DNA repair, role-DNA polymerase a/ 
DNA polymerase f, comparison 7375. 

enterovirus (bovine)-infected, RNA replication 5403. 

herpes simplex virus infected, DNA biosynthesis, role-poly 
(ADP-ribose) biosynthesis 5541. 

histone H1 biosynthesis/DNA biosynthesis, G1 phase 1760. 

ribosomal protein S6, phosphorylation 2418. 

tRNA (aspartyl), regulation-serum 169. 

RNA isolation, chromatography (affinity), use-guanosine (6- 
thio)/uridine (4-thio) incorporation 4156. 

temperature-sensitive mutant, DNA biosynthesis/ 
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chromosomes condensation 2260. 

vesicular stomatitis virus + defective-interfering particles- 
infected, RNA biosynthesis 6828. 

vesicular stomatitis virus-infected, RNA biosynthesis 6006. 

western equine encephalitis virus infection, DNA polymerase 
inhibition mechanisms 4503. 

BHK-21 cells, 

DNA, binding-benz(a)anthracene/3-methylcholanthrene/ 
7,12-dimethylbenz(a)anthracene 6982. 

DNA, cytosine (5-methyl) content 3134. 

DNA, cytosine (5-methy]) distribution 1630. 

DNA biosynthesis, amino acids deprivation, effects on 5576. 

herpes simplex virus | temperature-sensitive mutant-infected, 
DNA biosynthesis 1071. 

nuclei, DNA biosynthesis, drugs, effects on, comparison- 
DNA polymerase a/DNA polymerase f catalysis 4426. 

protein biosynthesis, inhibition-oligo (A) 3436. 

Rous sarcoma virus transformed, proviruses DNA, 
infectivity 3868. 

West Nile virus/Uganda S virus RNA biosynthesis 1947. 

Bicarbonate, 

carbon-14-containing, incorporation, RNA, Streptococcus 
lactis 1967. 

Bilharcid, 

effects on DNA biosynthesis, Escherichia coli 2721. 

Bis-(2-Guanidoethyl)-disulphide, 

interaction-DNA, conformation, effects on 3686. 

1,3-Bis(2-Chloroethyl)-1-Nitrosourea, 

effects on DNA biosynthesis, L1210 cells 5561. 

effects on DNA repair, Escherichia coli 5549. 

Bis(10-Methyl)acridinium chloride, 

binding/intercalation-DNA 4927. 

Bisulphite, 

deamination-cytidine, kinetics 1835. 

reaction-cytosine (S-hydroxymethyl)/phages DNA 4021. 

BK virus, 

DNA, antigen T N-terminus coding, nucleotide sequence 
3728. 

DNA, nucleotide sequence, homology-SV40 4323. 

DNA, restriction endonuclease fragments, mapping 3729. 

DNA, restriction endonuclease mapping 2074. 

DNA, splicing regions, nucleotide sequence 7046. 

DNA cleavage, restriction endonuclease, mapping 383. 

DNA homology-JC virus/SV40 7045. 

DNA segments, antigen t-coding, nucleotide sequence 3727. 

genomes, DNA sequence homology, detection/mapping, 
methodology 6124. 

human embryos kidney cells, mRNA, mapping 6776. 

transformation-human kidney embryo cells 3866. 


Blasticidin S, 

mediated resistance, Phytophthora megasperma infection, 
Glycine max hypocotyls, role-mRNA biosynthesis/protein 
biosynthesis 279. 


Blastoderm, 
embryos, chickens, cardiac-like action potentials, induction- 
RNA-enriched fractions, heart, adults 301. 


Bleomycin, 

binding-ColE1 DNA 2579. 

biological activity, review 2879. 

complexes-metals, effects on DNA, V79 cells 338. 
cross-linking-phage PM2 DNA 6964. 

DNA breakage, role-microsomes 3666. 

effects on chromatin/chromosomes, mammalian cells 2865. 
effects on DNA, Ehrlich ascites tumour cells 6965. 

effects on DNA, review 4607. 
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Bleomycin,(continued) 

effects on DNA biosynthesis/DNA repair, ascites tumour 
cells. mice 3816. 

effects on DNA repair. ataxia telangiectasia cells 5047. 

effects on DNA strands breakage 6100. 

effects on satellite DNA replication, fibroblasts, mice 2115. 

fluorescence quenching iron, relationship- DNA breakage 
activity 6092. 

induced chromosome aberrations. CHO cells, DNA repair 
inhibitors, effects on 5048. 

induced DNA repair. role DNA polymerase f 3919. 

induction-DNA biosynthesis, nuclei, liver, rats, age, effects 
on 3818. 

induction, DNA damage, phage PM2, mechanisms 4267. 

interaction-DNA 2568. 

interaction-DNA, bases, release 2569. 

sequence-specific cleavage-DNA 342. 

squamous cell carcinoma treatment, mice, DNA repair 1664. 

Blepharisma intermedium, 

DNA biosynthesis, metepa. effects on 6291. 

RNA biosynthesis, metepa, effects on 6019. 

Bloom's syndrome, 

fibroblasts, occurrence-hybrid DNA 2022. 

fibroblasts. sister chromatid exchange, hybridization-normal 
fibroblasts, effects on 6502. 

Bluetongue virus, 

genomes, double-stranded RNA, structure 4165. 

Bombyx mori, 

cytoplasmic polyhedrosis virus, RNA, properties 3536. 

diapause, embryos, occurrence-poly (A)-containing RNA 
6762. 

DNA, silk fibroin genes. mapping 399. 

DNA polymerase, purification/characterization 3263. 

DNA/RNA content, development 2130. 

eggs. diapause termination, rRNA biosynthesis relationship- 
nucleoli size 1521. 

eggs. RNA biosynthesis/content, diapause, effects on 4822. 

eggs. RNA biosynthesis during embryos development 6871. 

elongation factor 1, subunits reassociation 218. 

larvae, histone/nonhistone proteins, characterization 1250. 

larvae, midgut, RNA biosynthesis/nucleic acids, ecdysterone, 
effects on 3586. 

larvae, nucleosides content, artificial diet 694. 

midgut. chromatin conformations during metamorphosis 
7439. 

midgut, RNA biosynthesis during metamorphosis 3621. 

nuclease, use-DNA nucleotides mapping 3124. 

ribosomes, isolation/characterization, protein biosynthesis 
capacity 2953. 

rRNA, hybridization-DNA, comparison-A ntheraea eucalypti 
4791. 

rRNA, size 1491. 

tRNA I8S/rRNA 5-8S/rRNA 28S rRNA gene, mapping 
2660. 

silk gland, DNA biosynthesis 5571. 

silk gland, DNA biosynthesis cycles, duration 2685. 

silk gland, DNA biosynthesis/RNA biosynthesis, juvenile 
hormone analogues, effects on 2105. 

silk gland, DNA/RNA accumulation, relationship-fibroin 
biosynthesis 2742. 

silk gland, DNA/RNA content 321. 

silk gland, elongation factor 1, effects on ribosomes- 
dependent dGTPase activity 219. 

silk gland. (RNA, quantitation, electrophoresis 5823. 

silk gland, RNA biosynthesis, mathematical models 6031. 

silk gland, (RNA biosynthesis/aminoacylation/tRNA 


(aminoacyl) synthetase activity, starvation, effects on 5825. 


silk gland, thymidine uptake, rates role-DNA biosynthesis 
ghice 

silk gland fibroin mRNA, 3’-terminus nucleotide sequence 
6799. 

silk gland nuclei, DNA biosynthesis cycles 6323. 

silkgland, tRNA precurosrs, cleavage-endonuclease 2769. 

spermatocytes, DNA/histones content 2019. 

Bone marrow, 

cells, colony stimulating factors, poly (I-C), effects on 159. 

cells, factors, effect on DNA biosynthesis, lymphocytes T 
3837. 

cells, human, DNA biosynthesis, homocysteine/methionine/ 
serine/glycine, effects on 459. 

cells, mice, transformation-Friend leukaemia virus, in vitro, 
spleen focus-forming virus, effects on 4452. 

cells, nuclei, low molecular weight RNA localization 224. 

cells, pigeons, messenger-like RNA, detection/ 
characterization 3558. 

human, DNA nucleotidylexotransferase, assay 4512. 

human, thymidine rescue following methotrexate exposure 
5294. 

radiation (y) effects on thymidine kinase/DNA polymerase/ 
dTMP kinase activity, rats 536. 

rats, thymidine kinase/DNA polymerase/dTMP kinase 
activity, radiation (y), effects on 536. 

Borate, 

effects on nucleosides conformation, c.d. 3393. 

Bordetella pertussis, 

induction-DNA antibodies, mice 5188. 

Boron, 

substituted uracil/uridine (2’-deoxy), synthesis/properties 
6561. 

Botryodiplodia theobromae, 

poly (A) containing RNA, changes during germination 4847. 

Bottlegourd mosaic virus, 

effects on RNA content, Lagenaria vulgaris leaves 250i. 

Bovine leukaemia virus, 

provirus, DNA sequences, detection, cattle/human/sheep/ 
pigs 2550. 

RNA, translation-heterologous cell-free system 4091. 

Bovine rhinotracheitis virus, 

DNA polymerase, inhibition-trisodium phosphonoformate 
2796. 

Bradykinin, 

structural gene, synthesis 5317. 

Brain, 

cats, RNA content, relationship-epileptiform activity 225. 

cattle, cytoplasm/mitochondria, tR NA(glutamyl)synthetase 
purification/characterization 1883. 

female rats, high molecular weight RNA metabolism 1973. 

mice, 5’-nucleotidase distribution, comparison- 
adenosinetriphosphatase 558. 

mice, RNA polymerase activity, age, effects on 517. 

nuclei, mice, RNA biosynthesis, cytosol, effects on 288. 

rats, characterization-poly (A)-containing RNA 253. 

rats, DNA biosynthesis/RNA biosynthesis/protein 
biosynthesis, perinatal methadone, effects on 3835. 

a rie thymidine incorporation, electric shock, effects on 

179. 

rats, nonhistone proteins, characterization 3307. 

rats, protein biosynthesis, inhibition-d-amphetamine 189. 

rats, ribosomes, ethanol ingestion, effects on 4123. 

rats, (RNA (adenine-1-)-methyltransferase, methylation- 
Escherichia coli tRNA 767. 

rats, tRNA precursors, methylation 2375. 

regions, rats, poly (A)-containing RNA, nucleotide sequence 
complexity 2474. 
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Brain,(continued) 

tumours, cells, human, distribution-DNA, nuclei 323. 

Brassica nigra, 

genomes DNA, comparison-Phaseolus aureus /Phaseolus 
vulgaris /iBrassica oleracea 7103. 

Brassica oleracea, 

DNA polymerase, purification/characterization 7363. 

genomes DNA, comparison-Phaseolus aureus /Phaseolus 
vulgaris /iBrassica nigra 7103. 

RNA polymerase (RNA-dependent), purification/molecular 
weight determination 3906. 

Brassica rapa, 

roots tissues, wounds induced ribonuclease, biosynthesis 
regulation-ethylene 4477. 

Brevibacterium, 

DNA homology 4962. 

Brevibacterium ammoniagenes, 

nuclease, characterization, effects on chromatin 5120. 

Brevibacterium lactofermentum, 

plasmids, isolation/characterization 7025. 

Brome mosaic virus, 

RNA, infection efficiency, Hordeum vulgare 925. 

RNA, proteins recognition during in vitro reconstitution 
6534. 

mRNA, translation-wheat germ cell-free system, inhibition- 
guanosine caps analogues 6911. 

RNA replication, embryos, chickens 4196. 

RNA 4, ribosomes binding efficiency 5429. 

Bromine, 

reaction-uracil derivatives, mechanisms 5731. 

Bromoacetanilide, 

interaction-adenosine (N¢(N-threonylcarbonyl)) 67. 

7-Bromomethylbenz(a)anthracene, 

adducts-DNA, Chinese hamsters cells, excision repair, 
inhibition-caffeine 2715. 

DNA adducts, excision, normal/DNA repair-defective 
human cells 2714. 

Bromomethylmethoxyoxobenzopyran, 

interaction-adenosine (N¢(N-threonylcarbony]!)) 67. 

N-Bromosuccinimide, 

modification-Escherichia coli ribosomes, protein 
biosynthesis stimulation 4730. 

Bromovirus, 

RNA, infection-Nicotiana tabacum protoplasts, 
methodology 2527. 

Bronchogenic carcinoma, 

treatment, use- DNA complex-daunorubicin/doxorubicin 
7234. 

Brucella abortus, 

infection, mice, poly (A-U), effects on 157, 158. 

BSC-1 cells, 

TRNA/mRNA, cytidine (5’-aza), effects on 3401. 

small circular DNA, isolation/characterization 412. 

Bufo bufo, 

_ DNA repetitive sequences 1045. 

Bungarus fasciatus, 

satellite DNA, W chromosome-associated, condensed, 
behaviour 3976. 

Bunyamwera virus, 

defective-interfering particles, characterization 1472. 

RNA genomes, comparison-California encephalitis virus/La 
Crosse virus 6784. 

Burkitt’s lymphoma, 

see also Lymphoma 

cells, integration-Epstein-Barr virus genomes DNA 7262. 

occurrence-Epstein-Barr virus RNA, coding, DNA, analysis 
37/33. 
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Burns, 

effects on human serum/urine ribonuclease (alkaline) activity 
495. 

Bursaria truncatella, 

DNA, characterization 7071. 

2,3-Butanedione, 

inactivation-purine-nucleoside phosphorylase 3269. 

N-Butyl-N-nitrosourea, 

induction-leukaemia, chromosomes, rats 636. 

Butyric acid, 

effects on histones acetylation/chromatin transcription, 
brain, rats, relationship-ageing 5660. 


C.d., 

actinomycin D-deoxynucleotides interaction 1830. 

Bacillus intermedius ribonuclease secondary structure 4474. 

Bacillus stearothermophilus /Bacillus subtilis /Escherichia 
coli ribosomal subunit 30S/ribosomal subunit 50S 194. 

calf thymus chromatin, radiation (u.v.), effects on 6495. 

calf thymus/Clostridium perfringens /Escherichia coli / 
Micrococcus luteus DNA, conformation 6198. 

calf thymus DNA, methylmercury, effects on 6245. 

chromatin, lymphoblastoid cells, during proliferation/ 
quiescence 2858. 

deoxyribonuclease I conformation, ethanol, effects on 512. 

DNA, proflavine intercalation-induced 5476. 

DNA complex-poly (lysyl-aminoacyl-alanyl) 1559. 

DNA condensed from ethanol solutions 4925. 

DNA conformation, nucleosomes, erythrocytes, chickens 
1049. 

DNA-dyes complex 3668. 

DNA secondary structure 2597, 3689. 

DNA-spermine interaction 359. 

Escherichia coli ribosomal protein S4 structure 1425. 

Escherichia coli ribosomal proteins, rRNA binding, effects 
on 807. 

euchromatin/heterochromatin, liver, rats, comparison 5203. 

haemoglobin mRNA structure 879. 

histone H1 subfragments, interaction-DNA 3948. 

netropsin-DNA complex 2571. 

nucleosides conformation, borate, effects on 3393. 

nucleotides binding-actinomycin D 120. 

oligo (A) 5800. 

phage F2 double-stranded RNA structure 4161. 

poly (A) 4065. 

poly d(A-G-G)-d(C-C-T), comparison-poly.d(A-A-G)-d(C-T- 
1) M53: 

potato spindle tuber viroid RNA, interaction-ethidium 
bromide 4802. 

purines helix formation-complementary pyrimidines 
polynucleotides 4668. 

ribonuclease S', N-terminus, conformation 1709. 

turnip rosette virus RNA 874. 

C-type particles, 

DNA polymerase (RNA-dependent), stabilization-egg yolk 
fluid 5641. 

C-type virus, 

see also Oncornavirus 

BALB/c cells, activation-herpesvirus DNA 1114. 

DNA, integration-Bevi gene, man cell hybrids 2753. 

DNA polymerase (RNA-dependent), sperm-spermatozoa 
antibodies 3288. 

genomes characterization, mice, DNA/RNA hybridization 
4325. 

hamsters, DNA polymerase (RNA-dependent), 


a 


IRL©1979 


73 


Subject Index 


i ee aN nNSE EID enn 


C-type virus,(continued) 
characterization 6434. 

induction-uridine (S-iododeoxy), embryo cells, human lung 
2919. 

Macaca arctoides , related sequence, occurrence-carnivores 
DNA 4257. 

mice, DNA sequence, restriction endonuclease analysis 4326. 

N-tropic/B-tropic/N-,B-tropic, RNA sequence determination 
2990. 

Vandeleuria oleracea , isolation, DNA characterization 4324. 

C-type virus (gibbon), 

strains, genomes homology 2454. 

C-type virus (murine), 

specific DNA sequence, detection 6084. 

Cadang-cadang disease virus, 

RNA, characterization 6777. 

Cadmium chloride, 

complex formation-nucleosides 81. 

Caedobacter, 

DNA sequence homology 2639. 

Caenorhabditis elegans, 

ageing. uridine (5-fluorodeoxy), effects on 4048. 

DNA, nucleotide sequence changes during development/ 
evolution 4986. 

repetitive DNA sequences, arrangement 2083. 

tRNA genes, cloning/expression-Xenopus laevis oocytes 
3218. 

Caesium, 

cations, location-DNA B-form, X-ray crystallography 6953. 

Caffeine, i 

DNA complex, deuterium n.m.r. 2039. 

effects on DNA biosynthesis, spontaneous/urethan-induced 
lung tumours, mice 442. 

effects on host cell reactivation, radiation (u.v.)-treated 
herpes simplex virus 7133. 

effects on radiation (u.v.)/radiation (y) induced DNA repair, 
Escherichia coli 7144. 

effects on RNA biosynthesis/protein biosynthesis, 
Neurospora crassa 6027. 

inhibition-DNA repair, mitomycin C-induced damage, 
human lymphocytes 2121. 

inhibition-excision repair-7-bromomethylbenz(a)anthracene- 
DNA adducts, Chinese hamsters cells 2715. 

treated, CHO cells/V-79 cells, DNA biosynthesis, radiation 
(X), effects on 2118. 

Caffeine (8-Bromo), 

inhibition-radiation (X)-induced single-stranded breakage, 
DNA repair, mammalian cells 439. 

Cairina domestica, 

DNA sequence organization 3771. 

Calcium, 

deprivation, 3T3 cells, inhibition-DNA biosynthesis, 
magnesium, effects on 465. 

distribution, hepatoma cells, during sodium pyruvate-induced 
DNA biosynthesis 1678. 

effects on DNA biosynthesis/RNA biosynthesis/protein 
biosynthesis, Novikoff hepatoma/normal liver cells 2730. 

effects on histone H1-poly (ADP-ribose) complex formation 
603. 

effects on viruses/mitochondria, yeasts, RNA, translation- 
Escherichia coli cell-free system 4855. 

role-pH effects on deoxyribonuclease I, pancreas, cattle 511. 

stimulation-ribonuclease activity, mammary gland, rats 2773. 

Calcium-binding protein, 

mRNA, biosynthesis, intestine, chickens, stimulation-1,25- 
dihydroxycholecalciferol 1983. 


Calcium ethylenediaminetetraacetic acid, 

effects on DNA biosynthesis, intestine, rats 1101. 

Calf thymus, 

chromatin, deoxyribonuclease I sensitivity, acetyl adenylate, 
effects on 1776. 

chromatin, histones cores complex, characterization 3298. 

deoxyribonucleoproteins, ionic strength, effects on 1794. 

deoxyribonucleoproteins, isolation/characterization 1757. 

DNA, binding-acridine/10-methylacridine 967. 

DNA, binding-chloroquine/quinacrine, comparison 4282. 

DNA, binding-spermine (bis(methidium)) 1576. 

DNA, conformation, c.d. 6198. 

DNA, molecular weight/conformation, ultrasonication/ 
radiation (y), effects on 5003. 

DNA, physical properties 2670. 

DNA, radiation (y)-treated, radioprotection-superoxide 
dismutase/cysteine/glutathione 3073. 

DNA nucleotidylexotransferase, purification- 
chromatography (affinity) 544. 

DNA polymerase, purification/characterization 2802. 

DNA polymerase a/DNA polymerase f, inhibition-ATP 
arabinoside 2799. 

DNA unwinding protein-DNA interaction 2271. 

histones, characterization/biological properties 1254. 

histones-nonhistone proteins complex, characterization 1766. 

low molecular weight peptides, interaction-DNA 6095. 

nonhistone proteins, conformational analysis/interaction- 
DNA 6473. 

nuclei, high mobility group nonhistone proteins, acetylation 
1259. 

ribonuclease H, purification, methodology 506. 

rRNA gene, isolation/organization 4882. 

RNA polymerase II, interaction-SV40 double-stranded 
DNA, comparison-wheat germ 7353. 

RNA polymerase II, transcription-polyoma virus DNA 1186. 

satellite DNA, repetitive sequence organization 1053. 

satellite DNA, restriction endonuclease EcoRI/restriction 
endonuclease Alul fragments, nucleotide sequence 1626. 

thymosin al mRNA, translation-wheat germ cell-free system 
4249. 

uracil-DNA glycosylase, isolation/characterization 6453. 

California encephalitis virus, 

RNA genomes, comparison-California encephalitis virus/ 
Bunyamwera virus 6784. 

Calliphora erythrocephala, 

salivary gland, RNA/mRNA biosynthesis/turnover 5995. 

salivary gland, rRNA/RNA 5S/RNA 4S biosynthesis, 
regulation 1994, 

wing discs, DNA biosynthesis 6263. 

Calliphora vicina, 

calliphorin mRNA, translation/analysis 313. 

DNA, size/nucleotide sequence 2661. 

larvae, calliphorin mRNA, purification/reverse transcription 
6067. 

Calliphorin, 

mRNA, Calliphora vicina , translation/analysis 313. 

mRNA, Calliphora vicina larvae, purification/reverse 
transcription 6067. 

Calorimetry, 

adenosine dinucleotide base stacking 4052. 

Camptothecin, 

effects on interferon superinduction-poly (I-C), human 
fibroblasts 1869. 

inhibition-DNA biosynthesis, SV40 3803. 

Canavanine, 

inhibition-influenza A virus ribonucleoproteins assembly 
5190. 
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Cancer pagurus, 

deoxyribonuclease, sedimentation constants 6397. 

Candida albicans, 

DNA biosynthesis, inhibition-cytosine (5-fluoro) 5736. 

growth inhibition-adenine arabinoside/nucleosides 3396. 

Candida tropicalis, 

occurrence-microbodies-associated DNA 2555. 

Candida utilis, 

rRNA 5S structure, detection-guanine residues 1950. 

Candida utilis, 

tRNA, Y base, properties 2936. 

Cantharidin, 

effects on DNA content, epidermis cells, mice 7200. 

Caps, 

analogues, effects on mRNA translation, Xenopus laevis 
oocytes 2536. 

analogues, inhibition-globin biosynthesis, reticulocyte lysate, 
rabbits 3471. 

analogues, inhibition-mRNA translation, reticulocyte lysate 
2948. 

GMP (7-methyl)-containing, mRNA, metabolism, eye lens 
cells, chickens 6034. 

Capsicum annuum, 

leaves, polyribosomes content/protein biosynthesis, 
photoperiod changes 4099. 

Capsids, 


influenza A virus, association-chromatin, infected cells 5678. 


Carassius auratus, 

optic tectum, RNA distribution following labelled uridine 
injection 30S. 

retina, RNA biosnthesis/RNA transport, cordycepin, effects 
on 1993. 

retina, RNA metabolism, association-optic nerve 
regeneration 1520. 

Carbamoyl-phosphate synthetase, 

biosynthesis, ribosomes, liver, rats 5861. 

mRNA, liver, Rana catesbeiana , translation-rabbits 
reticulocytes/thyroxine induction 6917. 

Carbohydrates, 

induced glucose-6-phosphate dehydrogenase mRNA 
biosynthesis, liver, rats 291. 

Carbon tetrachloride, 

cytoxicity, effects on polyribosomes, rats 1915. 

damage, effects on DNA biosynthesis/RNA biosynthesis, 
rats 5575. 

effects on DNA biosynthesis, liver, rats 449. 

effects on tRNA (aminoacy]!) synthetase activity, liver, rats 
6686. 

Carboquone, 

treatment, AH-109A cells, DNA damage/recovery 356. 

y-Carboxyglutamic acid, 

occurrence, Escherichia coli /wheat germ ribosomes 1903. 

Carboxymethylceliulose, 


modification-poly (I-C), effects on interferon induction 1384. 


Carcinogenesis, 

relationship-genetic control mechanisms, review 5693. 
relationship-mutagenesis 2743. 

relationship-mutagenesis, review 2302. 

Carcinogens, 

see also specific compounds 

effects on DNA biosynthesis, microsomes, liver, mice 5045. 
effects on DNA conformation, review 4577. 

induced, DNA single-stranded breakage, rats, assays 347. 


induced damage/DNA repair, screening, methodology 3807. 


induced DNA damage, liver, mice, evaluation 6970. 
induction-DNA cross-linking-proteins, mammalian cells 
6107. 


induction-DNA repair, HeLa cells 1091. 

test, DNA repair, cell culture, hepatocytes 1662. 

treated phage 9X 174, DNA biosynthesis inhibition sites 
6285. 

treated retina ganglion cells, rats, DNA repair, relationship- 
age 3162. 

Carcinoma, 

see also specific types 

cell lines, human, DNA-containing particles, characterization 
4263. 

cells, human, ribonucleoproteins, nucleotide sequence 
analysis 7417. 

human cervical, DNA distribution 5446. 

mammary gland, mice, RNA metabolism, androgens, effects 
on 4206. 

Carminic acid, 

derivatives, interaction-DNA 6119. 

Carminomycin, 

induction-single-stranded DNA breakage, tumours 962. 

Carnation mottle virus, 

RNA, translation-wheat germ cell-free system, regulation, 
role-3'-terminus 2486. 

Carnivores, 

DNA, occurrence-Macaca arctoides C-type virus related 
sequence 4257. 

Caseins, 

mRNA, content-mammary gland, rats, during gestation/ 
lactation 6012. 

mRNA, isolation-normal/tumours, human mammary gland 
3522: 

mRNA, regulation, mammary gland, rats 276. 

Catabolite activator protein, 

Escherichia coli , binding-DNA 3663. 

Catalase, 

biosynthesis, localization-free ribosomes, liver, rats 792. 

mRNA, liver, catle, isolation/translation 4766. 

mRNA, liver, rats, translation, haemin/inhibitors, effects 
6071. 

mRNA, polyribosomes, liver, rats, translation 6920. 

mRNA, Saccharomyces cerevisiae , translation-cell-free 
system 5433. 

Cations, 

see also specific ions 

effects on nuclease digestion-chromatin, nuclei, liver, rats 
6486. 

Cattle, 

intestine, phosphodiesterase I purification/action mechanisms 
570. 

liver, purine-nucleoside phosphorylase, purification/ 
characterization 552. 

seminal vesicle, ribonuclease, activity, labelling, effects on 
2770. 

spermatozoa, DNA content 1550. 

Cauliflower mosaic virus, 

DNA, cloning-Escherichia coli 3212. 

DNA, restriction endonuclease mapping 6196. 

DNA replication, review 2898. 

gene mapping, use-cloning vectors, plants 5095. 

genome, localization-single-stranded DNA 390. 

Caulobacter, 

DNA homology 2076. 

Caulobacter crescentus, 

phage gCp2, translation-Escherichia coli cell-free system 
1976. 

protein biosynthesis rates during cell cycle 786. 

RNA polymerase, poly (A-U) synthesis 6406. 

RNA polymerase, transcription-phage fd replicative form 
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Caulobacter crescentus, (continued) 
DNA 6404. 

CDP (2,2'-Cyclo-3',5’-), 

X-ray crystallography 5787. 

CDP reductase, 

activity, phytohaemagglutinin-stimulated human 
lymphoyctes 3924. 

Centaurea cyanus, 

RNA biosynthesis 890. 

Cercopithecus aethiops, 

kidney cells, DNA biosynthesis, smog extracts, effects on 
3180. 

Cerebellum, 

rats. DNA accumulation rates, relationship-TMP synthetase 
activity, hypothyroidism, effects on 5545. 

Cerulenin, 

inhibition-RNA biosynthesis, Limnaea embryos 6838. 

Chaetopterus, 

DNA biosynthesis/RNA biosynthesis, a-methylornithine, 
effects on 5570. 

Channel catfish virus, 

DNA. restriction endonuclease mapping 6176. 

Chara vulgaris, 


condensed chromatin content, changes during cell cycle 6494. 


Chickens, 

see also Gallus domesticus 

axons, tRNA transport 765. 

bursa of Fabricius, small circular DNA content/size 
distribution during development 2664. 

calvaria, procollagen mRNA, translation-reticulocyte lysate’ 
15852 

chromatin, transcription, active/inactive regions, 
fractionation 1774. 

DNA, homology-ducks/quails/ostriches 1623. 

DNA, ovalbumin genes, cloning 483. 

DNA. transfer-embryos 1681. 

DNA sequences, amplification, association-cartilage/neural 
retina differentiation 447. 

embryo cells, creatine kinase isoenzymes mRNA, detection 
BL if 

embryo fibroblasts, Rous sarcoma virus-transformed, 
collagen mRNA biosynthesis 899. 

embryos, brome mosaic virus RNA replication 4196. 

embryos, low molecular weight DNA ligase, purification/ 
characterization 1224. 

embryos, muscle cells, vaccinia virus/herpes simplex virus | 
DNA replication 1649. 

embryos, nucleoside phosphotransferase, purification/ 
characterization 2210. 

embryos, RNA polymerase I/RNA polymerase II/RNA 
polymerase III, purification 1724. 

embryos, tendon, tRNA (glycyl), role-collagen biosynthesis 
764. 

embryos/adults, globin genes, analysis 1622. 

erythroblasts, globin mRNA biosynthesis, avian 
erythroblastosis virus, effects on 270. 

erythrocytes, chromatin structure, review 1333. 

erythrocytes, DNA-histones complex, physical properties 
602. 

erythrocytes, nuclei, DNA biosynthesis reactivation, mice 
L929 cells cytoplasts, association-cell cycle 2732. 

erythrocytes, nucleosomes, conformation, pH/organic 
solvents, effects on 582. 

erythrocytes chromatin, nuclease digestion 612. 

liver. 5'-nucleotidase, kinetics 1217. 

liver. rRNA 18S/rRNA 288, preparation, effects on 
conformation 1484. 


liver, vitellogenin/albumin mRNA, purification 843. 

liver, vitellogenin mRNA precursors identification 2469. 

liver chromatin, transcription-vitellogenin sequences, 
oestrogen, effects on 272. 

lysozyme genes, organization 3128. 

ovalbumin gene, sequence 1046, 1047. 

ovalbumin genes, cloning 5114. 

ovalbumin genes, cloning/organization 4362. 

ovalbumin genes, restriction endonuclease Eco RI fragments, 
characterization 2665. 

ovalbumin genes, transcription 2490. 

ovalbumin genes, transcription, diethylstilbestrol, effects on 
4203. 

oviduct, chromatin, oestrogen receptors localization 1777. 

procollagen, clones, plasmids, construction/characterization 
1698. 

tRNA gene, purification, use-R-loops hybridization 5452. 

Chilodonella uncinata, 

chromosomes, chromatin organization, electron microscopy 
2258. 

Chinese hamsters, 

see also CHO cells 

cell culture, RNA biosynthesis/protein biosynthesis 
inhibition, effects on mitosis 295. 

cell lines, chromosomes, complementary RNA, transcription/ 
hybridization 3562. 

cells, chromosomes, DNA organization 2672. 

cells, DNA damage, induction-nitrosoureas 3068. 

cells, DNA single-stranded breakage, fluorescent light 350. 

cells, drug resistance, emetine, mutants, ribosomal proteins 
analysis 3488. 

cells, excision repair-7-bromomethylbenz(a)anthracene-DNA 
adducts, inhibition-caffeine 2715. 

cells, N-methyl-N’-nitro-N-nitrosoguanidine mutagenesis, 
thymidine/cytidine (deoxy), effects on 4645. 

cells, radiation (u.v.)/spontaneous mutagenesis, harman/ 
norharman, effects on 3164. 

cells, radiation (X)-treated, survival, exogenous DNA, effects 
on 5584. 

cells, radiation-induced DNA damage 6298. 

cells, thymidine mutagenesis 2918. 

cells radiation (u.v.)-treated, single-stranded DNA breakage 
353. 

chromosomes, structure 6520. 

embryo cells, SV40 temperature-sensitive mutant- 


transformed, DNA biosynthesis initiation, role-A gene 1104. 


fibroblasts nuclei morphology, correlation-DNA biosynthesis 
rates 5064. 

lung cells, DNA biosynthesis inducers, relationship-cell cycle 
422. 

V-79 cells, pyrimidine dimers formation, relationship-cell 
death 3165. 

Chironomidae, 

chromosomes organization 6514. 

Chironomus, 

species, rRNA gene organization 4988. 

Chironomus plumosus, 

chromosomes, DNA biosynthesis, hibernation 1097. 


Chironomus tentans, 
Balbiani rings, RNA 75S, analysis, determination- 
transcription unit size 2087. 


chromosomes, isolation/RNA/proteins content 1788. 
rRNA gene organization 4988. 


Chironomus thummi, 
chromosomes, histones localization 2261. 
chromosomes, puffing, developmental genetics 1277. 
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| Chironomus thummi, (continued) 

Salivary gland, RNA biosynthesis during metamorphosis 
5414. 

| Chlamydia psittaci, 

incorporation-HeLa cells guanine nucleotides 6318. 

| Chlamydomonas, 

chloroplasts, localiztion-DNA 5443. 

chloroplasts DNA, modification/restriction, role-methylation 
4437. 

chloroplasts genes mutations, uridine (5-fluorodeoxy), effects 
on 4650. 

| Chlamydomonas reinhardtii, 

chloroplasts, DNA, restriction endonuclease mapping 3766. 

chloroplasts, gnomes DNA, inverted repeat sequence 7078. 

| chloroplasts, ribosomes sedimentation 6720. 

chloroplasts, RNA biosynthesis 5993. 

| chloroplasts, rRNA gene, organization 4985. 

chloroplasts, rRNA gene mapping 2647. 

DNA biosynthesis patterns, cell cycle 420. 

DNA content during growth/cell division 7195. 

mitochondria DNA, isolation/characterization 1615. 

ribulosebisphosphate carboxylase mRNA, isolation/ 

properties 4765. 
RNA, translation-wheat germ cell-free system, chloroplasts 
ferredoxin biosynthesis 942. 

rRNA biosynthesis, light, effects on 1518. 

RNA 4S genes, localization-chloroplasts genomes 2648. 
‘tubulin mRNA, amiprophos methyl, effects on 2535. 
-xanthotoxin/visnagin-induced damage, DNA repair 3159. 
yellow mutant, chloroplasts, ribosomal proteins, 

characterization 4720. 
zygotes, chloroplasts, DNA condensation 3765. 
Chlorambucil, 
binding- DNA/RNA, tumour-bearing rats 971. 
‘Chloramphenicol, 
acetylated derivatives, binding-Escherichia coli ribosomal 
_ subunits 2958. 
» effects on DNA replication, Escherichia coli , thymine 
starvation pretreatment 3150. 
» effects on Escherichia coli RNA biosynthesis stringent 
control 1513. 
effects on post-replication DNA repair/sister chromatid 


effects on puromycin photoaffinity labelling-Escherichia coli 

ribosomes 5890. 

»effects on R factor NR1 DNA replication, Escherichia coli 

3808. 

» effects on rRNA biosynthesis, Cyanophora paradoxa / 
Cyanocyta korschikoffiana 2511. 

jinduced puromycin photoaffinity labelling changes, 
Escherichia coli ribosomes, mechanisms 5891. 

) Chlorella ellipsoidea, 

) chloroplasts/cytoplasm, rRNA biosynthesis during cell cycle 

6866. 

Chlorella pyrenoidosa, 

DNA biosynthesis, intermediates, characterization 6262. 

1fRNA maturation 4807. 

| Chlorella vulgaris, 

i1tTRNA maturation 4807. 

| Chloroacetaldehyde, 

| interaction-adenine/cytosine/adenosine/cytidine 18. 

: reaction-adenosine/cytidine, intermediates structure 5272. 

| 1-Chloro-2:4-Dinitrobenzene, 

- effects on DNA labelled thymidine incorporation, skin, rats 
S52: 

 bis(2-Chloroethyl) methylamine, 

:cross-linking-DNA + nonhistone proteins, L1210 cells 961. 


exchange, radiation (u.v.) treated Micrococcus luteus 5038. 


1-(2-Chloroethyl)-3-Cyclohexyl-1-Nitrosourea, 

binding-chromatin, HeLa cells 3311. 

Chloroethy! ethy! sulphide, 

alkylation-adenosine (2'-deoxy)/guanosine (2'-deoxy), 
products characterization 1827. 

Chloroethylnitrosoureas, 

induction-DNA-proteins cross-linking/DNA interstrand 
cross-linking, leukaemia L1210 cells 3672. 

Chloroplasts, 

circular DNA, plants, electron microscopy 3136. 

DNA, plants, content 3657. 

DNA, plants, fluorescence, use-4’6-diamidino-2-phenylindole 
probes 3656. 

Euglena gracilis , DNA, transcription regions, mapping 1035. 

ribosomes, Euglena gracilis /Spinacia oleracea , analysis- 
electrophoresis/electron microscopy 5354. 

RNA, Nicotiana rustica , characterization/biological 
properties 1961. 

tRNA, review 1307. 

Chloroquine, 

activity-Plasmodium vinckei , relationship-DNA binding 
3076. 

binding-plasmids Col E1/calf thymus DNA, comparison- 
quinacrine 4282. 

DNA binding, relationship-activity, Plasmodium vinckei 
3076. 


Chlorozotocin, 

binding-chromatin, HeLa cells 3311. 
Chlorphentermine, 

effects on DNA metabolism, liver/kidney 7205. 
Chlorpromazine, 


induction-DNA repair, lens epithelium, rats 2710. 

photoinactivation- DNA/RNA, viruses 4283. 

Chlortetracycline, 

effects on Streptomyces aureofaciens RNA biosynthesis/ 
protein biosynthesis 6018. 

CHO cells, 

see also Chinese hamsters 

adenovirus (human) 2-infected, DNA biosynthesis, 
aphidicolin, effects on 7132. 

caffeine/adenine-treated, DNA biosynthesis, radiation (X), 
effects on 2118. 

DNA biosynthesis, ethidium bromide, effects on, relationship- 
superhelical structure 7210. 

DNA biosynthesis, novobiocin, effects on, relationship- 
superhelical structure 7211. 

DNA repair, double-stranded breaks, role-recombination 
6299. 

DNA repair, hydroxyurea, effects on 5558. 

DNA replication, comparison-HeLa cells/human fibroblasts 
6330. 

DNA replication, initiation, inhibition-actinomycin D 3166. 

emetine resistant, ribosomal proteins alterations 5901. 

high molecular weight DNA-containing metaphase 
chromosomes, isolation 5230. 

mutants, growth, toyocamycin/tubercidin, effects on 3412. 

mutants, tRNA (aminoacyl) synthetase activity 181. 

mutation, induction-uridine (5-fluorodeoxy) 5297. 

nuclei/cytoplasm, poly (A)-containing RNA, isolation-low 
molecular weight RNA 1464. 

poly (A)-containing RNA, biosynthesis/utilization, 
cycloleucine, effects on 294. 

radiation (X), chromosome aberrations, assays 3329. 

ribonucleoproteins ultrastructure, actinomycin D, effects on 
5193: 

ribonucleoside-diphosphate reductase kinetics 3278. 

tRNA (aminoacyl) synthetase, sedimentation analysis 5845. 
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CHO cells,(continued) 

tRNA (aminoacyl) synthetase temperature-sensitive mutant, 
proteins degradation 5329. 

rRNA, fractionation, use-electrophoresis 5935. 

tRNA (histidyl) synthetase/tR NA (valyl) synthetase/tRNA 
(leucyl) synthetase, mutants 1884. 

mRNA, informosomes/polysomes, formation/ 
polyadenylation, kinetics, comparison 3576. 

tRNA (leucy!) synthetase temperature-sensitive mutant/ 
revertants, growth, amino acids, effects on 4691. 

tRNA (leucyl) synthetase temperature-sensitive mutant 
revertants, isolation/characterization 4693. 

RNA polymerase II, polypeptides biosynthesis, regulation 
6417. 

sister chromatid exchange, anaesthetics, effects on 7453. 

temperature-sensitive mutant, DNA biosynthesis 4427. 

temperature-sensitive mutant, nuclei-associated protein 
biosynthesis 1420. 

temperature-sensitive mutant, tRNA (leucyl) synthetase, 
characterization 3459. 

thymidine auxotrophs, selection-cytosine arabinoside 6602. 

transformation-guanine (1-methyl)/guanine (7-methyl) 5265. 

uridine (5-bromodeoxy)-induced dense double-stranded 
DNA, characterization/association-sister chromatid 
exchange 1631. 

uridine (5'-bromodeoxy)-induced mutations, induction- 
guanine (6-thio)/ouabain resistance 1853. 

vaccinia virus infection, host range restriction, relationship- 
protein biosynthesis shut-off 2398. 

Cholera toxin, 

effects on mitogens-induced DNA biosynthesis, lymphoid 
cells, rabbits 1671. 

Cholesterol oxide, 

induction-DNA repair/chromosome aberrations, human 
fibroblasts 5559. 

5a,6a-Cholesterol oxide, 

interaction-DNA 6097, 6976. 

Chorioallantoic membrane, 

influenza virus-infected, ribosomes, ammonium chloride/ 
potassium chloride/puromycin, effects on 5350. 

Choriogonadotropin, 

human, a-subunit/B-subunit mRNA identification 315. 

Choriotoneura fumiferana, 

chromosomes, histones/nonhistone proteins, characterization 
3297. 

Chromatids, 

DNA, spermatozoa, mice, isolation/characterization 7447. 

Chromatin, 

see also Heterochromatin 

activation, L cells, fused-leukocytes, mice peritoneum 2251. 

antisera, HeLa cells-specific 3289. 

associated protein kinase, SV40-transformed cells 2862. 

associated ribonuclease, activation-oestradiol, oviduct, 
chickens 1705. 

associated RNA polymerase, Pisum sativum cotyledons, 
activity 3251. 

association-RNA, amoebae 302. 

autolysis, nuclei, brain cells, rats 5121. 

BALB/Mo cells, mice, integration-Moloney leukaemia virus 
DNA sequence, structure 4954. 

Bombyx mori midgut, conformations during metamorphosis 
7439, 

book 7484. 

bound, RNA polymerase, Zea mays shoots, gibberellic acid, 
effects on 7338. 

brain, rats, RNA biosynthesis, environment response 292. 

brain, subunit structure 6493. 
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Brevibacterium ammoniagenes nuclease, effects on 5120. 

c.d./RNA polymerase activity, lymphoblastoid cells, during 
proliferation/quiescence 2858. 

calf thymus, c.d., radiation (u.v.), effects on 6495. 

calf thymus, deoxyribonuclease I sensitivity, acetyl 
adenylate, effects on 1776. 

calf thymus, histone H1 localization 3953. 

calf thymus, histones cores complex, characterization 3298. 

calf thymus, nuclease digestion, histone H1 depletion, effects 
on 5211. 

calf thymus, structure, isolation solvents, effects on 5214. 

characterization/fractionation, methodology, book 3348. 

chickens, transcription, active/inactive regions, fractionation 
1774. 

chickens oviduct, oestrogen receptors localization 1777. 

CHO cells, radiation (u.v.) fractionation-uridine 
(bromodeoxy)-substituted DNA 5212. 

complex, DNA conformation, spectroscopy (i.r.) 4917. 

condensation, mitochondria-mediated, spermatids, Eisenia 
foetida /Octolasium transpadanum 6503. 

condensed, content, Chara vulgaris , changes during cell 
cycle 6494. 

condensed, fractionation-Euglena gracilis nuclei 6506. 

condensed fibers, Odontophrynus americanus , nucleosomes 
arrangement 5218. 

conformation transitions 6505. 

core particles, binding-histones, n.m.r. 1266. 

cores particles, conformation, ionic strength, effects on 6498. 

cores particles, formation/characterization, synthetic 


polydeoxyribonucleotides association-histones, erythrocytes, 


chickens 5204. 

cortex/hypothalamus, rats, binding-oestradiol 1263. 

cytomegalovirus-infected WI-38 cells, structure 1296. 

density, metrizamide gradients, salts/chromatin 
concentration, effects on 4546. 

deoxyribonuclease I-sensitive structure, role-nonhistone 
proteins 4550. 

digestion-deoxyribonuclease I, periodicity 7323. 

digestion-endogenous nuclease 3317. 

digestion-formaidehyde 3316. 

DNA, African green monkeys, repeated sequence, 
organization 7096. 

DNA, digestion-nuclease, intercalation-ethidium bromide, 
effects on 3879. 

DNA, liver, rats, adenine (N3-methyl) release, N-methyl-N- 
nitrosourea, effects on 4551. 

DNA, methylation-N-methyl-N-nitrosourea, inhibition- 
spermine/distamycin A 972. 

DNA, nuclei, calf thymus, benzo(a)pyrene-binding/ 
distribution 5200. 

DNA, nuclei, liver, rats, methylation/degradation 6040. 

DNA, structure/nuclease sensitivity 5479. 

DNA binding-nonhistone proteins, induction-N-acetoxy-2- 
acetylaminofluorene 4552. 

DNA-binding protein, human embryos lung cells, 
cytomegalovirus-induced, characterization 7464. 

DNA biosynthesis/ligation, neurons/glial cells/liver nuclei, 
guinea-pigs 6265. 

DNA conformation 4543. 

see eas melanogaster , assembly following replication 

ducks/chickens erythrocytes, purification-histones groups, 
use-hydroxylapatite 3950. 

effects on chromosome aberrations, radiation (y), rats 3331. 

Ehrlich ascites tumour cells, histones segregation during 
replication 4545, 

Ehrlich ascites tumour cells, interaction-daunorubicin 6500. 


Chromatin,(continued) 

electron microscopy, methodology 610. 

endonu€ease fragmentation, role-RNA 2254. 

erythroblasts, pigeons, nonhistone proteins, 
ribonucleoproteins, characterization 607. 

erythrocytes, chickens, binding-ethidium bromide, 
comparison-nucleosomes cores particles 7430. 

erythrocytes, chickens, cleavage-single-stranded DNA- 
specific nuclease 7299. 

erythrocytes, chickens, nuclease digestion 612. 

erythrocytes, chickens, structure, freeze-fracture 7442. 

erythroleukaemia cells, globin mRNA biosynthesis, DNA 
dependence 3036. 

fibres, chickens erythrocytes nuclei, structure, electron 
microscopy 5206. 

fibres, Euplotes vannus /Keronopsis pulchra /Gastrostyla 
steinii , electron microscopy 3313. 

fibres, nucleosomes packing 6479. 

foetal liver, mice, globin mRNA transcription specificity 
6876. 


fractionation, chromatography (hydroxylapatite thermal) 629, 


630. 

fractions, brain, rats, characterization/transcription 
properties 5202. 

fractions, erythrocytes/reticulocytes, chickens, 
immunological properties 616. 

fragments, nonhistone proteins-rich, isolation-liver nuclei, 
rats 5666. , 

Friend cells, chromosomal protein IP25, localization/ 
characterization 7441. 

Friend leukaemia cells, nucleosomes spacing 2851. 


globin-specific DNA, distribution 615. 


HeLa cells, binding-chlorozotocin/1-(2-chloroethy])-3- 
cyclohexyl-1-nitrosourea 3311. 

HeLa cells, endonuclease, purification/properties 6379. 

HeLa cells, nucleosomes, poly (ADP-ribose) polymerase 
localization 618. 

HeLa cells, nucleosomes periodicity 4544. 

HeLa cells/RFL cells, DNA, double-stranded breakage- 
adrenalone aromatic reductones 358. 

hepatoma tissue culture, copying-single-stranded DNA 
templates 1778. 

high molecular weight, erythrocytes, chickens, reconstitution 
analysis 3319. 

histone H1-histone H3 proximity 1759. 

histone H3-histone H4 interaction, models 3296. 

histones acetylation, effects on structure/transcription 624. 

histones contact sites 5208. 

histones-histones interactions 3970. 

histones/nonhistone proteins, review 1317. 

human, nucleosomes rearrangement, association-radiation 
(u.v.)-induced DNA repair 631. 

human, nucleosomes transcription 626. 

human fibroblasts, distribution-DNA repair synthesis, N- 
acetoxy-2-acetylaminofluorene, effects on 627. 

hyperacetylated histones-containing, digestion- 
deoxyribonuclease I 1164. 

infected BHK21/C 13 nuclei, herpes simplex virus DNA 
biosynthesis 1644. 

infected cells, association-influenza A virus 
ribonucleoproteins 5657. 

infected cells, association-influenza A virus capsids 5678. 

infected kidney cells, monkeys, herpes simplex virus DNA 
biosynthesis 6273. 

interaction-RNA polymerase, induction-auxins, Glycine max 
hypocotyls 2193. 

isolation-DNA nonhistone proteins complex 3963. 
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isolation-histones/nucleosomes 1247. 

liver, chickens, transcription-vitellogenin sequences, 
oestrogen, effects on 272. 

liver, mice, DNA degradation 487. 

liver, rats, DNA repair/DNA degradation, radioprotective 
agents, effects on 4403. 

liver, rats, histone H1 methylation/displacement, polycations, 
effects on 2840. 

liver, rats, modification-N-methyl-N’-nitro-N- 
nitrosoguanidine/N-ethyl-N’-nitro-N-nitrosoguanidine, 
effects on Escherichia coli RNA polmerase templates 
activity 6497. 

liver, rats, nucleosomes arrangement 1773. 

liver, rats, nucleosomes packaging 2250. 

liver, rats, nucleosomes repeated structure 4542. 

liver, rats, properties following hepatectomy 3320. 

liver, rats, proteins composition 1264. 

liver, rats, restriction endonuclease solubilization, 
characterization-electron microscopy 1775. 

liver, rats, RNA biosynthesis capacity, ammonium sulphate, 
effects on 1997. 

liver, rats, structure association-cell cycle 594. 

liver, rats, templates activity, hydrocortisone, effects on 6504. 

liver, rats, transcription-Escherichia coli RNA polymerase, 
following proteins diet restriction 4484. 

liver/thymus, rats, protein biosynthesis activity, radiation, 
effects on 7440. 

lymphadenosis cells, mice, interaction-sibiromycin 7431. 

lymphocytes, replication in vitro, structure 1269. 

macronuclei, Stylonychia mytilus , structure 3334. 

mammalian cells, bleomycin, effects on 2865. 

mammalian nuclei, nucleosomes production pathway 5224. 

mammalian spermatozoa, dispersion association-fertilization 
625. 

melting, satellite DNA denaturation 3130. 

metabolism, liver, rats, lysine deficiency, effects on 452. 

models, poly(lysine) copolymers-DNA complex, heat 
denaturation, ethylene glycol effects on 6480. 

nonhistone proteins, hepatoma cells, purification/affinity- 
single-stranded DNA 6478. 

nonhistone proteins, liver, chickens, binding-DNA 7421. 

nonhistone proteins, lymphocytes, antibody response, mice 
3954. 

normal/xeroderma pigmentosum human fibroblasts, 
radiation (u.v.)-induced DNA repair 7170. 

nuclei, leukaemia cells, mice, histone H1, carbodiimide cross- 
linking-histone H2a/histone A24 5662. 

nuclei, liver, chickens, digestion-deoxyribonuclease I, RNA 
polymerase II isolation 7357. 

nuclei, liver, rats, nuclease digestion, cations, effects on 6486. 

nucleoproteins organization, relationshp-DNA uracil 
(bromodeoxy) distribution, embryo cells, rats 3958. 

nucleosomes, erythrocytes, chickens, conformations 
transitions, temperature/pH, effects on 7437. 

nucleosomes, histones packing 613. 

nucleosomes packing, thymus, rats, enzymatic analysis 5668. 

oestradiol receptors complex, binding sites 628. 

organization, Achlya ambisexualis 4549. 

organization, Chilodonella uncinata chromosomes, electron 
microscopy 2258. 

Paracentrotus lividus , nonhistone proteins electrophoresis 
6477. 

particles, erythrocytes, chickens, structure 2861. 

Physarum polycephalum , cell cycle-specific association- 
nuclear envelope components 7436. 

Physarum polycephalum , DNA repeated length 2856. 


Physarum polycephalum , nuclease digestion, uridine (5- 
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Chromatin,(continued) 
bromodeoxy) substitution, effects on 3966. 

physical properties, book 3346. 

post-transcription association-ribonucleoprotein, Zajdela 
hepatoma cells 1758. 

preparation-electron microscopy, methodology 981. 

prostate, rats, binding-androgens receptors, role-DNA 6491. 

proteins dissociation-DNA 648. 

rats, hydrochloric acid hydrolysis, DNA resistance, age/ 
cortisol, effects on 3321. 

rats, liver, polypeptide synthetase activity 623. 

rats, radiation/protease/deoxyribonuclease, effects on 3312. 

replication, relationship-hormones activity/cells 
differentiation, hypothesis 5663. 

replication regions, DNA-histones interaction 3303. 


reticulocytes, chickens, in vitro transcription, specificity 3004. 


RNA, HeLa cells, covalent linkage-double-stranded 
chromosomes DNA 6512. 

RNA/deoxyribonuclease I-treated DNA, methylation- 
dimethyInitrosamine, liver, rats 4276. 

rRNA 19S/rRNA 26S genes containing, Physarum 
polycephalum , structure 3762. 

Saccharomyces cerevisiae , transcription, specificity-RNA 
polymerase I/RNA polymerase III 3255. 

salivary gland, rats, phosphorylation/proteins content, GMP 
(dibutyryl cyclic)/AMP (dibutyryl cyclic), effects on 285>. 

Salmo gairdnerii , histone H4, association-template activity 
1246. 

Salmo testis, distribution-acetylated histone H4 3946. 

Salmo testis, location-high mobility group nonhistone 
proteins 5220. 

separation, agarose gel chromatography (column) 2249. 

sheep hypothalamus, binding-oestradiol/progesterone 
receptors complex 2854. 

Sipunculus nudus erythrocytes, structure 5215. 

size/nucleosomes orientation, neutron scattering 619. 

structure, aurintricarboxylic acid/formaurindicarboxylic 
acid, effects on 2857. 

structure, determination, use-radiation (u.v.)-induced cross- 
linking 7435. 

structure, Drosophila , occurrence-higher order domains 
5221. 

structure. Drosophila heat shock loci 5222. 

structure, HeLa cells, histone H1 phosphorylation, effects on 
5664. 

structure, HeLa cells nuclei, role-histone H1 6487. 

structure, nuclei, liver, rats, age, effects on 5219. 

structure, pituitary tumour cells, rats/human skin fibroblasts/ 
lymphoma cells, mice, glucocorticoids, effects on 7445. 

structure, relationship-poly (ADP-ribose) polymerase activity 
622. 

structure, role-DNA repair distribution, mammary gland 
cells, mice 3172. 

structure, Saccharomyces cerevisiae , relationship: proteins 
content 3967. 

structure, Strongylocentrotus purpuratus embryos/adults 
3315: 

structure, SV40/chickens erythrocytes/Ehrlich ascites cell, 
review 1333. 

structure/distribution, Triturus cristatus cartilage cells, age, 
effects on 2255. 

structure/function, book 4574, 4575. 

cape function, during myocardium development, rats 
2853. 

structure/function, microorganisms, review 4586. 

structure/function, review 2880. 

structure organization, tissues, mice, age, effects on 7432. 


structure/reconstitution, benzo(a)pyrene diol epoxide DNA 
modification, effects on 4894. 

structure/template activity, cytomegalovirus infected human 
embryo lung cells, chromatin-associated factors, effects on 
1779. 

structure/templates activity, rats, radiation (X), effects on 
3959. 

subunits, binding-thyroid hormones receptors 611. 

SV40, endonuclease cleavage sites 2860. 

SV40, nucleosomes, arrangement, electron microscopy 614. 

SV40, structure, role-histone H1 3314. 

SV40/polyoma virus, DNA replication origin, structure/ 
recognition-endonuclease 3969. 

§V40-transformed 3T3 cells, transcription/processing/ 
structure 1268. 

template activity, kidney, mice, testosterone/ 
medroxyprogesterone acetate, effects on 1184. 

templates activity, Glycine max hypocotyls, auxins, effects 
on 2192. 

testis/liver, rats, binding-hedamycin 339, 592. 

thymus, rats, nucleosomes packaging 3968. 

thymus, RNA polymerase, inhibition-transcortin 
hydrocortisone complex 7341. 

thymus nuclear lysate, rabbits, digestion-nuclease/ 
deoxyribonuclease I 1267. 

transcription, brain, rats, 17f-oestradiol/butyric acid, effects 
on, relationship-ageing 5660. 

transcription-Escherichia coli RNA polymerase 5201. 

transcription in vitro, relationship-thyroid genome sequence 
organization 3310. 

transcription/reconstitution, book 3347. 

transcription/replication, association-regeneration, liver, rats 
621. 

transformation, spermatogenesis, sheep 2852. 

Triticum , RNA biosynthesis, temperature, effects on 6893. 

Triturus cristatus , cartilage cells, structure/distribution, age, 
effects on 617. 

tumours, mice, fractionation-sonication, rRNA gene 
transcription activity, effects on 2253. 

uracil-containing/methylated DNA, reaction-DNA 
glycosylase, human lymphoblastoid cells 7391. 

uterus, rabbits, transcription, progesterone-receptors 
complex, effects on 7438. 

Vicia faba /Trillium kamtschaticum , subunits structure 
5665. 

Xenopus laevis ,rRNA 5S genes structure 7434. 

yeasts cells, structure/transcription ability during growth 
5207. 

Chromatography, 

comparison-heterototic histones, liver, rats 1763. 

cytosine nucleosides/cytosine nucleotidws 56. 

hydrophobic, nonhistone proteins, liver, mice 7428. 

hydroxyapatite, Escherichia coli DNA, silver/mercury, 
effects on 328. 

isolation-Escherichia coli ribosomes 5869. 

purification-adenovirus (human) 2 mRNA + complementary 
DNA hybrids 6768. 

tRNA (aminoacyl), plasmacytoma, mice 5830. 

tRNA isolation, yeasts 1802. 

tok a use-ribosomal subunits isolation, Escherichia coli 

40S. 

use-plasmids DNA purification 6091. 

Chromatography (affinity), 

Escherichia coli dnaB gene protein 1303. 

histone H1, purification-phage PM2 DNA 6948. 

histones interaction-nonhistone proteins 605. 

poly (A)-containing RNA 232. 
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Chromatography (affinity),(continued) 
poly (A)-containing mRNA 2443. 
poly (A)-containing mRNA, methodology 3525. 


purification-calf thymus DNA nucleotidylexotransferase 544. 


purification-nucleosidediphosphatase, liver cytosol, rats 557. 

tRNA (aminoacyl) synthetase, magnesium chloride/ATP, 
effects on 2387. 

RNA isolation, BHK cells, use-guanosine (6-thio)/uridine (4- 
thio) incorporation 4156. 

tRNA methyltransferase 768. 

tRNA Tyr 4073. 

separation DNA/RNA, gels preparation 2439. 

TMP synthetase purification 2820. 

use-immobilized nucleotides, review 3357. 

use-poly (U)-Sepharose 4B, mRNA isolation, liver 
polyribosomes, rats 237. 

Chromatography (cation-exchange), 

separation-DNA acids degradation products 1553. 

Chromatography (column), 

agarose gel, chromatin separation 2249. 

determination-hypoxanthine/inosine levels, plasma/ 
erythrocytes 1818. 

elution-plasmids pRZ2 DNA restriction endonuclease 
fragments 6143. 

Escherichia coli tRNA fractionation, use-hydroxyapatite 
3441. 

hydroxyapatite, DNA structure analysis 4296. 

hydroxyapatite, use-tRNA/DNA, isolation 3651. 

nucleoside (3’,5’-di-O-acyl)/nucleoside (2',5'-di-O-acyl) 
separation 54. 

nucleosides, separation 52. 

plasmid pRZ2 DNA restriction endonuclease fragments 
6141. 

resolution-A gave cantala 3’-nucleotidase/pyrophosphatase/ 
phosphatase/ribonuclease 3271. 

Chromatography (gas), 

purines/pyrimidines derivatives, retention index 4612. 

Chromatography (gas-liquid), 

analysis-cytosine arabinoside/pyrimidine nucleosides 55. 

assays-plasma uracil (5-fluoro) 5732. 

separation-guanine (methyl) 3366. 

Chromatography (high-performance liquid), 

nucleosides, retention time prediction 4028. 

Salmo gairdneri tRNA 5S nucleotide sequence 878. 

separation-cytokinins 3362. 

separation-nucleosides/nucleotides/bases 5738. 

separation-uridine (5-alkyl-2’-deoxy) isomers 5742. 

uracil (5-fluoro) analysis 40. 

use-adenine (1-methy!) determination, DNA 3088. 

use-cytosine/thymine/adenine/guanine separation-nucleoside 
(deoxyribo) 5740. 

Chromatography (high-pressure liquid), 

analysis-N-methy|-N-nitrosourea/ N-ethyl-N-nitrosourea/ 
ethyl methanesulphonate DNA alkylation products, mice 
1566. 

determination-cucumber mosaic virus RNA base 
composition 5385. 

determination-Euglena gracilis mRNA base composition 
1489. 

nucleotides analysis 1364. 

oligo (A) 3'-terminus analysis 4658. 

oligonucleotides/DNA restriction endonuclease fragments 
4657. 

separation-nucleosides/ purines/pyrimidines 1819. 

uridine (5-iodo-2'-deoxy) 710. 

use-cytosine arabinoside assays, human plasma 2319. 

use- DNA/RNA structure analysis, review 7014. 


Chromatography (high-speed liquid), 

poly (A)/poly (T), methodology 147. 

Chromatography (hydroxylapatite thermal), 

chromatin/DNA fractionation 630. 

chromatin fractionation 629. 

Chromatography (reversed-phase), 

analysis-Euglena /Nostoc tRNA (isoleucyl) 1397. 

purification-oligonucleotides fragments, human insulin DNA 
4059. 

tRNA (aminoacyl), methodology 4072. 

Chromatography (salting out), 

tRNA (isoleucyl) synthetase/tRNA (phenylalanyl) 
synthetase, yeasts 2391. 

Chromatography (thin-layer), 

cytokinins 692. 

isolation-polynucleotides 2353. 

nucleosides/nucleotides fractionation 2911. 

pyrimidines/pyrimidine nucleosides 1820. 

tRNA oligonucleotides fragments 751. 

separation-adenine nucleotides/adenosine, myocardium, rats 
6617. 

separation-methylated nucleosides 5741. 

use-ribonucleotide reductase activity assays, 
Propionibacterium shermanii 3930. 

use-thymine derivatives separation 39. 

Chromatography (thin layer), 

vaccinia virus mRNA methylated caps structures 866. 

Chromosomal subunits, 

Escherichia coli nucleoids, structure, autoradiography 6507. 

Chromosome aberrations, 

animals cells, tick-borne encephalitis virus, effects on 4557. 

bleomycin induced, CHO cells, DNA repair inhibitors, 
effects on 5048. 

cells, mice, light, effects on 6516. 

Drosophila melanogaster recombinant deficient mutant 
3977. 

formation, mechanisms, Vicia faba root-tip cells G phase 
S3208 

human fibroblasts, induction-cholesterol oxide/radiation 
(u.v.) 5559. 

induction-fluorescent light, mice cells 349. 

normal/abnormal human lymphoid cell lines, carcinogens/ 
mutagens, effects on 5051. 

radiation (y), rats, chromatin/DNA, effects on 3331. 

radiation (y) induced, formation mechanisms 4556. 

radiation (X), CHO eells, assays 3329. 

radiation (X)-induced, Crepis capillaris , uridine (S-fluoro-2- 
deoxy)/thymidine, effects on 5774. 

viruses-infected cells, role-deoxyribonuclease 2181. 

Chromosome puff, 

association-proteins, deoxyribonuclease I digestion 
Drosophila nuclei 2866. 

Chromosomes, 

abnormal man cell culture, DNA biosynthesis 2098. 

abnormalities, SV40 temperature-sensitive mutant 
transformed CHO cells 2673. 

Allium cepa , characterization 3791. 

Allium cepa , structure/activity, inhibition-RNA biosynthesis, 
effects on 1285. 

Anabaena variabilis , DNA, physicochemical properties 
3764. 

association-membranes, Bacillus subtilis 7454. 

Azotobacter vinelandii , characterization/comparison- 
Escherichia coli 7060. 

Bacillus subtilis , DNA replication, hydroxyurea, effects on 
shilgsy. 

Bacillus subtilis , integration-phage p11 DNA, methodology 
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Chromosomes,(continued) 
6354. 

bacteria, mobilization-plasmids, review 4008. 

Balanoglossus claviger , morphology/DNA content 2863. 

calf/sheep/goats, repetitive DNA, characterization 2090. 

cells, mice, susceptibility-light-induced damage following 
long-term culture/malignant transformation 5671. 

Chilodonella uncinata , chromatin organization, electron 
microscopy 2258. 

Chinese hamsters, structure 6520. 

Chinese hamsters cell lines, complementary RNA, 
transcription/hybridization 3562. 

Chironomus plumosus , DNA biosynthesis, hibernation 1097. 

Chironomus tentans , isolation/RNA/proteins content 1788. 

Chironomus thummi , histones, localization 2261. 

CHO cells, endonuclease digestion 3972. 

Choriotoneura fumiferana , histones/nonhistone proteins, 
characterization 3297. 

chromosomal protein 1P25, chromatin, Friend cells, 
localization/characterization 7441. 

chromosome X, RNA transcripts, human-mice hybrids, 
hybridization properties 3561. 

chromosome XII, Saccharomyces cerevisiae . |ocalization- 
rRNA genes 3325. 

Clostridium novyi , segregation, mechanisms 2257. 

condensation, BHK cells temperature-sensitive mutant 2260. 

condensation/duplication, mitosis/meiosis 2864. 

Crepis capillaris seedlings, DNA replication, 
autoradiography 7220. 

damage, in vivo, relationship-N-acetoxy-2- 
acetylaminofluorene-induced DNA repair 3170. 

distribution-human satellite DNA fragments 7097. 

DNA, denaturation/reassociation 5477. 

DNA, organization, Chinese hamsters cells 2672. 

DNA, phage A, packaging, specificity 3713. 

DNA, Rhizobium trifolii /Rhizobium meliloti /Rhizobium 
japonicum , restriction endonuclease analysis, mutants 
identification 6211. 

DNA, Saccharomyces cerevisiae , analysis-termini cross- 
linking 5512. 

DNA fragments, Saccharomyces cerevisiae , isolation/ 
characterization, use-leu2 gene containing plasmids 6951. 

double-stranded DNA, HeLa cells, covalent linkage- 
chromatin RNA 6512. 

Drosophila hydei , DNA biosynthesis, puromycin, effects on 
7198. 

Drosophila hydei /Drosophila neohydei , DNA replication 
6264. 

Drosophila melanogaster , puffing patterns, glutamic acid, 
effects on 1275. 

Drosophila melanogaster ,tRNA Val genes localization/ 
characterization 5227. 

Escherichia coli , absence-transposon TnS homologous 
sequences 1787. 

Escherichia coli , deletions, stimulation-phage Mu 1693. 

Escherichia coli , DNA/nucleoids structure, radiation 
(ionizing), effects on 6202. 

Escherichia coli , glyS gene regions, recombination 3873. 

Escherichia coli , initiation factor 3 structural gene regions, 
organization 4343. 

Escherichia coli , \ocalizationrRNA 16S/rRNA 23S genes 
5673. 

Escherichia coli , phage Mu integration, mechanisms 6356. 

Escherichia coli , radiation (ionizing)-induced damage, 
double-stranded breakage, DNA repair 6287. 

Escherichia coli , replication, association-cell division 633. 

Escherichia coli , replication origin, cloning 3875. 


Escherichia coli , replication origin, nucleotide sequence 
3756, 3757. 

Escherichia coli , tRNA Tyr genes, structure/organization 
4342. 

eukaryotes, DNA organization 1786. 

eukaryotes, structure, models 3333. 

fibres, lymphocytes, cattle, nucleosomes organization 6481. 

foetal, mice, sister chromatid exchange analysis 6496. 

folded, Escherichia coli, relationship-R factor R6K 
replicating forms 1270. 

fractionation, genes localization 5228. 

genomes, BALB/Mo cells, mice, Moloney leukaemia virus 
integration sites, mapping 5232. 

Hemicentrotus pulcherrimus embryos cleavage, DNA 
replication, role-DNA polymerase a 2800. 

hepatoma cell lines, rats, rRNA gene content 3978. 

histones/nonhistone proteins fractionation/characterization, 
use-hydroxyapatite 1279. 

homologous, DNA content 3979. 

human, location-immunoglobulins heavy chains genes 7449. 

human, measurement/purification 5229. 

human, rRNA gene expression 1505. 

human, satellite DNA arrangement 3782. 

human, structure, electron microscopy 1782. 

human fibroblasts, DNA biosynthesis patterns 2690. 

human leukaemia (acute), hybridization-satellite DNA 1790. 

human melanoma cell lines, damage-melphalan 1274. 

human/mice, localization-rRNA 5.8S genes 5672. 

interaction-anttu acyclines 2049. 

L cells, deoxyribonucleoproteins attachment sites, DNA, 
nucleotide sequence 2870. 

lampbrush, Notophthalmus viridescens , RNA transcription 
35:73; 

lampbrush polytene, Drosophila , location-RNA 5S genes 
5670. 

Lilium longiflorum , DNA biosynthesis during meiosis, 
electron microscopy + autoradiography 7221. 

mammalian cells, bleomycin, effects on 2865. 

mammals, labelling, use-DNA binding agents 1785. 

mediated transfer-herpes simplex virus 1 thymidine kinase 
genes, cell lines, mice 7290. 

metaphase, Drosophila nasutoides , \ocalization-satellite 
DNA 3975. 

metaphase, high molecular weight DNA-containing, CHO 
cells, isolation 5230. 

metaphase, isolation, dephosphorylation-histone H1/histone 
H3 637. 

metaphase, structure, hamsters, nonhistone proteins 1770. 

metaphase/interphase, radiation (u.v.)-induced DNA repair 
patterns 6303. 

mice, localization-immunoglobulins light chains genes 6515. 

mice, mammary tumour virus-specific DNA distribution 
4258. 

Neisseria gonorrhoeae , plasmids, transfer-conjugation, use- 
mapping 2868. 

organization, Chironomidae 6514. 

Orytolagus cuniculus , DNA content 6519. 

phage A, packaging 3973. 

phage P4, RNA polymerase binding sites distribution 6518. 

plants, DNA pools, review 4015. 

Poecilocerus pictus , dimethoate effects on 2236. 

polytene, deoxyribonucleoproteins, DNA packaging 2869. 

polytene, Drosophila , DNA content/morphology, 
temperature, effects on 5231. 

polytene, RAynchosciara americana , repetitive DNA 
sequence distribution 4991. 

Pongo pygmaeus albei ,rRNA gene location 6508. 
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Chromosomes,(continued) 

Prorocentrum micans , division 1791. 

Prorocentrum micans , structure 1272. 

proteins, nitrosomorpholine induced hepatoma, rats 2841. 

Pseudococcus obscurus , DNA biosynthesis, euchromatin/ 
heterochromatin 2686. 

puffing, Chironomus thummi , developmental genetics 1277. 

rats, leukaemia, induction-N-butyl-N-nitrosourea 636. 

replicating, SV40, relationship-non-replicating chromosomes 
638. 

replication, Escherichia coli , cell division 2264. 

replication, F’ factors containing Escherichia coli 6510. 

replication, histones segregation 3952. 

replication origin, Salmonella typhimurium , gene mapping 
5602. 

replication rates, relationship-morphology, Escherichia coli 
Ken?” 12773: 

Rhynchosciara angelae , hydroxyurea, effects on 3326. 

rRNA gene containing, Physarum polycephalum , isolation 
5674. 

Scilla sibirica /Secale cereale /mice, \ocalization-nuclei fold- 
back sequence 1280. 

somatic, Drosophila melanogaster , location-repetitive DNA 
3974. 

Staphylococcus aureus , enterotoxin B genes, mapping 1281. 

structure, RNA biosynthesis/protein biosynthesis inhibitors, 
effects on 4555. 

structure, role-chromatin-bound RNA polymerase I/RNA 
polymerase II during mitosis 3898. 

subunits conformation, regulation, Rous sarcoma virus/Rous- 
associated virus 1129. 

SV40, DNA fragments, analysis 3751. 

$V 40, following reconstitution, sodium chloride/histone H1, 
structure, effects on 7450. 

SV40, histones mobility 2259. 

SV40, nucleosomes arrangement 635. 

SV40, occurrence-histone H1 639. 

SV40, structure, infected CV-1 cells 3332. 

SV40-infected CV-1 cells, occurrence-histone H! 2244. 

Triturus cristatus carnifex , hybridization-repetitive DNA 
4554. 

Triturus vulgaris meridionalis , rRNA gene location, 
methodology 3980. 

W chromosome, associated satellite DNA, Bungarus 
fasciatus /Elaphe radiata , condensed, behaviour 3976. 

Y chromosome, human, DNA repeated unit, organization/ 
heterogeneity 6249. 

Y chromosome, human, polymorphism, identification- 
repetitive DNA 2867. 

Y chromosome, reassociation kinetics 3324. 

Chrysanthemum chlorotic mottle viroid, 

circular RNA, phosphodiesters cleavage 5382. 

conformation, heat transitions, melting analysis 5965. 

Chrysanthemum stunt viroid, 

circular RNA, phosphodiesters cleavage 5382. 

complementary DNA probes, synthesis/characterization 
1019. 

conformation, heat transitions, melting analysis 5965. 

Chrysene, 

diol epoxide, interaction-phage gX174 DNA 6106. 

Cibacron blue, 

inhibition-DNA binding-estradiol-receptor complex, uterus, 
mice 5682. 

interaction-Escherichia coli DNA polymerase I/phage T4 
DNA polymerase, comparison 6426. 

Cichorium intybus, 

poly (A)-containing RNA biosynthesis during buds 


formation 3624. 

Cigarette smoke, 

condensates, DNA damage, human lymphocytes 7002. 

Ciona intestinalis, 

mRNA biosynthesis during embryogenesis 3620. 

Circadian rhythms, 

DNA biosynthesis, bone marrow/alimentary canal/cornea 
epithelium, mice 2132. 

DNA distribution, hamsters cheek pouch epithelium 1547. 

RNA content, neurons/neuroglia, rats 1458. 

Cistrons, 

see also Genes, Operons, etc. 

coat protein, location/encapsidation, tobacco mosaic virus 
RNA 4785. 

phage Qf coat protein, RNA, nucleotide sequence analysis 
2450. 

rrnB cistron, rRNA, transcripts analysis/promoters origin, 
plasmids ColE! 5487. 

Citrobacter intermedius, 

plasmids DNA, role-glutamic acid excretion 7223. 

Citrus exocortis viroid, 

circular RNA, phosphodiesters cleavage 5382. 

conformation, heat transitions, melting analysis 5965. 

RNA, detection-Lycopersicon esculentum tumour cells, 
citrus exocortis viroid + Agrobacterium tumefaciens 
infection 837. 

Cloacin, 

cleavage rRNA 16S, effects on Escherichia coli protein 
biosynthesis initiation 1450. 

cleavage-rRNA 16S, effects on Escherichia coli protein 
biosynthesis elongation 1451. 

Cloacin DF 13, 

ribosomes cleavage, Escherichia coli , translation fidelity/ 
specificity 5353. 

Closterium acerosum, 

uridine metabolism, incorporation-RNA 714. 

Closterium moniliferum, 

radiation, DNA repair enzymes induction 5554. 

Clostridium botulinum, 

plasmids, isolation/characterization 983. 

Clostridium novyi, 

chromosomes, segregation, mechanisms 2257. 

Clostridium perfringens, 

DNA, conformation, c.d. 6198. 

DNA biosynthesis, inhibition-piperazines 1668. 

plasmids DNA, characterization 4337. 

polyribonucleotide nucleotidyltransferase, quaternary 
structure/proteolysis 4517. 

Clostridium tartarivorum, 

DNA homology 2640. 

Clostridium thermohydrosulfuricum, 

DNA homology 2640. 

Clostridium thermosaccharolyticum, 

DNA homology 2640. 

CMP, 

bisulphite adducts, pK, n.m.r. 3417. 

complex formation-pyrene 2923. 

conformational analysis 6620. 

reaction-hypochlorous acid 5300. 

dCMP, 

interaction-B-alanine derivatives 1367. 

CMP (2'-Deoxy), 

nitration-nitronium tetrafluoroborate 2326. 

protecting groups, hydrolysis, kinetics 2924. 

CMP (2-Thio), 

conformation, n.m.r. 5760. 
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dCMP deaminase, 

Bacillus subtilis , purification/characterization 565. 

spleen. interaction-glutaraldehyde, freezing 1222. 

dCMP hydroxymethy!transferase, 

role-phage T4 DNA biosynthesis 2095. 

Cnemidophorus, 

mitochondria DNA, analysis 5521. 

Coal tar, 

suppression-DNA biosynthesis, epidermal cells, skin, mice, 
radiation (u.v.), effects on 2708. 

Coat protein, 

alfalfa mosaic virus, effects on RNA 4 3’-terminus 
fragments, base pairs structure 4782. 

binding-3’-terminus RNA 4, alfalfa mosaic virus 1479. 

cistrons. RNA, phage Qf. nuclectide sequence analysis 2450. 

phage f1, integration-Escherichia coli membranes fractions 
4568. 

phage MS2, biosynthesis rate, mRNA structure, effects on 
6060. 

mRNA. alfalfa mosaic virus, requirements-cowpea 
protoplasts infection 2007. 

mRNA, phage MS2, nucleotide sequence, relationship-rRNA 
16S 3’-terminus 1933. 

subunits, alfalfa mosaic virus, effects on RNA structure 870. 

tobacco mosaic virus/cowpea chlorotic mottle virus, RNA 
encapsulation, characterization 2275. 

Cobalt, 

complex-ATP, inactivation-Escherichia coli tRNA 
(methionyl) synthetase 5334. 

Cockayne syndrome, 

radiation (u.v.)-induced DNA repair 5556. 

Coformycin (2'-Deoxy), 

effects on adenine (9-8-D-xylofuranosyl) inhibition-RNA 
biosynthesis, L1210 cells 2512. 

effects on adenosine (3'-deoxy) inhibition-RNA biosynthesis, 
regenerating liver, rats 3016. 

Colcemid, 

effects on growth factors stimulation-DNA biosynthesis, 3T3 
cells 7127. 

Colchicine, 

effects on growth factors stimulation-DNA biosynthesis, 3T3 
cells 7127. 

inhibition-protein S100 mRNA accumulation, glial cells, rats 
914. 

Colicin E1, 

biosynthesis, guanosine tetraphosphate, effects on 726. 

Colicin E3, 

biosynthesis, guanosine tetraphosphate, effects on 726. 

effects on ribosomes 4120. 

Escherichia coli , endonuclease activity 5123. 


Collagen, 


biosynthesis, tendon, embryos, chickens, role-tRNA (glycyl) 
764. 


Panagrellus silusiae , in vitro translation 186. 
mRNA biosynthesis, Rous sarcoma virus-transformed 
embryo fibroblasts, chickens 899. 


Colon, 


rabbits, DNA biosynthesis in vitro, antibiotics, effects on 
1087. 


rats. DNA biosynthesis, secretin, effects on 4393. 
Columba livia, 
DNA/RNA/proteins content, radiation(y), effects on 2114. 


Columba livia domestica, 
DNA sequence organization 3771. 


Computer programs, ‘ 
determinaton-restriction endonuclease recognition sites 1718. 
predictions-single-stranded RNA secondary structure 854. 
restriction endonuclease mapping 3244. 

RNA/DNA sequences, homology-proteins, relationship- 
evolution 923. 

mRNA palindromes length 244. 

use-DNA nucleotide sequence determination 6131. 

Conalbumin, 

chickens, complementary double-stranded DNA, cloning 
5608. 

genes, chickens, DNA mapping 6235. 

mRNA, biosynthesis, oviduct, chickens, stimulation- 
oestrogen 2504. 

mRNA, chickens oviduct, transcription/translation-rabbits 
reticyulocyte lysate, methylmercury hydroxide, effects on 
6874. 

Concanavalin A, 

aggregation-wheat germ ribosomes, occurrence-glycoproteins 
1909. 

effects on Crotalus adamanteous venom 5'-nucleotidase 
interaction-actin 7386. 

induction-DNA biosynthesis, lymphocytes, kinetics 1107. 

inhibition-DNA polymerase B/DNA polymerase a, human 
neuroblastoma cells 5636. 

stimulation-lymphocytes, effects on ribosomes biological 
activity 2429. 

Convallaria keisukei, 

flowers, thymidine, isolation/identification 1821. 

Copper, 

complex-glycyl-glycine + 5-fluorouracil + water, synthesis/ 
characterization, e.s.r. 686. 

complex-GMP, spectroscopy (i.r.)/e.s.r./magnetic 
susceptibility 5304. 

complex-IMP, structure, X-ray crystallography 5785. 

complex-isonicotinic acid hydrazide, effects on Rous 
sarcoma virus RNA/DNA polymerase (RNA-dependent) 
5640. 

interaction-adenosine derivatives 5746. 

interaction-ADP/dADP, n.m.r. 5301. 

interaction-DNA, kinetics/thermodynamics 4884. 

interaction guanosine derivatives 700. 

interaction-inosine derivatives 701. 

N-methyl isatin 6-thiosemicarbazone complex, effects on 
Rous sarcoma virus DNA polymerase (RNA-dependent)/ 
ribonuclease H 1738. 

Copper nitrate, 

interaction-uracil (1,3-dimethyl-4-amino-5-nitroso) 6565, 
6566. 

reaction-uracil (1,3-dimethyl-4-amino-5-nitroso) 26. 

Copper sulphate, 

complex-N-methylisatin-8-thiosemicarbazone, inhibition- 
Escherichia coli DNA polymerase I 6424. 

effects on RNA/DNA content, rats, normal/leucosis 450. 

Cordycepin, 

effects on dexamethasone-induced mRNA activity, HTC 
cells 846. 

effects on microtubules, Vero cells/HeLa cells 4038. 

effects on RNA biosnthesis/RNA transport, Carassius 
auratus retina 1993. 

inhibition-RNA efflux, SV40-3T3 cells 5281. 

Cordycepin triphosphate, 

inhibition-tobacco mosaic virus/cowpea chlorotic mottle 


virus RNA polymerase (RNA-dependent) RNA biosynthesis 
4492. 


Coriolus versicolor, 
monophenol monooxygenase mRNA, characterization 1951. 
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Coronavirus, 

ribonucleoproteins, structure 2831. 

Coronavirus (bovine), 

RNA, characterization 2453. 

Coronavirus (murine), 

RNA, characterization 1473. 

mRNA/ribonucleoproteins, characterization 5955. 

Corticotropin, 

biosynthesis, wheat germ cell-free system, MRNA, 
adenocarcinoma cells, pituitary, mice 4251. 

B-lipotropin, precursors, cattle, cloned complementary DNA, 
nucleotide sequence 3779. 

precursors mRNA, distribution-pituitary, cattle 4148. 

precursors mRNA, pituitary, cattle, purification/ 
characterization 5398. 


regulation-RNA biosynthesis, liver, rats, age, effects on 6832. 


Cortisol, 

effects on DNA resistance-hydrochloric acid hydrolysis, 
chromatin, rats 3321. 

Cortisone acetate, 

effects on protein biosynthesis initiation, skeletal muscle/ 
heart, rats 2401. 

effects on RNA biosynthesis, radiation (7) treated liver, rats 
6010. 

Corylus aveliana, 

protoplasts, DNA biosynthesis, characterization 1111. 

Corynebacterium diphtheriae, 

RNA biosynthesis, regulation-diphtheria toxin biosynthesis 
260. 

Corynebacterium parvum, 


effects on DNA biosynthesis/proliferation/regeneration, liver, 


rats 5574. 

effects on DNA polymerase activity, spleen, mice 1190. 

Coturnix coturnix japonica, 

oocytes nucleoli, rRNA gene transcription sites localization 
6035. 

Coumarins, 

derivatives, binding-DNA, biological activity 4888. 

reaction-purines/pyrimidines 6560. 

Coumermycin, 

interaction-Escherichia coli DNA gyrase 3925. 

Cowpea chlorotic mottle virus, 

coat protein, RNA encapsulation, characterization 2275. 

replication defective temperature-sensitive mutant, isolation/ 
mapping 871. 

replication/properties, resistant Vigna unguiculata 4820. 

RNA, translation-cell-free system, products analysis 6912. 

RNA polymerase (RNA-dependent) RNA biosynthesis, 
inhibition-cordycepin triphosphate 4492. 

Cowpea mosaic virus, 

protein biosynthesis/processing, reticulocyte lysate 6704. 

RNA, transcription-avian myeloblastosis virus DNA 
polymerase (RNA-dependent) 3267. 

RNA, translation, multiple initiation sites 6065. 

RNA associated proteins, characterization 4564. 

RNA biosynthesis, inhibition-actinomycin D 3595. 

‘RNA polymerase (RNA-dependent), templates recognition 
3904. 

Cowpox virus, 

DNA, restriction endonuclease fragments, electrophoresis 
1014. 

Coxsackievirus B01, 

antiviral agents, pyrimidines derivatives 1346. 

Crangon crangon, 

integuments/abdominal muscle/digestive gland, DNA 
content 2556. 
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Creatine kinase, 

isoenzymes, mRNA, embryo cells, chickens, detection 227. 

subunits, mRNA, chickens embryo cells, levels during 
development 6873. 

Crepis capillaris, 

radiation (X)-induced chromosome aberrations, uridine (5- 
fluoro-2-deoxy)/thymidine, effects on 5774. 

seedlings, chromosomes DNA replication, autoradiography 
7220. 

Crithidia acanthocephali, 

kinetoplasts, circular DNA, restriction endonuclease 
cleavage sensitivity, heterogeneity 3759. 

kinetoplasts DNA, partial transcription 6857. 

Crithidia fasciculata, 

growth, inhibition-adenosine/adenosine (2’-deoxy) 23337 

kinetoplasts, rRNA biosynthesis 6858. 

kinetoplasts DNA, characterization 6213. 

purines transport/accumulation 2316. 

ribosomes, rRNA, characterization 3554. 

Crithidia luciliae, 

kinetoplasts DNA, RNA transcription 2649. 

Crithidia oncopelti, 

kinetoplasts. rRNA biosynthesis 6858. 

Crotalus adamanieous, 

venom, 5’-nucleotidase, interaction-actin, concanavalin A, 
effects on 7386. 

Croton oil, 

enhancement-N-methyl-N’-nitro-N-nitrosoguanidine 
induction-skin tumours, role-DNA biosynthesis, mice 3832. 

Crown gall, 

induction/development, ribonuclease U2 RNA fragments, 
effects on 4862. 

Crynodes peregrinus, 

ovarioles, RNA biosynthesis 6816. 

Crypthecodinium cohnii, 

nuclei, RNA polymerase assays 7337. 

rRNA, characterization 2995. 

Cryptobothrus chrysophorus, 

nuclear DNA, content 2557. 

Crystallin, 

complementary DNA, embryos, chickens, cloning/ 
characterization 7281. 

mRNA, lens, chicken, isolation/translation-cell-free system 
936. 

mRNA, lens, chickens, sequence/distribution 880. 

mRNA, lens, translation-reticulocyte lysate, inhibition-caps 
analogues 1534. 

CTP, 

unmodified/mercurated, effects on RNA biosynthesis, 
mammary gland cells, mice 1514. 

dCTP, 

copolymers-GTP (O*-methyldeoxy), synthesis/properties 
3385. 

CTP (2’-Deoxy-2’-Azido), 

inhibition-DNA primase, Escherichia coli dnaG gene protein 
1226. 

CTP arabinoside, 

cytotoxicity, enhancement, immobilization-liposomes, review 
2892. 

effects on DNA polymerase, mice cells/oncornavirus 1733. 

inhibition-Lactobacillus leichmannii ribonucleoside- 
triphosphate reductase 4055. 

Cucumber mosaic virus, 

associated RNA 5, nucleotide sequence 1480. 

induced RNA polymerase (RNA-dependent), purification 
7360. 

RNA, base composition determination, chromatography 
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Cucumber mosaic virus,(continued) 

(high-pressure liquid) 5385. 
RNA, 5/-terminus regions, nucleotide sequence 5384. 
RNA 5, effects on plant diseases expression 6896. 
satellite RNA, characterization 5966. 
satellite RNA, stability in vitro/in vivo 4783. 
Cucumber pale fruit viroid, 
circular RNA, phosphodiesters cleavage 5382. 
conformation, heat transitions, melting analysis 5965. 


RNA replication, infected protoplasts, tomatoes, inhibition-a- 


amanitin 4197. 

Cucumis sativus, 

cotyledons, histones composition/RNA content, kinetins, 
effects on 6476. 

satellite DNA, isolation/characterization 5008. 

Cuscuta reflexa, 

effects on cytosine (5-methyl) content, DNA, infected 
Medicago 6259. 

CVI cells, 

angelicin photosensitization, DNA repair, assay 2716. 

DNA polymerase a/DNA polymerase 8/DNA polymerase y 
activity, radiation (u.v.), effects on 5154. 

DNA replication during serum-induced S phase 6331. 

growth, effects on adeno-associated virus DNA replication 
4385. 

SV40-infected, nucleoproteins complex, isolation/ 
characterization, methodology 3292. 

Cyanamide, 

effects on oligonucleotides formation during prebiosis 5794. 

Cyanidium caldarium, 

tRNA maturation 4807. 

Cyanobacteria, 

DNA base composition 6199. 

genomes, size 6200. 

plasmids DNA, characterization 3701. 

Cyanocyta korschikoffiana, 

rRNA biosynthesis, rifampicin/chloramphenicol/ 
cycloheximide, effects on 2511. 

symbiosis-Cyanophora paradoxa , rRNA, characterization 
5390. 

Cyanophora paradoxa, 

tRNA biosynthesis, rifampicin/chloramphenicol/ 
cycloheximide, effects on 2511. 

symbiosis-Cyanocyta korschikoffiana , rRNA, 
characterization 5390. 

Cycasin, 

fragmentation-DNA, organs, rats/mice 4898. 

Cyclobutane, 

dimers, role-radiation (u.v.) DNA denaturation 974. 

B-Cyclodextrinylbisimidazole, 

ribonuclease enzyme models 1152. 

Cycloheximide, 

effects on DNA biosynthesis, liver, rats 1672. 

effects on DNA biosynthesis, SV40 transformed cells 4390. 

effects on DNA replication, L cells 463. 

effects on nonhistone proteins, liver, rats 3956. 

eee tRNA (phenylalanyl) synthetase, Euglena gracilis 
1412. 

effects on rRNA biosynthesis, Cyanophora paradoxa / 
Cyanocyta korschikoffiana 2511. 

effects on mRNA degradation, free/membrane-bound 
polyribosomes, liver, rats 4158, 

effects on RNA polymerase I/RNA polymerase II activity, 
RNA biosynthesis, prostate, rats 4489. 

effects on western equine encephalitis virus replication, 
embryo cells, chickens 3009. 

inhibition-glucocorticoids induction-a-globulin mRNA, 


hepatocytes 6015. 

inhibition-protein biosynthesis, liver, rats, effects on rRNA 
processing 6879. 

inhibition-protein biosynthesis, liver nuclei, rats, effects on 
ribonucleoproteins transport 4097. 

resistance sites, Tetrahymena thermophila ribosomal 
subunits 1433. 

stimulation-translation activity, polyribosomes, liver, rats 
5900. 

treatment, liver, rats, histones/nonhistone proteins 
biosynthesis/DNA biosynthesis stimulation 6499. 

Cycloleucine, 

effects on poly (A)-containing RNA biosynthesis/utilization, 
CHO cells 294. 

inhibition-vesicular stomatitis virus mRNA methylation, 
effects on transcription/translation 4194. 

Cyclophosphamide, 

effects on DNA biosynthesis, urinary bladder epithelium, 
mice 2726. 

effects on DNA biosynthesis/RNA biosynthesis, bladder 
tumours, human 1110. 

effects on DNA repair/DNA replication, liver cells, rats/ 
human leucocytes 4402. 

treatment, mice, DNA repair, assay 1085. 

Cylindrotheca fusiformis, 

DNA polymerase/DNA-binding protein biosynthesis during 
silicate starvation 531. 

Cyprinus carpio, 

liver, polyribosomes, protein biosynthesis activity 5898. 

nucleotide degradation, effect of cold storage 1860. 

Cyproterone acetate, 

effects on RNA biosynthesis/DNA biosynthesis, prostate, 
rats 5409. 

Cysteamine, 

effects on radiation (y) induced mutation, phage A 4395. 

effects on radiation (X)-induced DNA single-stranded/ 
double-stranded breaks, L cells 6998. 

protection-radiation (y)-induced DNA repair, Escherichia 
coli 1654. 

Cysteine, 

derivatives, reaction-uridine (5-iodo-2'-deoxy)/uridine (5- 
bromo-2'-deoxy) 2329. 

radioprotection-radiation (y) treated calf thymus DNA 3073. 

reaction-uracil (5-chloro) derivatives 88. 

Cytidine, 

binding-metals, n.m.r./spectroscopy (Raman) 2327. 

combination-uracil (S-fluoro), potentiation-chemotherapy 
activity, sarcoma, mice 5737. 

saison (2-thio), physical/templates properties 

67. 

deamination-bisulphite, kinetics 1835. 

derivatives, antiviral activity, evaluation-Kirsten sarcoma 
virus transformation in vitro 6603. 

effects on plasmid pBR322 DNA amplification-Escherichia 
coli 5085. 

5-halo-5’-amino analogues, synthesis/antiviral activity 704. 

interaction-chloroacetaldehyde 18. } 

methyl derivatives, spectroscopy (Raman) 5757. 

pentaammineruthenium complex, synthesis 75. 

reaction-chloroacetaldehyde, intermediates structure 5272. 

reaction-trimethy! phosphate 1829. 

separation-cytosine arabinoside/cytidine (deoxy), use-sugar- 
borate complexation 53. ‘ 

Cytidine (N*-Acetyl), 

identification, human urine 2318. 

role-RNA Met function, Escherichia coli 760. 

structure, X-ray diffraction 1845. 
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Cytidine (5-Allyl), 

synthesis 1833. 

Cytidine (5-Allyl-2’-Deoxy), 

synthesis 1833. 

Cytidine (4-Amino), 

interaction-imidate esters 77. 

Cytidine (N*-Anisoyldeoxy), 

synthesis 80. 

Cytidine (5-Aza), 

effects on rRNA, SV40 infected BSC-1 cells 5293. 
effects on tRNA methyltransferase, liver, mice 5768. 
effects on rRNA/mRNA, BSC-1 cells 3401. 

effects on SV40 DNA replication/conformation 4646. 
Cytidine (5-Aza-2'-Deoxy), 

hydrolysis, pyrimidine (S-aza) 2’-deoxynucleosides synthesis 


Cytidine (5-Bromodeoxy), 

effects on sister chromatid exchange, human lymphocytes 
7446. 

Cytidine (6-Cyano), 

synthesis 1356. 

Cytidine (2’-Cyclo-2-Seleno), 

synthesis 6585. 

Cytidine (deoxy), 

detection-acids soluble fractions, embryos, chickens 5739. 

effects on DNA uridine (5-bromodeoxy) distribution, 
melanoma cells, hamsters 7095. I 

effects on N-methyl-N’-nitro-N-nitrosoguanidine 
mutagenesis, Chinese hamsters cells 4645. 

effects on uridine(5-bromodeoxy) cytotoxicity, melanoma 
cells, hamsters 4049. 

incorporation-DNA, human lymphocytes 3405. 

morphine antagonism 106. 

separation-cytosine arabinoside/cytidine, use-sugar-borate 
complexation 53. 

tritiated, utilization, lymph nodes cells, rats, comparison- 
tritiated thymidine 5290. 

tritiated, utilization-human lymphocytes, comparison- 
tritiated thymidine 5291. 

use-DNA-thymine, lymphoid tissue, mice 6604. 

Cytidine (2’-Deoxy), 

5'-O-glucopyranosides, synthesis 2328. 

5-polyfluoralkyl/5-polyfluoroalkoxymethyl) derivatives, 
synthesis 2330. 

Cytidine (2'’-Deoxy-2’-Fluoro), 

synthesis 3390, 1355. 

Cytidine (5-Fluoro), 

analogues, methylation/tautomerism 78. 

effects on tRNA/tRNA methyltransferase, liver, mice 5292. 

Cytidine (N‘-Methyl), 

occurrence, rRNA 13S, mitochondria, hamsters 1492. 

Cytidine (3-Methyl), 

identification, human urine 2318. 

Cytidine (5-Methyl), 

effects on avian sarcoma virus production, infected embryo 

_ cells, chickens 3403. 

residues, localization-Sindbis virus RNA, in vitro 1477. 

roletRNA aminoacylation, liver, mice 3456. 

Cytidine (5’-C-Methyl), 

synthesis, methodology 5752. 

Cytidine (5-Methylamino-2'-Deoxy), 

synthesis/activity-antiviral agents 79. 

Cytidine (5-(1-Propenyl)-2'-Deoxy), 

synthesis 1833. 

Cytidine (5-Propyl), 

synthesis 1833. 
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Cytidine (5-Propyl-2’-Deoxy), 

synthesis 1833. 

Cytidine (pseudoiso), 

modified, synthesis 4634. 

Cytidine (2-Seleno), 

synthesis 6585. 

Cytidine (spongo), 

synthesis 3389. 

Cytidine (2-Thio), 

alkylated, containing, tRNA Phe, inactivation-yeasts tRNA 
nucleotidyltransferase 6700. 

conformation, n.m.r. 5760. 

copolymers-cytidine, physical/templates properties 2367. 

Cytidine (2'-Thio-2'-Deoxy), 

esters, enzymatic hydrolysis 3394. 

Cytidine deaminase, 

activity, human skin fibroblasts/rabbits kidney cell culture 
547. 

Cytidylyl (deoxy)-(3’,5’)-guanosine (deoxy), 

complex-platinum derivatives, structure 2363. 

Cytidylyl-(3',5’)-Adenosine, 

phenylalanine derivatives, inhibition-peptidyltransferase, 
Escherichia coli ribosomes 2423. 

Cytidylyl-(3’,5')-Guanosine, 

complex-acridine orange, structure, X-ray crystallography 
6640. 

interaction-ethidium/9-aminoacridine/proflavine, energetics 
6639. 

Cytochrome b5, 

biosynthesis, endoplasmic reticulum membranes-bound 
ribosomes, liver, rats 3504. 

Cytochrome c, 

genes, yeasts, identification/isolation 2082. 

Cytochrome c oxidase, 

subunits, genes, yeasts, analysis 6222. 

Cytochrome P-450, 

activity, hepatocytes, mice, effects on, poly(I-C) 743. 

Cytokinins, 

activity, Dahlia variabilis tRNA 6598. 

activity, distribution-Triticum aestivum tRNA 5326. 

activity, Nicotiana glutinosa , tobacco ringspot virus 
infection, effects on 5276. 

activity, pyrimidines derivatives 688. 

activity, tobacco mosaic virus RNA 3367. 

analogues, inhibition-adenine (N°-benzyl) incorporation- 
Nicotiana tabacum RNA 4621. 

binding-adenosine (N*-benzyl) antibodies, specificity 5176. 

binding-Mercurialis annua ribosomes 6575. 

binding-Nicotiana tabacum cells 49. 

chromatography (thin-layer) 692. 

determination, methodology 3377. 

effects on growth, Secale cereale leaves 718. 

effects on RNA polymerase activity, Nicotiana callus 4486. 

inhibition-phytohaemagglutinin induced human lymphocytes 
stimulation 5280. 

isolation-tRNA, Spinacia oleracea \eaves/chloroplasts 51. 

metabolism, adenosine phosphorylase, wheat germ 5163. 

Nicotiana callus, incorporation-labelled adenine 1815. 

separation-chromatography (high-performance liquid) 3362. 

synthetic, distribution-rRNA, Nicotiana tabacum callus 105. 

cis-zeatin riboside, occurrence-Humulus lupulus cones 4625. 

Cytomegalovirus, 

DNA, characterization 1594. 

DNA, replication/persistence, lymphoblastoid cell lines 71 10. 

DNA size, comparison-human/mice 4950. 

early antigen, identification-DNA-binding protein 7459. 

gene expression, 3T3 cells, nonproductive infection 1980. 
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Cytomegalovirus,(continued) 

human, defective. DNA, molecular weight 6177. 

induced chromatin DNA-binding protein, human embryos 
‘lung cells, characterization 7464. 

induction-chromatin-associated factors, infected human 
embryo lung cells. effects on chromatin structure/template 

activity 1779. 

induction-RNA polymerase, human diploid cells 1178. 

infected WI-38 cells. chromatin structure 1296. 

infection, MRNA translation, embryo cells, mice, salt 
concentration, effects on 784. 

radiation (u.v.) treated, stimulation-DNA biosynthesis, 
embryo fibroblasts, human/mice 2696. 

replication-spermatozoa, mice 6272. 

temperature-sensitive mutant, induction DNA biosynthesis/ 


DNA polymerase, lung cells, rabbits/human embryos 4386. 


Cytoplasmic polyhedrosis virus, 

Heliothis armigera , RNA, characterization 3551. 

RNA. Dendrolimus spectabilis /Lymantria dispar /Bombyx 
mori . properties 3536. 

Cytosine, 

amino groups, acidity 3368. 

amino groups, n.m.r., trifluoroacetic acid, effects on 5728. 

binding-zine 5724. 

complex-cytosinium hemitetrachlorozincate, X-ray 
crystallography 5734. 

complex formation-isoproterenol 6559. 

complex formation-7,7,8,8-tetracy anoquinodimethane 38. 

complex-zinc, n.m.r./spectroscopy (i.r.) 2903. 

deaminated, phage PBS1/phage SPO2, DNA repair-uracil- 
DNA glycosidase 2221. 

derivatives, deuterium exchange kinetics 46. 

derivatives, photohydrates, n.m.r. 1341. 


dicytosinium tetrachlorocuprate, X-ray crystallography 5727. 


fluorescent derivatives, synthesis 35. 

interaction-chloroacetaldehyde 18. 

methylated, detection-DNA, use-restriction endonuclease 
MspI 4924. 

nitration-nitronium tetrafluoroborate 2326. 

oxyethylated derivatives, synthesis 20. 

protonated, binding-anions 680. 

separation-nucleoside (deoxyribo), use-chromatography 
(high-performance liquid) 5740. 

triallyl phosphate derivatives, synthesis 5730. 

Cytosine (5-Alkyl), 

derivatives, amino groups, n.m.r., trifluoroacetic acid, effects 
on 5728. 

Cytosine (6-Aza), 

stimulation-Escherichia coli peptidyltransferase 4040. 

Cytosine (N*-Benzylideneamino-1,3-Dimethyl), 

synthesis 3370. 

Cytosine (5-Ethynyl), 

nucleosides, synthess 1834. 

Cytosine (5-Fluoro) arabinoside, 

reaction-nitrogen/sulphur nucleophiles 1836. 

Cytosine (5-Fluoro), 

antifungal activity, Aspergillus 5266. 

inhibition-DNA biosynthesis, Candida albicans 5736. 

Cytosine (1-(6-Hydroxyethoxymethyl)), 

containing, dinucleoside phosphates analogues, synthesis, 
ce.d. 5799. 

synthesis 1338. 

Cytosine (5-Hydroxymethy]), 

products, endonuclease V-sensitive, radiation (u.v.), phage T4 
DNA 3075. 

reaction-bisulphite 4021. 


{ 


Cytosine (iso), 

crystals, radiation (7), e.s.r. 6562. 

Cytosine (methyl), 

detection-Drosophila virilis rRNA gene sequence 6229. 

Cytosine (1-Methyl), 

deamination-N-acetoxy-4-acetamidostilbene 2905. 

hemihydroiodide hemihydrate, structure, X-ray diffraction, 
poly (C), models 36. 

nitration-nitronium tetrafluoroborate 2326. 

Cytosine (5-Methy)), 

content, DNA, BHK-21 cells 3134. 

content, DNA, Cuscuta reflexa infected Medicago 6259. 

content, DNA, during liver carcinogenesis 6255. 

content, DNA, during ontogeny, rats, hydrocortisone, effects 
on 3144. 

content, DNA, Lytechinus variegatus spermatozoa/embryos 
3123. 

distribution, BHK-21 cells DNA 1630. 

distribution-DNA, plants 414. 

purification/identification, DNA, embryos, chickens 1048. 

residues, hotspots, Escherichia coli lacl gene 1024. 

Cytosine (1-Methy!I-5,6-Dihydro), 

deamination, kinetics/mechanisms 37. 

Cytosine (1-Methyl-N*-Hydroxy), 

hydrochloride, structure, X-ray crystallography 5264. 

Cytosine (tetramethyl), 

conformation 1811. 

Cytosine arabinoside, 

N‘-acyl derivatives, uptake/cytotoxicity, KB cells 5769. 

analysis-chromatography (gas-liquid) 55. 

assays, human plasma, use-chromatography (high-pressure 
liquid) 2319. 

assays, human plasma, use-chromatography 3379. 

curing-Escherichia coli R factor R46 2916. 

cytotoxicity, double DNA replication, mechanisms 5765. 

cytotoxicity, enhancement, immobilization-liposomes, review 
2892. 

derivatives, synthesis/antitumour activity 3404. 

derivatives, synihesis/antitumour agents 1354. 

effects on mitosis, Allium cepa meristem 3402. 

effects on polyoma virus DNA replication 5764. 

effects on radiation (u.v.)-induced excision DNA repair, 
human lymphocytes B/lymphocytes T 6308. 

effects on radiation (X) induced DNA repair, HeLa cells 
3824. 

effects on single-stranded DNA release, DNA biosynthesis 
1851. 

immobilization-liposomes, chemotherapy 2917. 

inhibition-DNA biosynthesis, embryos, mice 2728. 

inhibition-DNA repair, normal/xeroderma pigmentosum 
human cells 6605. 

isosteres, synthesis 702. 

lipophilic esters, synthesis/characterization/biological 
activity 4030. 

phosphorothioate esters, enzymatic hydrolysis 3394. 

selection-CHO cells thymidine auxotrophs 6602. 

sensitivity, tumours cells, mice, thymidine, effects on 3407. 

separation-cytidine/cytidine (deoxy), use-sugar-borate 
complexation 53. 

5-substituted derivatives, synthesis/antiviral activity-herpes 
simplex virus 1 4635. 

synthesis 6581. 

transport/phosphorylation, fibroblasts, rat, kinetics 5771. 

treatment-herpes zoster/varicella, hurnan 1361. 

Cytosine nucleosides, 

chromatography 56. 
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Cytosine nucleotides, 

chromatography 56. 

furyl derivatives, synthesis 1366. 

Cytosol, 

effects on RNA biosynthesis, brain nuclei, mice 288. 

effects on transcription, SV40 infected kidney cells, monkeys 
6005. 

homologous/heterologous, stimulation-RNA biosynthesis, 
liver, rats 915. 


D-type virus, 

DNA polymerase (RNA-dependent) activity following 
EDTA treatment 1206. 

DNA sequence, detection-monkeys 2551. 

Dahlia variabilis, 

tRNA, cytokinins activity 6598. 

Dane particles, 

hepatitis B virus, associated DNA polymerase, inhibition- 
trisodium phosphonoformate 5150. 

Darier’s disease, 

cells, RNA biosynthesis/protein biosynthesis, 
autoradiography 6882. 

Datura innoxia, 

male gametophytes, nuclei, DNA content 5447. 

Daucus carota, 


DNA, reassociation kinetics, gibberellic acid, effects on 2675. 


protoplasts, exogenous deoxyribonuclease activity, 
temperature effects/sodium citrate effects on 2180. 

protoplasts, uptake-liposomes immobilized Escherichia coli 
RNA 4846. 

rRNA precursors, molecular weight determination 5987. 

Daunomycin, 

binding-DNA/polynucleotides, role-metals 4268. 

complex-polyd(A-T), structure, n.m.r. 2929. 

effects on adenovirus RNA stability 849. 

effects on RNA biosynthesis/DNA biosynthesis, avian 
myeloblastosis virus transformed cells 2107. 


inhibition-deoxyribonuclease I, rcle-DNA intercalation 3234. 


Daunomycinone, 

binding-DNA/polynucleotides, role-metals 4268. 

Daunorubicin, 

complex-DNA, affinity constants determination 2225 

complex-DNA, antitumour activity, Ehrlich ascites tumour, 
mice 7231. 

complex-DNA, pharmacokinetics, rabbits 3 198. 

complex-DNA, sensitivity-normal/leukaemia (acute 
nonlymphatic) cells 7233. 

complex-DNA, toxicity/pharmacology, mice 7227. 

complex-DNA, uptake, human leukaemia cells 7229. 

complex-DNA, uptake/fate, embryo fibroblasts, rats 7228. 

complex-DNA, use-chemotherapy, review 6552. 

complex-DNA, use-human leukaemia (acute 
nonlymphoblastic) treatment 7235. 

complex-DNA, use-leukaemia (acute)/bronchogenic 
carcinoma treatment 7234. 

complex-DNA, use-leukaemia (acute nonlymphatic) 
treatment 7232. 

interaction-chromatin, Ehrlich ascites tumour cells 6500. 

interaction-DNA, localization-Ehrlich ascites tumour cells 
965. 

Daunorubicinol, 

complex-DNA, pharmacokinetics, rabbits 3198. 

DEAE-dextran, 

interferon-induction, L-929 cells 5315. 


Defective-interfering particles, 

+ vesicular stomatitis virus, infected BHK cells, RNA 
biosynthesis 6828. 

Bunyamwera virus, characterization 1472. 

genomes, comparison-herpes simplex virus 1/herpes simplex 
virus 2 4330. 

herpesvirus (equine) 1, characterization 3737. 

Newcastle disease virus, isolation/characterization 4755. 

phage fl, DNA, nucleotide sequence analysis 4314. 

poliovirus 1, RNA, initiation-translation, products 
identification 6062. 

pseudorabies virus, DNA structure during evolution 7056. 

RNA, poliovirus, deletion, mapping 4169. 

RNA, Semliki forest virus, characterization, cloned Aedes 
albopictus cells 4171. 

RNA polymerase products, vesicular stomatitis virus, RNA, 
nucleotide sequence 868. 

Semliki Forest virus, production/characterization, embryo 
fibroblasts, chickens/mammalian cells 896. 

Sindbis virus, RNA, oligonucleotides mapping 3545. 

vesicular stomatitis virus, RNA replication, nucleocapsids 
3584. 

Demycarosylturimycin H, 

effects on peptidyltransferase, Escherichia coli 3499. 

Dendroceras reticulatum, 

rRNA, characterization 1953. 

Dendrolimus spectabilis, 

cytoplasmic polyhedrosis virus, RNA, properties 3536. 

Dengue virus 2, 

RNA 40S, methylation status 5949. 

Densonucleosis virus, 

DNA, molecular weight determination 3730. 

2'-Deoxycoformycin, 

potentiation-adenosine (3'-deoxy) inhibition-RNA 
biosynthesis, leukaemia L1210 5279. 

Deoxycytidine kinase, 

purification methodology 548. 

2-Deoxyglucose, 

effects on DNA replication, adeno-associated virus 4384. 

Deoxynucleotide kinase, 

genes, phage T2 DNA, identification-transcription strand 
478. 

Deoxyribodipyrimidine photolyase, 

occurrence-Prionace glauca 2113. 

yeasts, DNA repair 1096. 

Deoxyribonuclease, 

Achatina fulica , purification/characterization 2182. 

activity, rats, tissues, radiation (7), effects on 4480. 

activity, Streptomyces aureofaciens mycelia 5133. 

activity, Vespa orientalis venoms, effects on bees/cats/mice 
1161. 

Alteromonas espejiana , use-probes, closed circular 
superhelical DNA secondary structure 3888. 

assays, plasma, inhibition-daunorubicin + DNA L718: 

assays, use-Staphylococcus aureus detection 3229. 

Bacillus subtilis , inhibition-DNA-binding protein 6525. 

Cancer pagurus , sedimentation constants 6397. 

effects on chromatin, rats 3312. 

exogenous, effects on Bacillus subtilis growth 5134. 

exogenous activity, Daucus carota protoplasts, temperature 
effects/sodium citrate effects on 2180. 

footprinting, use-DNA-protein sequence-specific binding 
characterization 640. 

free/bound, activity, spleen, rats, radiation (X), effects on 
3890. 

inhibitors, DNA-binding protein, KB cells, purification/ 
characterization 52239. 
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Deoxyribonuclease,(continued) 

KB cells. herpes simplex virus 1/herpes simplex virus 2- 
induced, purification/characterization 507. 

lachrymal gland, human, detection/role 3891. 

Neurospora crassa mycelia, characterization 3230. 

phage T4, substrate specificity 3889. 

Phaseolus aureus , activity, salinity, effects on 3883. 

placenta penetration, rats 2188. 

rats, deoxyribonuclease I/deoxyribonuclease II/ribonuclease 
I/ribonuclease II leukaemia 2785. 

role-chromosome aberrations, viruses-infected cells 2181. 

Saccharomyces cerevisiae mitochondria, activation-ethidium 
bromide, mechanisms 3232. 

Saccharomyces cerevisiae mitochondria, purification/ 
characterization 3231. 

single-stranded/double-stranded DNA breakage, 
measurement, methodology 2170. 

Spodoptera litura \arvae, characterization 2783. 

Staphylococcus aureus , di-N-oxide quinoxaline derivatives, 
effects on 1711. 

stimulation-DNA biosynthesis, Bacillus subtilis 5616. 

Streptococcus , characterization 6396. 

Stronglyocentrotus intermedius embryos, isolation/ 
properties 6399. 

Deoxyribonuclease I, 

Agrobacterium tumefaciens , effects on plasmids/plants 
DNA 1169. 

assays, plasma, inhibition-daunorubicin + DNA 1713. 

chromatin digestion, periodicity 7323. 

cleavage-nucleosomes DNA, kinetics 1166. - 

cleavage sites, nucleosomes 2185. 

cleavage sites, nucleosomes cores 3330. 

complex-actin, activation-plasma membranes, liver, rats, role- 
5'-nucleotidase 5644. 

complex-actin, isolation/characterization, pancreatic juice, 
rats 1165. 

conformation, ethanol, effects on, circular dichroism 512. 

degradation-DNA, kinetics 4481. 

degradation-rRNA gene, Physarum polycephalum 2186. 

digestion-chromatin, nuclei, liver, chickens, RNA polymerase 
II isolation 7357. 

digestion-chromatin, thymus nuclear lysate, rabbits 1267. 

digestion-globin genes, erythrocytes, chickens, role-lysine- 
rich histones 2844. 

digestion-hyperacetylated histones-containing chromatin 
1164. 

human urine, purification/characterization 3233. 

inhibition-daunomycin/adriamycin, role-DNA intercalation 
3234. 

leukaemia, rats, deoxyribonuclease 2785. 

nucleosomes spacer regions susceptibility, relationship- 
histones acetylation 3961. 

pancreas, cattle, pH, effects on, role-calcium 511. 

purification, methodology 2184. 

sensitive/resistant regions, brain, rats, DNA, N-methyl-N- 
nitrosourea treatment, alkylation products removal 7297. 

sensitivity, calf thymus chromatin, acetyl adenylate, effects 
on 1776. 

Deoxyribonuclease II, 

activity, lysosomes, liver, mice, Friend leukaemia virus 
infection, effects on 5135. 

activity, skeletal muscle, rats, neurectomy, effects on 496. 

cleavage sites, nucleosomes 2185. 

degradation-DNA, deoxyribonucleoproteins, polypentose 
sulphate, effects on 6376. 

leukaemia, rats, deoxyribonuclease 2785. 


Deoxyribonuclease T, 
teratocarcinoma cells, mice 2784. 


Deoxyribonucleoproteins, 

see also Nucleoproteins 

calf thymus, ionic strength, effects on 1794. 

calf thymus, isolation/characterization 1757. 

DNA, degradation-deoxyribonuclease II, polypentose 
sulphate, effects on 6376. 

double fibres formation, DNA-histone H1 interaction 7420. 

EDTA/metals effects on 1755. 

immunosuppressive factor, Ehrlich ascites tumour cells, 
fluids, characterization 5195. 

interaction-tetranitromethane 583. 

polytene chromosomes, DNA packaging 2869. 


2-Deoxyribose, 
condensation-purines/pyrimidines, catalysis-amino acids 
5748. 


Deoxyuridinetriphosphatase, 

Escherichia coli , purification/characterization 555. 

human blast cells, purification/characterization 6443. 

induction deficient phage T5 mutants, uracil-containing 
DNA biosynthesis, Escherichia coli 7384. 


Detergents, 
effects on Aspergillus niger ribonuclease 6384. 


Deuterium, 
isotopes, dimethylnitrosamine, effects on DNA damage, liver, 
rats 6978. 


Dexamethasone, 

effects on amylase mRNA biosynthesis, pancreas, rats, 
development 903. 

effects on DNA ligase, thymus, embryos, chickens 6447. 

effects on mammary tumour virus expression-BALB/c cells 
6829. 

effects on murine leukaemia virus replication 6830. 

induced, growth-inhibitory response, glioma cells, rats, 
relationship-DNA metabolism 1100. 

induced mRNA activity, HTC cells, effects on/hormones 
withdrawal, effects on 846. 

receptors, complex, binding-DNA-cellulose 2042. 

receptors complex, binding-DNA, liver, rats 6997. 

receptors complex, interaction-Zajdela hepatoma DNA 5683. 

receptors complex, liver, rats, interaction-DNA 5246. 


Dexamethasons, 
effects on DNA biosynthesis, herpes simplex virus 1 1072. 


Diacridines, 
intercalation-DNA 2050. 


Diadenosine monophosphate, 
conformation, termini phosphates, effects on 4666. 


4’,6'-Diamidine-2-phenylindole, 

interactions-synthetic polynucleotides 6638. 

4’ ,6-Diamidine-2-Phenylindole, 

interaction-DNA, fluorescence 344. 

selective staining-double-stranded DNA 6967. 

4',6-Diamidino-2-Phenylindole, 

inhibition-RNA polymerase, Escherichia coli /Friend 
leukaemia virus-infected spleen, mice, dependence-templates 
base composition 518. 

Diaminobenzoic acid, 

use-DNA measurement 945. 

Diaminomaleonitrile, 

reaction-isocyanate, use-pyrimidines synthesis 1809. 

tibosyl derivatives, intermediates-nucleosides synthesis 3387. 
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cis-Diammine platinum (II), 
binding-calf thymus DNA, spectroscopy (X-ray) 2565. 
interaction-poly (A)/poly (C)/poly (G) 5805. 


trans-Diammine platinum (ID, 
binding-calf thymus DNA, spectroscopy (X-ray) 2565. 


Dianhydrogalactitol, 

interaction-DNA, Yoshida sarcoma cell culture 1577. 

Diapause, 

effects on RNA biosynthesis/content, Bombyx mori eggs 
4822. 

Diazonium 1-(H)-tetrazole, 

modified ribonuclease T1, interaction-cytidine + guanine 
nucleotides 2176. 

Dibenz(a,h)anthracene, 

diol epoxide, interaction-phage 9X 174 DNA 6106. 

Dibenzo(a,e)fluoranthene, 

binding-DNA/tRNA/polynucleotides, microsomes, liver 
1564. 

Dibromoethylacetate, 

modification-denatured DNA 4913. 

modification-DNA 4915. 

Dibromomethyl acetate, 

modification-DNA, base composition determination 
applications 3687. 

Dibutylin, 

effects on DNA labelled thymidine incorporation, skin, rats 
5555: 

4',6-Dicarboxyamide-2-Phenylindole, 

interaction-DNA, fluorescence 344. 

Dichlorodiammine platinum (II), 

binding-DNA, thiourea, effects on 7099. 

binding-IMP, stoichiometry 1857. 

DNA-proteins cross-linking, leukaemia cells, mice 6985. 


cis-Dichlorodiammine platinum (II), 

antimitotic activity, normal/cancer cells, DNA binding, 
effects on 1683. 

binding-DNA, effects on structure/RNA biosynthesis 6958. 

complex-IMP, structure 5786. 

DNA cross-linking, mice leukaemia L1210 cells, kinetics 
ibyee 

DNA damage, lung cells, Chinese hamsters, comparison- 
trans-dichlorodiammine platinum II 6959. 

DNA sensitivity, Chinese hamsters cells 6956. 

effects on DNA biosynthesis, HeLa cells 4409. 

induced damage, Chinese hamsters cells, excision DNA 
repair 7155. 

inhibition-DNA biosynthesis, Chinese hamsters cells, 
mechanisms 4407. 

interaction-DNA, antitumour activity, review 5711. 

interaction-DNA, relationship-DNA repair 6093. 

mutagenesis, human lymphocytes 2718. 


trans-Dichlorodiammine platinum (I), 

DNA cross-linking, mice leukaemia L1210 cells, kinetics 
1571. 

DNA damage, lung ceils, Chinese hamsters, comparison-cis- 
dichlorodiammine platinum II 6959. ' 

induced proteins cross-linking-DNA, leukaemia cells, mice, 
quantitation, methodology 6542. 


2,4-Dichlorophenoxyacetic acid, 

effects on RNA biosynthesis, Pisum epicotyls 2508. 

effects on rRNA precursors processing, Acer pseudoplatanus 
cells 3593. 

§,6-Dichiororibofuranosylbenzimidazole, 

effects on adenovirus (human) 2 transcription 4211. 

inhibition-RNA polymerase, mammals 529. 


interferon superinduction, human fibroblasts, role-mRNA 
stability 2002. 

Dicrostonyx torquatus chionopaes, 

DNA, characterization 3131. 

Dictyostelium, 

mRNA, 5'-terminus repeated sequence 4788. 

Dictyostelium discoideum, 

actin genes, characterization 1613. 

actin genes, identification/analysis 2164. 

differentiation, RNA degradation 943. 

DNA, homologous-actin-mRNA, containing, plasmid M6, 
structure 2070. 

DNA biosynthesis 2682. 

glycosidases, mutants, mapping 1039. 

radiation-sensitive mutants, DNA repair, radiation (u.v.)- 
induced damage 5551. 

radiation-sensitive/resistant strains, radiation (u.v.) induced 
DNA repair 5550. 

ribosomes/rRNA metabolism during development 5887. 

mRNA, abundance changes during development 5925. 

mRNA, repeated sequence content 5970. : 

tRNA biosynthesis, disaggregation-induced repression 6026. 

rRNA biosynthesis, uridine (5-bromodeoxy), effects on 4208. 

RNA biosynthesis/protein biosynthesis, formycin/formycin 
B/toyocamycin, effects on 278. 

rRNA gene, restriction endonuclease analysis 3760. 

RNA polymerase, purification/characterization, activity 
during development 1180. 

RNA 4-128, electrophoresis 236. 

spores, RNA biosynthesis/protein biosynthesis during 
germination 3616. 

vegetative cells, mRNA, fractionation/function analysis 4244. 

Dieldrin, 

effects on RNA biosynthesis, macrophages 6890. 

Diethyl pyrocarbonate, 

inhibition-ribonuclease 491. 

Diethyl! sulphate, 

alkylation-uracil/3'-TMP/thymidyl-(3',5’)-thymidine, 
catalysis-tetrabutylammonium fluoride 2313. 

Diethylnitrosamine, 

induced damage, DNA repair, kidney, rats 4404. 

pretreatment, effects on DNA repair, guanine (O°-methyl) 
excision 7161. 

treated, liver, rats, DNA, thymidine (O?-ethyl) formation 
5466. 

Diethylpyrocarbonate, 

chemical modification-Escherichia coli RNA polymerase 
6407. 

Diethylstilboestrol, 

effects on chickens ovalbumin genes transcription 4203. 

effects on DNA polymerase a/DNA polymerase f activity, 
oviduct, quails 7376. 

treated, human, vagina/cervix squamous cells, DNA content 
322. 

Diethylsulphate, 

induced mutations, DNA biosynthesis during germination, 
Oryza sativa , seeds 3843. 

a-Difluoromethylornithine, 

effects on DNA biosynthesis/RNA biosynthesis/protein 
biosynthesis, human lymphocytes 3187. 

Dihydrofolate dehydrogenase, 

mRNA, abundance, methotrexate-resistant 3T6 cells, control- 
polyoma virus/AMP (cyclic) 4252. 

4',5'-Dihydropsoralen, 

reaction-purines/pyrimidines 6560. 

1,25-Dihydroxycholecalciferol, 

stimulation-calcium-binding protein mRNA biosynthesis, 
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1,25-Dikydroxycholecalciferol,(continued) 
intestine, chickens 1983. 

Dimethoate, 

effects on DNA/RNA content, Periplaneta americana 5041. 

effects on Poecilocerus pictus chromosomes 2236. 

Dimethyl selenoxide, 

modification-uracil (thio)/nucleoside (thio)/nucleotide (thio) 
682. 

Dimethyl! sulphate, 

alkylation-purines/pyrimidines/nucleorides/nucleotides 4613. 

alk ylation-uracil/3’-TMP/thymidyl-(3’,5’)-thymidine, 
catalysis-tetrabutylammonium fluoride 2313. 

methylation-Escherichia coli /yeasts tR NA-Escherichia coli , 
tRNA, methylation-tRNA methyltransferases/ 
dimethylsulphate 748. 

reaction-nucleosomes DNA, erythrocytes, chickens, histones, 
effects on 5223. 

specificity tRNA methylation, Escherichia coli /yeasts/ 
Novikoff hepatoma/liver, rats 5824. 

Dimethyl sulphoxide, 

+ uridine (bromodeoxy), treatment, Friend erythroleukaemia 
cells, effects on Friend leukaemia virus mRNA expression 
6044. 

effects on differentiation, Friend erythroleukaemia cells, 
review 4579. 

effects on lactose repressor-operator interaction 1304. 

effects on polyribosomes, liver, rats 2428. 

effects on RNA polymerase activity, liver, rats 522. 

stimulation-DNA biosynthesis, Novikoff hepatoma cells 466. 

uncoating-tobacco mosaic virus 5680. 4 

Dimethyladipimate, 

inhibition-DNA biosynthesis, lymphocytes 4429. 

Dimethyl-10,12-Benz(a)acridine, 

effects on RNA biosynthesis, normal/Rous sarcoma virus- 
transformed fibroblasts, chickens/mice 6908. 

7,12-Dimethylbenz(a)anthracene, 

binding-BHK-21 cells DNA 6982. 

binding-DNA, embryo cells, hamsters, light, effects on 2574. 

binding-DNA, embryo cells, mice, comparison-7- 
hydroxymethyl >-12-methylbenz(a)anthracene 6108. 

binding-DNA, foetal/maternal tissues, rats 3673. 

binding-DNA, human diploid fibroblasts 2053. 

binding- DNA, mammary gland organ culture, mice, 
relationship-carcinogenesis 4901. 

binding-DNA, mice 2056. 

binding-DNA, spectroscopy (fluorescence) 348. 

binding-DNA, Syrian hamsters embryos cells, comparison-5- 
fluore-7,12-dimethylbenz(a)anthracene 6977. 

damage-human DNA, carcinogenesis 957. 

induced mammary gland adenocarcinoma, rats, endogenous 
replication-defective oncornavirus RNA expression 4470. 

trans-3,4-dihydrodiol metabolites, binding-DNA 1565. 

treatment, DNA repair, Syrian hamsters embryos cells 7156. 

4,8-Dimethyl-5'-Carboxypsoralen, 

synthesis/interaction-DNA 4272. 

1,2-Dimethylhydrazine, 

alkylation-DNA, liver/kidney, rats, inhibition- 
aminoacetonitrile 4899. 

DNA alkylation, relationship-susceptibility-colon 
carcinogenesis, mice strains 2054. 

effects on DNA biosynthesis, colon organ culture, rabbits 
2138. 

induction-damage DNA, mice 3674. 

methylation-DNA, mechanisms 4900. 

methylation-purines, DNA, organs, rats, disulfiram 
pretreatment, effects on 4277. 


2,3-Dimethylmaleic anhydride, 

modification-Escherichia coli ribosomes 6715. 

Dimethylnitrosamine, 

DNA damage, liver, rats, deuterium isotopes, effects on 6978. 

DNA methylation, organs, rats 6983. 

effects on guanine (O° methyl) excision, DNA, liver, rats 
7159. 

effects on RNA biosynthesis/poly (A) distribution, liver, mice 
USNS. 

guanine (O®-methyl), DNA repair, excision, 
dipropylnitrosamine/diethylnitrosamine pretreatment, effects 
on 7161. 

guanine (O%-methyl) formation, DNA, liver/kidney, rats 1567. 

induced, DNA methylation, liver, hamsters, methylated 
purines, formation/loss 5042. 

induced damage, DNA, liver, rats 6296. 

induced damage, DNA repair, kidney, rats 4404. 

induced damage, liver, rats, DNA repair, guanine (O%- 
methyl) excision 2712. 

induction-DNA repair, kidney cell cultures, mice 3817. 

inhibition-DNA biosynthesis, mitochondria, liver, mice 3831. 

inhibition-guanine (O%-methyl) removal, DNA, liver/kidney, 
rats/mice 1089. 

methylated purines formation, DNA, liver, rats, 
hypophysectomy effects on 3675. 

methylation-RNA/deoxyribonuclease I-treated DNA, 
chromatin, liver, rats 4276. 

production-methylated purines, liver DNA, ats, removal 
mechanisms 1652. 

treated, liver/kidney, rats, thymidine incorporation, inhibition- 
hydroxyurea 1088. 

treated, rats, DNA, guanine (7-methyl) distribution 1052. 

treated rRNA, liver, hamsters, methylated products, analysis 
4159. 

3,3-Dimethyl-1-Phenyltriazene, 

alkylation-DNA, role-neuro-oncogenesis, rats 2580. 

2,4-Dinitrophenol, 

effects on RNA metabolism, Helianthus tuberosus tubers 
following excision 6047. 

Dinoflagellates, 

DNA, modified bases, distribution 1611. 

Dinucleoside (5'-Amino) monophosphate, 

synthesis 133. 

Dinucleoside diphosphates, 

alkylated pyrimidines-containing, synthesis/stimulation- 
tRNA binding-ribosomes 4674. 

Dinucleoside monophosphates, 

adenosine (2'-deoxy)-containing, synthesis 6633. 

adenosine (8-methyl)-containing, conformation, n.m.r. 3426. 

adenosine (8,2’-S-cyclo), n.m.r. 115. 

methylation products, mass spectroscopy 2348. 

residues helix parameters evaluation 6668. 

specificity, ribonuclease U2 505. 

synthesis 5307. 

synthesis/physical properties, use-adenosine + adenosine (8- 
methyl) 136. 

Dinucleoside phosphates, 

analogues, cytosine (1-(6-hydroxyethoxymethyl))/adenine (9- 
(8-hydroxyethoxymethyl)) containing, synthesis, c.d. 5799. 

complementary complex, DNA conformation, models 1583. 

phosphoramidate analogues, synthesis 5798. 

photoionization, cations radicals, e.p.r. 3083. 

synthesis 5308. 

synthesis, Penicillium claviforme ribonuclease, acceptors 
modification, effects on 6656. 

Dinucleoside triphosphates, 

concentration, human bone marrow, anaemia 
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Dinucleoside triphosphates,(continued) 
(megaloblastic), uridine (deoxy), effects on 1854. 

Dinucleotides, 

see also specific nucleotides 

binding-ethidium bromide 2058. 

derivatives, activation-polystyrene sulphony! chloride, use- 
oligonucleotides synthesis 6634. 

imidazolides, synthesis, prebiotic reactions 733. 

initiation-phage T4 DNA transcription in vitro 1499. 

interaction-ribonuclease T1, kinetics 1159. 

Di-N-Oxide quinoxaline, 

derivatives, effects on Staphylococcus aureus 
deoxyribonuclease 1711. 

Dipropylnitrosamine, 

pretreatment, effects on DNA repair, guanine (O*-methyl) 
excision 7161. 

Dipyrone, 

effects on RNA/DNA content, placenta/liver, rats 4424. 

Discoglossus pictus, 

DNA biosynthesis during metamorphosis 2687. 

Distamycin, 

complex-DNA, spectroscopy (Raman) 2570. 

effects on calf thymus DNA properties 6118. 

Distamycin A, 

analogues, interaction-synthetic polydeoxyribonucleotides 
3432. 

binding-DNA, role-pyrroicarboxamide groups 3061. 

effects on DNA separation 951. 

inhibition-N-methyl-N-nitrosourea methylation-chromatin 
DNA 972. 

Disulfiram, 

inhibition-Rous sarcoma virus DNA polymerase (RNA- 
dependent)/eukaryotes cells DNA biosynthesis 545. 

pretreatment, effects on purines methylation-1,2- 
dimethylhydrazine, DNA, organs, rats 4277. 

5,5’-Dithiobis(2-Nitrobenzoic acid), 

reaction-calf thymus histone H3 2837. 

Dithranol, 

suppression-DNA biosynthesis, epidermal cells, skin, mice, 
radiation (u.v.), effects on 2708. 

Diurnal variations, 

DNA biosnthesis, lung cells, mice 5017. 

DNA, 

see also Satellite DNA 

A-form + B-form, boundary flexibility 1582. 

A-form/B-form, intercalation-adriamycin analogues 7013. 

A-form-B-form transition 977. 

A-type particles, occurrence-mammary gland tumour cells/ 
hybrids, mice 6941. 

accumulation, Bombyx mori silk gland, relationship-fibroin 
biosynthesis 2742. 

accumulation, rates, cerebellum, rats, relationship- TMP 
synthetase activity, hypothyroidism, effects on 5545. 

Acetabularia cliftonii chloroplasts, characterization 2656. 

N-acetoxy-2-acetylaminofluorene adducts formation, human/ 
mice cells, radioimmunoassay 6105. 

N-acetyl-2-acetylaminofluorene modified, antibodies, 
characterization 4532. 

acids degradation products, separation-chromatography 
(cation-exchange) 1553. 

Actinomyces viscosus /Actinomyces naeslundii strains, 
hybridization, comparison 7059. 

adducts-benzo(a)pyrene diol epoxide, fluorescence 6971. 

adducts-7-bromomethylbenz(a)anthracene, Chinese hamsters 
cells, inhibition-caffeine 2715. 

adenine + thymine-rich, binding-calf thymus histone H1 
5661. 
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adenine (1-methyl!) determination, use-chromatography (high- 
performance liquid) 3088. 

adenine-thymine base pair, electronic structure 1581. 

adeno-associated virus, structure, role-replicative 
intermediates 4318. 

adenovirus (bovine) 3, restriction endonuclease cleavage 
mapping 1002. 

adenovirus, homology 3725. 

adenovirus (humam) 2, complex-Escherichia coli RNA 
polymerase, poly (I), effects on 6410. 

adenovirus (human) 12, transcription regions. mapping 1003. 

adenovirus (human) 12-transformed rats cell lines, 
transforming sequence analysis 7043. _ 

adenovirus (human) 2, accumulation-nucleosomes-like 
particles, infected HeLa cells 6484. 

adenovirus (human) 2, complex-proteins, assays 1796. 

adenovirus (human) 2, content, transformed hamsters cell 
lines, analysis, methodology 6935. 

adenovirus (human) 2, expression-Acetabularia cells 4451. 

adenovirus (human) 2, hexon gene C-terminus, nucleotide 
sequence 3723. 

adenovirus (human) 2, interaction-wheat germ RNA 
polymerase II 7352. 

adenovirus (human) 2, nucleosomes-like subunits 4321. 

adenovirus (human) 2, occurrence-5’-terminus proteins 6533. 

adenovirus (human) 2, mRNA coding regions/leaders 
sequence junction, nucleotide sequence 2618. 

adenovirus (human) 2, termini, nucleotide sequence 6170. 

adenovirus (human) 2, termini inverted repeat, nucleotide 
sequence 6169. 

adenovirus (human) 2, 5’-terminus, binding-early infection 
proteins products 6532. 

adenovirus (human) 2, transcription-RNA polymerase III, 
infected HeLa cells, in vitro 3900. 

adenovirus (human) 2/adenovirus (human) 5, localization- 
Streptomyces stanfordii restriction endonuclease cleavage 
sites 6173. 

adenovirus (human) 2-SV40 hybrids, characterization 3726. 

adenovirus (human) 2/Xenopus oocytes, transcription-RNA 
polymerase II, fidelity-human/mice/amphibians, cells 7358. 

adenovirus (human) 5, replication in vitro 3794. 

adenovirus (human) 5, temperature-sensitive mutant/host 
range mutants, mapping 2620. 

adenovirus (human) 5, temperature-sensitive mutations, 
mapping 2622. 

adenovirus (human) 5, transforming fragments, nucleotide 
sequence 6171. 

adenovirus (human) 5 temperature-sensitive mutant, 
replication in vitro 425. 

adenovirus (human) 5 temperature-sensitive mutant-infected 
KB cells, characterization 6175. 

adenovirus (human 2, restriction endonuclease EcoRI 
fragments, mapping 6172. 

adenovirus, integration-transformed KB cells 1127. 

adenovirus (simian) 38, physicochemical properties 4949. a 

adenovirus (simian) 38, physicochemical properties/ 
restriction endonuclease maps 6174. 

adenovirus (simian) 7, transcription/replication, infected 
cells, monkeys 4383. 

adenovirus (simian) 7, transforming/tumorigenesis activity 
6337. 

adenovirus, structure/function, review 1334. 

adenovirus/papovavirus, mapping, review 4598. 

adriamycin complex, preparation 3665. 

affinity-histones, role-non-ionic interaction 1768. 

aflatoxin B1 adducts, identification, human bronchus/colon 
5456. 
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DNA,(continued) 

Akodon , characterization 6237. 

AKR cells, embryos, mice, AKR leukaemia virus isolation 
following transfection 1688. 

alkylation, sites/mechanisms 4290. 

alkylation-1,2-dimethylhydrazine, relationship-susceptibility- 
colon carcinogenesis, mice strains 2054. 

alk ylation-3,3-dimethyl-1-phenyltriazene, role-neuro- 
oncogenesis, rats 2580. 

alkylation-olgo (A) derivative 970. 

Allium , properties 3137. 

Allium cepa , characterization 3791. 

Allium cepa , uracil (bromo)-substitution, photosensitivity, 
effects on 4906. 

Amphidinium carterae , characterization 6223. 

Anabaena variabilis chromosomes, physicochemical 
properties 3764. 

analysis, adeno-associated virus autointerference 3724. 

analysis, arginine-deprived herpes simplex virus 1 2625. 

analysis, phage P! virions 5494. 

Angelotti, herpes simplex virus 1, genomes structure analysis, 
reassociation kinetics 3739. 

angiotensin structural gene, oligonucleotides synthesis 2030. 

antibiotics binding constants, determination 6099. 

antibodies, N-acetoxy-2-acetylaminofluorene-modified, 
purification/properties 580. 

antibodies, activity, immunoglobulin G, human serum 5653. 

antibodies, ammonium sulphate assays, evaluation 3936. 

antibodies, assays 1241, 5652. 

antibodies, assays, systemic lupus erythematosus, use- 
ethidium bromide fluorescence 3937. 

antibodies, assays, systemic lupus erythematosus 4528. 

antibodies, assays, systemic lupus erythematosus pleural 
effusion 5186. 

antibodies, binding avidity, serum, human systemic lupus 
erythematosus 5187. 

antibodies, detection, human Plasmodium falciparum 
infection 6456. 

antibodies, detection, systemic lupus erythematosus 1240, 
7408. 

antibodies, detection-haemagglutination (passive)/haemolysis 
2228. 

antibodies, detection-human multiple sclerosis/subacute 
sclerosing panencephalitis 2229. 

antibodies, determination, serum, human psoriasis 6459. 

antibodies, human systemic lupus erythematosus, 
characterization 2227. 

antibodies, human systemic lupus erythematosus, 
immunochemical characterization 7405. 

antibodies, induction-Bordetella pertussis , mice 5188. 

antibodies, production, normal/autoimmune mice 6460. 

antibodies, radioimmunoassay, methodology 2225. 

antibodies, relationship-subepidermal immunoglobulins 
deposits, systemic lupus erythematosus 4530. 

antibodies, serum content, systemic lupus erythematosus, 
diagnosis 1754. 

antibodies, systemic lupus erythematosus, purification/ 
characterization 3935. 

antibodies, systemic lupus erythematosus, binding properties 
3938. 

antibodies, use-connective tissue diseases diagnosis, children 
2830. 

antibodies complex, stability, systemic lupus erythematosus 
3286. 

antibodies detection, systemic lupus erythematosus 6457. 

antigen T N-terminus coding, BK virus, nucleotide sequence 
3728. 


antigens-stimulated human lymphocytes, coding-specific 
antibodies 7289. 

argF gene, Escherichia coli , restriction endonuclease 
mapping 6207. 

arrangement, injection-defective phage A 995. 

Ascaris suum , characterization/reassociation kinetics 4359. 

ascites tumour cells, pyrimidines rich regions, distribution 
5006. 

Aspergillus nidulans, degradation, induction-radiation (u.v.) 
6991. 

Aspergillus nidulans , purification 2018. 

assays, methodology 2548. 

assays, methodology, proteinase extraction 2014. 

assays, plasma, use-pulmonary embolism diagnosis 1682. 

assays, use-modified acriflavine-Feulgen reagent 2547. 

associated proteins, Streptococcus pneumoniae , purification 
2877. 

association-enzymes, rate 2566. 

association-histone H3/histone H4 2834. 

association-proteins, in vitro, adenovirus (human) 5 infected 
HeLa cells 4562. 

attachment-nuclei matrix, mammals cells 3295. 

Autographa californica nuclear polyhedrosis virus, 
restriction endonuclease analysis 1598. 

Autographa californica nuclear polyhedrosis virus, mapping 
3743. 

autologous, induction-lymphocytes transformation 3200. 

avian sarcoma virus, integration-infected cells, review 670. 

avian sarcoma virus, purification-infected QT6 cells, 
methodology 3059. 

avian sarcoma virus, restriction endonuclease mapping 2623. 

Azotobacter vinelandii , characterization/comparison- 
Escherichia coli 7060. 

B-form, adenine + thymine base pairs, electrostatic potential 
4289. 

B-form, caesium cations location, X-ray crystallography 
6953. 

B-form, electrostatic potential, backbone 7006. 

B-form, structure, poly d(A.T) models, X-ray diffraction 
7008. 

B-form-A-form transitions, induction-spermine/spermidine 
4295. 

Bacillus brevis , binding-RNA polymerase, inhibition- 
gramicidins, sporulation 1723. 

Bacillus licheniformis /Bacillus thuringiensis phage, 
degradation-restriction endonuclease EcoRI 485. 

Bacillus licheniformis phages, characterization 5491. 

Bacillus megaterium plasmids, restriction endonuclease 
cleavage mapping 4302. 

Bacillus stearothermophilus , resistance-N-methy]-N- 
nitrosourea/radiation (y)/radiation (u.v.) induced damage 
3810. 

Bacillus subtilis , cross-linking-nitrogen mustard, 
transformation, effects on 3682. 

Bacillus subtilis chromosomes/Staphylococcus aureus R 
factors, replication, hydroxyurea, effects on 3175. 

Bacillus subtilis mutants, replication/repair/recombination, 
review 3355. 

Bacillus subtilis phage 929, RNA polymerase binding sites/ 
transcription mapping 3709. 

Bacillus subtilis phage SPP 1, mapping/localization- 
replication origins 1588. 

Bacillus subtilis phage SPP1, restriction endonuclease 
fragments arrangement 4957. 

Bacillus subtilis phage SPP1, structure 4945. 

Bacillus subtilis restriction endonuclease recognition 
sequence, localization-methylated nucleotides 3753. 
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DNA,(continued) 


Bacillus subtilis spores, transcription asymmetry 3610, 3611. 


Bacillus subtilis spores/vegetative cells, temperature effects 
1604. 

Bacillus subtilis sporulation genes, cloning 1692. 

backbone, conformation 6129. 

backbone, conformational heterogeneity, n.m.r. 2064. 

backbone conformation determination, use-algorithms 6128. 

bacteria, characterization, heat transitions 6197. 

bacteria, purification, methodology 6949. 

bacteria, seawater hydrolysis kinetics 7295. 

bacteria genomes, size 5009. 

bacteria/phages, renaturation kinetics 1606. 

bacterial, uptake/fate-Euglena /Ochromonas /Polyedriella / 
Porphyridium /Scenedesmus 1115. 


Bacteroides melaninogenicus strains, base composition 4963. 


base composition, analysis-mass spectroscopy 2593. 

base composition, Bacillus 2638. 

base composition, cyanobacteria 6199. 

base composition, Enterobacter 3110. 

base composition, hepatocytes nuclei, rats, age, effects on 
410. 

base composition, Mycobacterium 3115. 

base composition, oncogenic bacteria 1603. 

base composition, plants 1057. 


base composition, plants, trifluoromethylphenyldimethylurea, 


effects on 4916. 

base composition analysis 4926. 

base stacking determination, optimized potential function 
373. 

bases, content, identification-Streptococcus mutans strains 
1034. 

bases, interaction 6127. 

benzo(a)pyrene adducts formation, human fibroblasts 5463. 

BHK-21 cells, binding-benz(a)anthracene/3- 


methylcholanthrene/7, 1 2-dimethylbenz(a)anthracene 6982. 


BHK-21 cells, cytosine (5-methyl) content 3134. 

BHK-21 cells, cytosine (5-methyl) distribution 1630. 

binding, effects on cis-dichlorodiammine platinum (II) 
antimitotic activity, normal/cancer cells 1683. 

binding, nonhistone proteins, characterization, erythroid 
cells, chickens 609. 

binding-N-acetoxy-2-acetylaminofluorene, linear dichroism 
3678. 

binding-2-acetylaminofluorene, liver nuclei, rats, activation 
5460. 

binding-acridine dimers, kinetics 6117. 

binding-acridine orange, fluorescence 966, 6103. 

binding-4’-(9-acridinylamino)methanesulfon-m-anisidide, 
inhibition-DNA polymerase (RNA-dependent) 958. 

binding activity, Haemophilus parainfluenzae membrane 
vesicles 6527. 

binding-aflatoxin B1 2046. 

binding-aflatoxin B1, adducts formation, Salmonella 
typhimurium 4270. 

binding agents, use-chromosomes labelling, mammals 1785. 

binding-3-amino- 1 -methyl-5H-pyrido[4,3-blindole, rats liver 
microsomes mediated 6988. 

binding-aminoquinone antibiotics, hydroxyl radicals 
formation, role-degradation 5453. 

binding-benzo(a)pyrene, human colon 2576. 

binding-benzo(a)pyrene, liver, rats, aryl hydrocarbon 
hydroxylase activity, effects on Doilits 

binding-benzo(a)pyrene, mice, comparison-strains 4895. 

binding-benzo(a)pyrene, mice skin in vivo/rats liver 
microsomes/nuclei, in vitro 3065. 

binding-benzo(a)pyrene, models systems 5465. 
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ape tall La derivatives, catalysis-peroxidase 

binding-benzo(a)pyrene diol epoxide 4275. 

binding-benzo(a)pyrene diol epoxide, inhibition-DNA 
biosynthesis in vitro 6284. 

binding-benzo(a)pyrene metabolites, embryo fibroblasts, 
mice 6972. 

binding-benzo(a)pyrene metabolites, hepatocytes, 3- 
methylcholanthrene-treated rats 2055. 

binding-benzo(a)pyrene metabolites, human lymphocytes/ 
liver microsomes 3671. 

binding-benzo(a)pyrene metabolites, liver, rats 1562. 

binding-benzo(a)pyrene metabolites, liver, mice, microsomes 
enzymes inducers, DNA 4274. 

binding-benzo(a)pyrene metabolites, lung, rats 1563. 

binding-benzo(a)pyrene/3-methylcholanthrene/7, 12- 
dimethylbenz(a)anthracene, human diploid fibroblasts 2053. 

binding-benzo(a)pyrene/3-methylcholanthrene, lung/liver, 
mice, comparison-in vivo/in vitro 3670. 

binding-chlorambucil, tumour-bearing rats 971. 

binding-chromatin nonhistone proteins, liver, chickens 7421. 

binding-coumarins/furocoumarins derivatives 4888. 

binding-daunomycinone/daunomycin/adriamycin, role- 
metals 4268. 

binding-dexamethasone-receptors complex, liver, rats 6997. 

binding-diazobenzyloxymethyl paper, use-RNA assays 2972. 

binding-dibenzo(a,e)fluoranthene, microsomes, liver 1564. 

binding-dichlorodiammine platinum II, thiourea, effects on 
7099. 

binding-7,12-dimethylbenz(a)anthracene, foetal/maternal 
tissues, rats 3673. 

binding-7,12-dimethylbenz(a)anthracene, mammary gland 
organ culture, mice, relationship-carcinogenesis 4901. 

binding-7, 12-dimethylbenz(a)anthracene, spectroscopy 
(fluorescence) 348. 

binding-7,12-dimethylbenz(a)anthracene/benzo(a)pyrene, 
embryo cells, hamsters, light, effects on 2574. 

binding-7, 12-dimethylbenz(a)anthracene trans-3,4- 
dihydrodiol metabolites 1565. 

binding-distamycin A, role-pyrrolcarboxamide groups 3061. 

binding-Escherichia coli catabolite activator protein 3663. 

binding-estradiol-receptor complex, uterus, mice, inhibition- 
Cibacron blue 5682. 

binding-ethidium bromide 2058. 

binding-ethidium bromide, thermodynamics 3667. 

binding-ethidium bromide derivatives 6104. 

binding-ethidium bromide bis-phenanthridinium salt 1572. 

binding-ethidium bromide/guinacrine hydrochloride, 
histones, effects on 4537. 

binding ethidium homodimers/ethidium-acridine 
heterodimers 1573. 

binding-ethidium monoazide, fluorescence 3078. 

binding-ethinyloestradiol/oestrone, liver, rats 3080. 

binding-N-2-fluorenylacetamide, assays 6979. 

binding-glucocorticoid receptors, analysis 364. 

binding-HeLa cells DNA polymerase a 1736. 

binding-histones, dissociation/reassociation 601. 

binding-7-hydroxymethyl>-12-meth ylbenz(a)anthracene, 
embryo cells, mice, comparison-7, 12- 
dimethylbenz(a)anthracene 6108. 

binding/intercalation-bis(10-methyl)acridinium chloride 4927. 

binding-lanthanum/yttrium 6954. 

binding-lysine-rich histones, e.s.r. 7418. 

binding-matrix protein, nuclei, mice 3984. 

binding-3-methylcholanthrene metabolites 2060. 

binding-mitomycin C, guanine specificity 4285. 

binding-netropsin, radiation (u.v.), effects on 6116. 
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DNA,(continued) 


binding-nonhistone proteins, chromatin, induction-N-acetoxy- 


2-acetylaminofluorene 4552. 

binding-nonhistone proteins, liver, rats, reassociation kinetics 
5001. 

binding-nonhistone proteins, liver, rats, hybridization- 
mRNA, sequence complexity 7463. 

binding-nonhistone proteins, sequence specificity 4541. 

binding-oestradiol receptors complex, rats 2059. 

binding-polycyclic hydrocarbons, characterization 4904. 

binding-polycyclic hydrocarbons, skin, mice, assays 4903. 

binding properties, human serum 7480. 

binding-proteins, mapping, electron microscopy 1299. 

binding-psoralen 3-(a,a-dimethylallyl) derivatives 4890. 

binding-quinomycin C/triostin A/triostin C, sequence 
specificity 333. 

binding-receptors, Bacillus subtilis , inhibition-EDTA 1133. 

binding site, glucocorticoid receptor, liver, rats, pyridoxal 
phosphate, effects on 654. 

binding sites, DNA-unwinding protein phage T4 642. 

binding sites, Escherichia coli ribosomal protein S1, 
structure/properties 1290. 

binding sites, Escherichia coli ribosomal protein S1, 
specificity/cooperativity 1291. 

binding-terbium, measurement 2038. 

binding-tetracycline-metals complex 4269. 

bisulphite + O-methylhydroxylamine-modified, antibodies 
use-structure analysis 7406. 

BK virus, cleavage, restriction endonuclease, mapping 383. 

BK virus, nucleotide sequence, homology-SV40 4323. 

BK virus, restriction endonuclease fragments, mapping 3729. 

Bk virus, restriction endonuclease mapping 2074. 

BK virus, splicing regions, nucleotide sequence 7046. 

BK virus/JC virus/SV40, homology 7045. 

bleomycin, effects on, review 4607. 

Bombyx mori ; silk fibroin genes, mapping 399. 

bound proteinase, characterization 3996. 

breakage, hydrodynamics shearing, computer programs, 
models 7004. 

breakage, induction-ellipticine derivatives, L1210 cells 6995. 

breakage activity, bleomycins, relationship-fluorescence 
quenching-iron 6092. 

breakage-bleomycin, role-microsomes 3666. 

7-bromomethylbenz(a)anthracene adducts, excision, normal/ 
DNA repair defective human cells 2714. 

Bursaria truncatella , characterization 7071. 

C-type virus, integration-Bevi gene, man cell hybrids 2753. 

C-type virus, mice, restriction endonuclease analysis 4326. 

Caenorhabditis elegans , nucleotide sequence changes during 
development/evolution 4986. 

calf thymus, binding-acridine/10-methylacridine 967. 

calf thymus, binding-benzo(a)pyrene-7,8-dihydrodiol9, 10- 
oxide, linear dichroism 2575. 

calf thymus, binding-cis-diammineplatinum (II)/trans- 
diammineplatinum) (II), spectroscopy (X-ray) 2565. 

calf thymus, binding-ellipticine, characterization 3081. 

calf thymus, binding-spermine (bis(methidium)) 1576. 

calf thymus, c.d./spectroscopy (u.v.), methylmercury, effects 
on 6245. 

calf thymus, complex-benzo(a)pyrene derivatives, 
fluorescence 4897. 

calf thymus, interaction-DNA unwinding protein 2271. 

calf thymus, interaction-poly(lysyl-alanine)/poly(lysyl-D- 
alanine) 3132. 

calf thymus, interaction-poly(lysyl-glycine)/poly(lysyl- 
alanine)/poly(lysyl-valine)/poly(lysyl-leucine)/poly(lysy!- 
phenylalanine) 3133. 


calf thymus, interaction-porphyrins ligands 6244. 

calf thymus, interaction-sterigmatocystin 3680. aay 

calf thymus, molecular weight/conformation, ultrasonication/ 
radiation (y), effects on 5003. 

calf thymus, physical properties 2670. 

calf thymus, properties, distamycin binding, effects on 61 18. 

calf thymus, radiation (y)-treated, radioprotection-superoxide 
dismutase/cysteine/glutathione 3073. 

calf thymus, reaction-benz(a)anthracene derivatives 6974. 

calf thymus/Clostridium perfringens /Escherichia coli / 
Micrococcus luteus , conformation, c.d. 6198. 

calf thymus/salmon spermatozoa, helix-coil transitions, 
conformational analysis, n.m.r. 7093. 

Calliphora vicina , size/nucleotide sequence 2661. 

carnivores, occurrence-Macaca arctoides C-type virus 
related sequence 4257. 

cauliflower mosaic virus, cloning-Escherichia coli 3212. 

cauliflower mosaic virus, restriction endonuclease mapping 
6196. 

cellular homogenates, assays, fluorescence enhancement 
4873. 

cellulose, binding-dexamethasone-receptors complex 2042. 

cellulose, preparation, methodology 3659. 

channel catfish virus, restriction endonuclease mapping 6176. 

chickens, ovalbumin genes, cloning 483. 

chickens, transfer-embryos 1681. 

chickens fibroblasts, avian myelocytomatosis virus 
tumorigenesis genes nucleotide sequence detection 7098. 

chickens ovomucoid genes, mapping/electron microscopy 
302: 

Chinese hamsters cells, sensitivity-cis-dichlorodiammine 
platinum IT 6956. 

Chlamydomonas chloroplasts, modification/restriction, role- 
methylation 4437. 

Chlamydomonas reinhardtii chloroplasts, restriction 
endonuclease mapping 3766. 

chloroplast, expression, Zea mays plastid, during light- 
induced development 417. 

chloroplasts, plants, content 3657. 

chloroplasts, plants, fluorescence, use-4'6-diamidino-2- 
phenylindole probes 3656. 

chloroplasts, Spinacia , transcription/translation, 
Escherichia coli cell-free system 4100. 

chloroplasts, Spinacia oleracea , asscciation-photosynthesis 
membrane vesicles 6944. 

chloroplasts/nuclei, plants, melting, structure 6258. 

chloroplasts/nuclei, plants, Triton X-100, effects on 4369. 

chromatids, spermatozoa, mice, isolation/characterization 
7447. 

chromatin, digestion-nuclease, intercalation-ethidium 
bromide, effects on 3879. 

chromatin, liver, mice, degradation 487. 

chromatin, liver, rats, adenine (N-methyl) release, N-methyl- 
N-nitrosourea, effects on 4551. 

chromatin, methylation-N-methyl-N-nitrosourea, inhibition- 
spermine/distamycin A 972. 

chromatin, nuclei, calf thymus, benzo(a)pyrene binding/ 
distribution 5200. 

chromatin, nuclei, liver, rats, methylation/degradation 6040. 

chromatin, structure/nuclease sensitivity 5479. 

chromosomes, denaturation/reassociation 5477. 

chromosomes, Rhizobium trifolii /Rhizobium meliloti / 
Rhizobium japonicum , restriction endonuclease analysis, 
mutants identificatin 6211. 

circular, Crithidia acanthocephali kinetoplasts, restriction 
endonuclease cleavage sensitivity, heterogeneity 3759. 

circular, Epstein-Barr virus, size, infectious mononucleosis- 
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derived human lymphoblastoid cell lines 3732. 

circular, in vitro mutagenesis 2602. 

circular, isolation-phage f1 replicative form DNA 3661. 

circular, plants, chloroplasts, electron microscopy 3136. 

circular, plasmids, isolation, methodology 1554. 

circular, Schizosaccharomyces pombe , characterization 
S515: 

circular double-stranded, packing, Escherichia coli 
nucleoids, models 4341. 

cleavage, neocarzinostatin, nucleotides specificity 343. 

cleavage-neocarzinostatin, activation/inactivation 2044. 

cleavage-neocarzinostatin, light/oxygen, effects on 341. 

cleavage-restriction endonuclease Bsu, use-Y chromosome 
translocation diagnosis 3239. 

cloned, complementary-corticotropin-B-lipotropin precursors, 
cattle, nucleotide sequence 3779. 

cloned, complementary-ovalbumin mRNA, transcription- 
Xenopus laevis oocytes 6370. 

cloned, complementary-Xenopus laevis vitellogenin mRNA, 
characterization 4361. 

cloned, expression-plasmid pK B280 carrying Escherichia 
coli minicells 3871. 

cloned, R factor NR! mutants, analysis 3093. 

cloned fragments, Drosophila melanogaster , RNA 4S- 
coding, characterization 2662. 

cloned segments, Drosophila melanogaster heat shock 
proteins genes, analysis 6228. 

clones, mice, immunoglobulins light chain genes-containing, 
characterization 1625. 

cloning, immunoglobulin genes. mice 2744. 

cloning, phage A recombinants plasmids 1117. 

cloning, use-Bacillus subtilis hosts 5077. 

closed circular, phage PM-2, interaction-hedamycin 6101. 

closed circular, quantitation, methodology 6080. 

closed circular, Rous sarcoma virus, characterization 3747. 

closed circular, SV40, separation, methodology 5451. 

closed/nicked, phage PM2, helix-coil transitions 2613. 

Clostridium perfringens plasmids characterization 4337. 

coding-Epstein-Barr virus RNA, Burkitt's lymphoma, 
analysis 3733. 

coding-RNA fractions, infected Nawalma cells, Epstein-Barr 
virus genomes 2624. 

ColE1, binding-bleomycin 2579. 

ColE1, breakage-mutagens/pesticides 4280. 

ColE1-types-containing phage Aimm21 hybrids, immunity 
6351. 

Collb, restriction endonuclease analysis 7019. 

compact particles, formation, salts, effects on 7009. 

comparison-K virus/polyoma virus 1013. 

complementary, globin, rabbits, purification, use- 
recombinant plasmids 2027. 

complementary, globins, embryos, mice, cloning-plasmid 
pBR322 7284. 

complementary, immunoglobulins heavy chains, mice, 
cloning/nucleotide sequence analysis 7090. 

complementary, nucleotide sequence homology, potato 
spindle tuber viroid 1481. 

complementary, phage MS2, containing plasmid pBR322, 
construction/characterization 7249. 

complementary, phage MS2, containing plasmid pBR322, 
insertion sequence |, identification 7250. 

complementary, phage MS2, synthesis, primers requirement 
4070. 

complementary, potato spindle tuber viroid, biosynthesis/ 
characterization, in vitro 1600. 

complementary-avian sarcoma virus genomes 5/-terminus, 


DNA polymerase (RNA-dependent) elongation, Triton X- 
100, effects on 6436. 

complementary base pairs, electrostatic potentials 372. 

complementary base-pairs, hydration 367. 

complementary-cadang-cadang disease virus-associated 
RNA, biosynthesis/characterization 6195, 

complementary-chickens preproalbumin, cloning 1556. 

complementary-crystallin, embryos, chickens, cloning/ 
characterization 7281. 

complementary-Friend leukaemia virus genomes, 
characterization 6181. 

complementary-f-globin, rabbits, insertion-SV40, 
transcription-kidney cells, monkeys 3869. 

complementary-immunoglobulins light chain mRNA, 
characterization 1051. 

complementary-leghaemoglobin, preparation/ 
leghaemoglobin genes localization, Glycine max 2169. 

complementary-oestrogen-induced mRNA, liver, chickens, 
cloning 7280. 

complementary probes, chrysanthemum stunt viroid, 
synthesis/characterization 1019. 

complementary-procollagen, embryos, chickens, clones, 
construction/characterization 6371. 

complementary-prolactin, pituitary tumour cells, rats, 
isolation/characterization 5525. 

complementary-prolactin mRNA, GH cells, use-regulation 
probes 6925. 

complementary-protamine, synthesis/characterization 5519. 

complementary-rabbits f-globin, point mutations, cloned 
plasmids 2089. 

complementary-mRNA, electron microscopy 3777. 

complementary-rRNA 5S, liver, rats, synthesis 7094. 

complementary-Salmo gairdnerii protamine mRNA, 
cloning 7279. 

compiementary-turnip yellow mosaic virus RNA, 
characterization 1601. 

complex-actinomycin D, spectroscopy (Raman) 2066. 

complex-caffeine, deuterium n.m.r. 2039. 

complex-daunorubicin, antitumour activity, Ehrlich ascites 
tumour, mice 7231. 

complex-daunorubicin, sensitivity-normal/leukaemia (acute 
nonlymphatic) cells 7233. 

complex-daunorubicin, uptake/fate, embryo fibroblasts, rats 
7228. 

complex-daunorubicin, use-human leukaemia (acute 
nonlymphoblastic) treatment 7235. 

complex-daunorubicin, use-leukaemia (acute nonlymphatic) 
treatment 7232. 

complex-daunorubicin/daunorubicinol, pharmacokinetics, 
rabbits 3198. 

complex-daunorubicin/doxorubicin, affinity constants 
determination 7222. 

complex-daunorubicin/doxorubicin, toxicity/pharmacology, 
mice, comparison 7227. 

complex-daunorubicin/doxorubicin, uptake, human 
leukaemia cells 7229. 

complex-daunorubicin/doxorubicin, use-chemotherapy, 
review 6552. 

complex-daunorubicin/doxorubicin, use-leukaemia (acute)/ 
bronchogenic carcinoma treatment 7234. 

complex-doxorubicin, effects on malignant diseases, children 
7230. 

complex-dyes, c.d. 3668. 

complex-ethidium bromide, treatment-Trypanosoma cruzi - 
infected mice strains 6968. 

complex-ethidium bromide/actinomycin D/ 9-aminoacridine/ 
proflavine, structure 3077. 
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complex-gene 5 DNA-binding protein, n.m.r. 2230. 

complex-histone H1, aggregation, ionic strength, effects on 
4539. 

complex-histone H1/histone H2A/histone H4, structure, 
comparison, spectroscopy (i.r.) 7419. 

complex-histone H3 + histone H4, formation-nucleosomes- 
like structure 2838. 

complex-histones, digestion, nucleosomes cores formation, 
characterization 4547. 

complex-histones, physical properties, erythrocytes, chickens 
602. 

complex-histones models, synthesis/characterization 4538. 

complex-irehdiamine A, conformation 337. 

complex-metals, dielectric dispersion 980. 

complex-metals, spectroscopy (u.v.) 6955. 

complex-netropsin, c.d. 2571. 

complex-netropsin/distamycin, spectroscopy (Raman) 2570. 

complex-nonhistone proteins, mice, characterization, 
centrifugation 3957. 

complex-platinum (II), structure 2587. 

complex-poly (lysyl-aminoacyl-alanyl), c.d. 1559. 

complex-poly(lysine) copolymers, chromatin models, heat 
denaturation, ethylene glycol effects on 6480. 

complex-proteins, adenovirus (human) 2-infected KB cells 
3988. 

complex-quinacrine mustard, bacteria, fluorescence 4273. 

complex-tyrocidine, characterization, dissociation-gramicidin 
D 1560. 

conalbumin genes, chickens, mapping 6235. ss 

concatemeric, formation, phage T1 DNA replication 1591. 

condensation, chloroplasts, Chlamydomonas reinhardtii 
zygotes 3765. 

condensation, phage T7, cations, effects on 6168. 

condensation, theories 6135. 

condensed from ethanol solutions, c.d./X-ray 
crystallography 4925. 

conformation, alcohols-water solvents 3690. 

conformation, carcinogens, effects on, review 4577. 

conformation, chromatin/histones/nonhistone proteins 
complex, spectroscopy (i.r.) 4917. 

conformation, chromatin/nucleosomes subunits 4543. 

conformation, interaction N-hydroxy-2-aminofluorene, 
effects on 4300. 

conformation, models 6134. 

conformation, models, dinucleoside phosphates 
complementary complex 1583. 

conformation, nucleosomes, erythrocytes, chickens, c.d. 
1049. 

conformation, nucleosomes cores particles, n.m.r. 5217. 

conformation, phage gX174, effects on free radicals 
induction-proflavine 6112. 

conformation, solutions 2589. 

conformation, tetramethylammonium, effects on 3696. 

conformation kinetics 4288. 

conformational analysis 5475. 

conformations, DNA-binding protein/DNA-unwinding 
protein, effects on, review 6545. 

conformations stability, salts, effects on 7001. 

conjugation-benzo(a)pyrene metabolites, tnicrosomes, UDP- 
glucuronic acid, effects on 5461. 

containing, particles, human carcinoma cell lines, 
characterization 4263. 

content, Acanthamoeba castellanii /Acanthamoeba 
polyphaga /Acanthamoba rhysodes /Acanthamoeba 
culbertsoni /Acanthamoeba royrea 2552. 

content. Aedes aegypti spermatozoa 320. 


content, Amoeba proteus , during interphase 4259. 

content, Anabaena cylindrica , nucleotide peptide, effects on 
2128. 

content, Balanoglossus claviger chromosomes 2863. 

content, Bombyx mori development 2130. 

content, Bombyx mori silk gland 321. 

content, Bombyx mori spermatocytes 2019. 

content, brain/testis/ovary, rats, age, effects on 1549. 

content, calvaria, rats, vitamin D3, effects on 4261. 

content, Chlamydomonas reinhardtii /Pandorina morum / 
Volvox carteri , during growth/cell division 7195. 

content, Columba livia , radiation(y), effects on 2114. 

content, cornea, assays 6942. 

content, distribution, tumour cells, kinetics, model 6934. 

content, Drosophila polytene chromosomes, temperature, 
effects on 5231. 

content, EMT6 cells, during cell cycle 2733. 

content, epidermis cells, mice, cantharidin, effects on 7200. 

content, Euglena gracilis , environmental factors, effects on 
6937. 

content, fossils, Amphibia /Pisces 1546. 

content, Fraxinus americanus cells 1552. 

content, Funaria hygrometrica 445. 

content, granuloma, lung, rabbits 2023. 

content, heart cells, mice 3652. 

content, homologous chromosomes 3979. 

content, human brain, age, effects on 7207. 

content, human buccal smears 3056. 

content, human myelocytes, relationship-size 1639. 

content, human spermatozoa 1551. 

content, integuments/abdominal muscle/digestive gland, 
Crangon crangon 2556. 

content, Ipomoea batatas roots, Rhizopus stolonifer 
infection, effects on 4435. 

content, Lilium candidum , during development 604. 

content, liver cells, rats, effects on RNA biosynthesis 265. 

content, liver/kidney, mice, starvation, effects on 7201. 

content, Nicotiana mesophyll protoplasts, N-methyl-N- 
nitrosourea, effects on 2123. 

content, normal/leucosis, rats, copper sulphate, effects on 
450. 

content, nuclei, male gametophytes, Datura innoxia 5447. 

content, Olisthodiscus luteus chloroplasts, plastids variation, 
effects on 5444, 

content, Orytolagus cuniculus chromosomes 6519. 

content, Paramecium tetraurelia macronuclei, regulation 
5015. 

content, Periplaneta americana , actinomycin D/dimethoate, 
effects on 5041. 

content, Petunia hybrida , during development 324. 

content, Phaseolus vulgaris leaves, adenine (benzyl), effects 
on 841. 

content, Phractolaemus ansorgei 4871. 

content, placenta/liver, rats, dipyrone, effects on 4424. 

content, prosencephalon, rats, hypoxia, effects on 455. 

content, Rana 2020. 

content, regulation/life cycles variation, Tetrahymena 
thermophila 2553. 

content, Rhizobium 6088. 

content, Rhodnius prolixus /Triatoma infestans nuclei 2558. 

content, RNA biosynthesis/protein biosynthesis dependence, 
Bacillus subtilis spores 4213. 

Saccharomyces cerevisiae , autolysis, effects on 

0. 

content, Sclerotinia sclerotiorum , during growth, 
phosphorus, effe332 7194. 

content, Solanum tuberosum tubers, development 2171. 
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content, spermatozoa, cattle 1550. 

content, Streptoverticillium mycoheptinicum spores during 
germination 3829. 

content, testis, rats, age, effects on 839. 


content, Tetrahymena pyriformis /Tetrahymena thermophila 


macronuclei/micronuclei 4869. 

content, Tetrahymena thermophila macronuclei, regulation 
5016. 

content, vagina/cervix squamous cells, diethylstilboestrol- 
treated human 322. 

content, ventricle, rats 2021. 

content, Zea mays /Triticum anthers, ethrel-induced sterility, 
effects on 3844. 

content variation, nuclei, plants organs 4875. 

copies, effects on Moloney leukaemia virus infection, mice 
cells 2740. 

cotranscripts, viruses + hosts, occurrence-adenovirus 
(human) 5 infected KB cells 892. 

covalent binding-benzo(a)pyrene diol expoxides, fluorescence 
4896. 

Crithidia fasciculata kinetoplasts, characterization 6213. 

Crithidia luciliae kinetoplasts, RNA transcription 2649. 

cross-linking, induction-fluorescent light, mice cells 349. 

cross-linking-cis-diamminedichloroplatinum(II)/trans- 


diamminedichloroplatinum(II), mice leukaemia L1210 cells, 


kinetics 1571. 

cross-linking-histones, radiation (u.v.)-induced, nuclei, calf 
thymus, histones isolation 2240. 

cross-linking-proteins, mammalian cells, induction- 
carcinogens 6107. 

cross-linking-proteins, phage T7, radiation (u.v.) + hydrogen 
peroxide-induced 7466. 

cross-linking-proteins, platinum(II) diamminedichloride, 
leukaemia cells, mice 6985. 

cross-links, human skin, electron microscopy 3786. 

Cuscuta reflexa infected Medicago, cytosine (5-methyl) 
content 6259. 

cutting-endonuclease, Schizophyllum , during meiosis 7302. 

cyanobacteria plasmids, characterization 3701. 

cytochrome c genes, yeasts, transcription regulation 6865. 

cytomegalovirus, characterization 1594. 

cytomegalovirus, replication/persistence, lymphoblastoid cell 
lines 7110. 

cytosine (5-methyl) content, during liver carcinogenesis 6255. 

cytosine (5-methyl) content, during ontogeny, rats, 
hydrocortisone, effects on 3144. 

cytosine containing, phage T4, restriction endonuclease 
mapping 6164. 

cytosine-containing, phage T4, restriction endonuclease 
mapping 6167. 

cytosine/cytosine (5-methy]) ratio, quantitation, methodology 
5729: 

cytosine-substituted, phage T4, restriction endonuclease 
analysis 5497. 

cytosine-substituted, phage T4, use-restriction endonuclease 
assays 7293. 

damage, carcinogens-induced, liver, mice, evaluation 6970. 

damage, Chinese hamsters cells, induction-nitrosoureas 3068. 


_damage, detection, use-uridine (5-hydroxymethyldeoxy) 


assays 1350. 

damage, HeLa cells, radiation (u.v.)-induced 5469. 

damage, human cells, induction-benzo(a)pyrene 2051. 

damage, human lymphoblastic cells, adriamycin derivatives, 
effects on 6963. 

damage, induction-4'-(9-acridinylamino)-N- 
methanesulphonyl-m-anisi, leukaemia L1210 cells 355. 
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damage, induction-tallysomycin, mechanisms 5454. 

damage, mice, induction-1,2-dimethylhydrazine 3674. 

damage, phototherapy intermittent 351. 

damage, quantitation, use-sister chromatid exchange 7452. 

damage, radiation-induced, Chinese hamsters cells 6298. 

damage agents, lethal interaction-radiation (u.v.), Escherichia 
coli , modification 5546. 

damage-azaserine/neutral red/(N-methyl-N-nitroso- 
carbamyl)-L-ornithine, pancreas, rats 4902. 

damage-cigarette smoke condensates, human lymphocytes 
7002. 

damage-macromycin, Novikoff hepatoma ascites cells 6102. 

damage-muagens, granuloma, rats 6987. 

damage-neocarzinostatin, mechanisms 3079. 

damage-nitrofurantoin, human fibroblasts 354. 

damage/recovery, carboquone treatment, AH-109A cells 356. 

damaged, guanine (7-methy!) release-Escherichia coli uracil- 
DNA glycosidase 7399. 

damaged, human fibroblasts, endonuclease cleavage 1162. 

Daucus carota , reassociation kinetics, gibberellic acid, 
effects on 2675. 

defective, herpes simplex virus 1, origin 4327. 

defective, herpes simplex virus 1, serial passage, 
characterization 3736. 

defective, rescue-herpes simplex virus 1 temperature-sensitive 
mutant 1687. 

defective herpes simplex virus 1, electron microscopy 384, 
1595. 

defective human cytomegalovirus, molecular weight 6177. 

defects, haemoglobin Lepore 4795. 

degradation, Bacillus stearothermophilus 2679. 

degradation, Escherichia coli , inhibition-radiation (y) + 
sodium chloride 2706. 

degradation, Escherichia coli minicells, endonuclease 
deficient mutant 5119. 

degradation, nuclei/chromatin, liver, rats, radioprotective 
agents, effects on 4403. 

degradation, radiation (u.v.)-induced, Escherichia coli , 
exonuclease activity 6377. 

degradation, Staphylococcus aureus rec mutants 3684. 

degradation-deoxyribonuclease I, kinetics 4481. 

degradation enzymes, distribution, cattle snouts epidermis 
1701. 

deletion, foetal globin genes expression, man, 
characterization 6373. 

denaturation-acetic acid, use-in situ hybridization 360. 

denaturation-radiation (u.v.), role-cyclobutane dimers 974. 

denatured, modification-dibromoethylacetate 4913. 

dense double-stranded, uridine (5-bromodeoxy)-induced, 
CHO cells, characterization/association-sister chromatid 
exchange 1631. 

densonucleosis virus, molecular weight determination 3730. 

deoxyribonuclease I sensitive/resistant regions, brain, rats, N- 
methyl-N-nitrosourea treatment, alkylation products 
removal 7297. 

deoxyribonuclease I-treated, chromatin, liver, rats, 
methylation-dimethylnitrosamine 4276. 

deoxyribonuclease single-stranded/double-stranded 
breakage, measurement, methodology 2170. 

deoxyribonucleoproteins, degradation-deoxyribonuclease II, 
polypentose sulphate, effects on 6376. 

detection, methodology 4255. 

detection-electron microscopy, methodology, review 5250. 

detection-methylated cytosine, use-restriction endonuclease 
MspI 4924. 

determination, use-ethidium dimers 6082. 

determination structure, use-immunochemistry 2592. 


99 


Subject Index 


hile ane a es en ee i ee 


DNA,(continued) 

Dicrostonyx torquatus chionopaes , characterization 3131. 

dietary, mice, pyrimidines/purines metabolism 2725. 

diethylnitrosamine treated liver, rats, thymidine (O?-ethyl) 
formation 5466. 

dimeric subunits, solvents accessibility 852. 

dimethylnitrosamine-induced damage, liver, rats 6296. 

dimethy!nitrosamine-treated rats, guanine (7-methyl) 
distribution 1052. 

dissociation-proteins, models/chromatin 648. 

distribution, determination, methodology 2015. 

distribution, hamsters cheek pouch epithelium, circadian 
rhythms 1547. 

distribution, Heteropneustes fossilis muscles 4870. 

distribution, human cervical carcinoma 5446. 

distribution-Drosophila melanogaster 948. 

DNA 5S, transcription-Xenopus oocytes 4813. 

DNA 5S, Xenopus borealis oocytes, nucleotide sequence 
BAD 

donors, size, effects on Streptococcus pneumoniae 
transformation 5107. 

donors-recipients complex, transformed Bacillus subtilis 
2762. 

double helix, guanosine (deoxy)-carcinogens adducts, models 
3063. 

double helix, mechanical properties 6138. 

double helix structure, theories 5472. 

double-stranded, antibodies, assays, human hepatitis (chronic 
active)/cirrhosis 2829. 

double-stranded, antibodies, assays, methodology 4529. 

double-stranded, antibodies, detection, methodology 579, 
3285, 6461. 

double-stranded, antibodies, human systemic lupus 
erythematosus, detection, methodology 5651. 

double-stranded, antibodies, radioimmunoassay 7409. 

double-stranded, antibodies levels, systemic lupus 
erythematosus 6458. 

double-stranded, binding-netropsin, nucleotide sequence, 
effects on 6122. 

double-stranded, chromosomes, HeLa cells, covalent linkage- 
chromatin RNA 6512. 

double-stranded, complementary-conalbumin, chickens, 
cloning 5608. 

double-stranded, complex-ethidium bromide, fluorescence 
decay 3693. 

double-stranded, encephalomyocarditis virus, circular-linear 
conversion 4951. 

double-stranded, flexibility/molecular weight, 
photooxidation, effects on 3089. 

double-stranded, formation-Escherichia coli DNA- 
unwinding protein 643. 

double-stranded, £-globin/y-globin genes, sheep, synthesis/ 
cloning/characterization 7288. 

double-stranded, mercury electrodes adsorption, structure, 
effects on 6133. 

double-stranded, phage A, uptake-Nicotiana protoplasts 
5581. 

double-stranded, phages, heads morphogenesis, review 2291. 

double-stranded, radiation (u.v.)-treated plasmids/phages, 
transformation-Escherichia coli 7242. 

double-stranded, selective staining-4',6-diamidine-2- 
phenylindole 6967. 

double-stranded, serum binding, human diseases 6463. 

double-stranded, structure, models 4922. 

double-stranded, SV 40, interaction-calf thymus/wheat germ 
RNA polymerase II, comparison 7353. 

double-stranded, Zea mays endosperm, integration-plasmid 


pBR322, zein clones isolation/characterization 6375. 

double-stranded breakage, rejoining 432. 

double-stranded fragrnents, phage gX174/phage fd, stability 
mapping 2071. 

double-stranded intermediates, oncornavirus (avian), analysis 
2629. 

double-stranded/single-stranded, anticomplementary effects 
581. 

doxorubicin complex, pharmacokinetics, cancer, children 
3199. 

Drosophila melanogaster , heat shock gene sequences, 
cloning 482. 

Drosophila melanogaster , repeated genes, heat shock locus 
400. 

Drosophila melanogaster , RNA polymerase II initiation 
sites, quantitation 7350. 

duplex, thermal stability 407. 

dynamics, ionic strength, effects on, quasielastic light 
scattering 4287. 

E-strand, polyoma virus, transcription during infection 2497. 

early fragments, SV40, mapping 2635. 

effects on autoantibodies production, radiation-treated mice 
3287. 

effects on chromosome aberrations, radiation (y), rats 3331. 

effects on phage T4 DNA-binding protein structure 1286. 

Ehrlich ascites tumour cells, bleomycin, effects on 6965. 

Ehrlich ascites tumour cells, isolation-replication branching 
sites 4883. 

Ehrlich ascites tumour cells, strands breakage- 
aminoquinones 362. 

electrochemical insolubilization, metals, effects on 5473. 

electron microscopy, book 655. 

electron microscopy, persistence length determination 6136. 

electron microscopy, use-phosphotungstic acid 1542. 

electrophoresis gels elution, methodology, use-mRNA 
analysis, Zea mays endosperm 6767. 

ellipticine/daunorubicin complex, cytotoxicity, leukaemia 
cells 5585. 

embryo cells, mice, binding-17£-oestradiol 6962. 

embryos, chickens, purification/identification-cytosine (5- 
methyl)/uracil 1048. 

enzymatic removal-guanine(O*methyl), mammals cells 
extracts 2122. 

epidermis, guinea-pigs, photochemical cross-linking-psoralen 
derivatives, electron microscopy 7088. 

epidermis, mice, binding-benzo(a)pyrene, dose dependency 
6975. 

Epstein-Barr virus, detection, use-hybridization 317, 1543. 

Epstein-Barr virus, restriction endonuclease fragments, 
nucleotide sequence/mapping 1005. 

Epstein-Barr virus, sequence variability 6179. 

Epstein-Barr virus, tandem repeated sequence, mapping 7048. 

Epstein-Barr virus, termini structure 7049. 

Epstein-Barr virus, transformed cells, nucleosomes structure 
Si. 

i eign chickens, pyrimidine oligonucleotides isolation 

19. 

erythrocytes, ducks, modification-benzo(a)pyrene diol 
epoxide, effects on chromatin structure/reconstitution 4894. 

Escherichia coli , arabinose operon, nucleotide sequence 
1025. 

Escherichia coli , base composition, uracil (5-bromo), effects 
on 5268. : 

Escherichia coli , binding-membranes, role-DNA replication 
initiation 3827. 

Escherichia coli , binding-oligo (A) derivatives 6961. 

Escherichia coli , binding-wild type/mutants lactose 
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repressor 5681. 

Escherichia coli , complex-membranes, composition/DNA 
biosynthesis products characterization 5569. 

Escherichia coli , cross-linking-light + trimethylpsoralen, 
induction/detection/DNA repair 6289. 

Escherichia coli , degradation, induction-ozone 7296. 

Escherichia coli , degradation, recA gene products, effects on 
5610. 

Escherichia coli , hydroxyapatite chromatography, silver/ 
mercury, effects on 328. 

Escherichia coli , lysis, restriction endonuclease cleavage 
31135 

Escherichia coli , quantitation, methodology, use-methyl 
green 6081. 

Escherichia coli , radiation (y), thymine-containing products, 
characterization 6114. 

Escherichia coli , radiation (u.v.), effects on 3151. 

Escherichia coli . segregation-F lac factor 1557. 

Escherichia coli , strands breakage, induction-drying 4971. 

Escherichia coli arabinose operon araBAD promoter, 
nucleotide sequence 1026. 

Escherichia coli argF gene, isolation/cloning/ 
characterization 6204. 

Escherichia coli /chickens erythrocytes, melting temperature, 
radiation (u.v.) + nitrosamines, effects on 6992. 


Escherichia coli chromosomes, insertion-R factor RP4 4445. 


Escherichia coli chromosomes/plasmids, sensitivity- 
restriction endonuclease 1145. 

Escherichia coli F factors, restriction endonuclease mapping 
1607. 

Escherichia coli F factors tra gene, mapping 4304. 

Escherichia coli mutants, association-cell membranes 7225. 

Escherichia coli plasmid AP1, electron microscopy 5483. 

Escherichia coli piasmid ColE1, isolation/physica] 
properties 984. 

Escherichia coli R factors, use-genes transformation 2748. 


Escherichia coli tRNA Trp genes containing, structure 4966. 


Escherichia coli /Salmonella typhimurium , release, 
phagocytosis bactericidal activity determination 3197. 
ethylnitrosourea damaged, guanosine (O°-ethyldeoxy), 
radioimmunoassay 4035. 
Euglena gracilis , chloroplasts, base composition 
heterogeneity 4358. 
Euglena gracilis , nucleotide sequence organization 7080. 
Euglena gracilis chloroplasts, coding tRNA, cytoplasm 
polyribosomes 2167. 
Euglena gracilis chloroplasts, mapping-rRNA gene regions 
1616. 
Euglena gracilis chloroplasts, mapping-rRNA 16S 
complementary sequence 6224. 
Euglena gracilis chloroplasts, transcription regions, 
mapping 1035. 
eukaryotes, genes isolation 2562. 
eukaryotes, genomes organization, replication, review 1314. 
exchange, lymphocytes-fibroblasts, cell culture 5586. 
“excretion, human tonsil lymphocytes 472. 
exogenous, effects on ageing, human fibroblasts, in vitro 
3847. 
exogenous, effects on radiation (X) treated Chinese hamsters 
cells survival 5584. 
exogenous, effects on thymocytes, rats 5587. 
exogenous, uptake-L cells, stimulation-a-globulin 4438. 
extraction, use-agarose gels 2026. 
F’ factors, Escherichia coli , restriction endonuclease EcoRI 
fragments, self-replication 7239. 
feline syncyticum-forming virus proviruses, size/structure 
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7050. 

films, dehydration/denaturation, temperature effects 1580. 

Flavobacterium odoratum , heterogeneity 1608. 

a-foetoprotein genes, insertion-plasmid pBR322, clones 
identification 6342. 

fold-back sequence, localization, chromosomes/nuclei, Scilla 
sibirica / Secale cereale /mice 1280. 

foldback, transposition, review 657. 

folded, Spinacia chloroplast, electron microscopy 2094. 

folding, nucleosomes, models 3698. 

folding-arginine-rich histones 593. 

folding-N-terminus-lacking histones, HeLa cells 597. 

formation-benzo(a)pyrene diol epoxide adducts, microsomes 
catalysis, liver, rats, ethoxyquin feeding, effects on 5462. 

formation-psoralen monoadducts, irradiation 2061. 

y-fraction, Saccharomyces cerevisiae , segregation, meiosis 
319; 

fractionation, chromatography (hydroxylapatite thermal) 630. 

fragmentation, mammalian cells, replication unit size 4366. 

fragments, accumulation, HeLa cells, (UMP incorporation 
728. 

fragments, adenovirus (bovine) 3, transformation-BALB/3T3 
cells 1126. 

fragments, adenovirus (human) 12, transformation-rats cells 
5595. 

fragments, agarose gel, transfer-diazobenzyloxymethyl-paper/ 
hybridization-dextran sulphate 6945. 

fragments, chromosomes, Saccharomyces cerevisiae , 
isolation/characterization, use-leu2 gene containing plasmids 
6951. 

fragments, cloning, use-yeasts vectors 4465. 

fragments, complementary-adrenocorticotropin/f-lipotropin 
mRNA, mice, cloning/sequence analysis 5523. 

fragments, complementary-human a-globin/f-globin/y- 
globin/nucleotide sequence, DNA recombinant plasmids, 
isolation/nucleotide sequence 2560. 

fragments, detection, methodology 5439. 

fragments, eukaryotes, role-plasmids genes promoters 3850. 

fragments, HeLa cells, mitochondria, replication origin- 
containing, nucleotide sequence 3788. 

fragments, hepatitis B virus, cloning-plasmid pBR322, 
expression-Escherichia coli 5597. 

fragments, herpes simplex virus 1, cloning-phage A vectors 
5092. 

fragments, hybridization-polynucleotide ligase, kinetics 7396. 

fragments, immunoglobulins light chains genes, nucleotide 
sequence 7089. 

fragments, isolation, methodology 2024. 

fragments, Moloney sarcoma virus, induction- 
transformation, fibroblasts, mice 3210. 

fragments, ovalbumin genes regions, chickens, isolation/ 
mapping 4939. 

fragments, phage Mu, containing, plasmids, characterization 
4440. 

fragments, phage P1, cloning-phage A vectors, 
characterization 7036. 

fragments, phage 434, nucleotide sequence 1585. 

fragments, R factor R1drd19 replication origin, nucleotide 
sequence 5490. 

fragments, SV40 chromosomes, analysis 3751. 

furanose rings, conformation flexibility 369. 

Galleria mellonella nuclear polyhedrosis virus, size 4956. 

Galleria mellonella polyhedrosis virus, structure, electron 
microscopy 5500. 

Galliformes , distribution-chickens endogenous oncornavirus 
sequence 7087. 

gene 1, phage T7, nucleotide sequence 7040. 
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genes, , mice, introns detection 7283. 

genes, f-lactamase, Escherichia coli , repeated segments, 
isolation/characterization 7064. 

genes, lipoproteins, Escherichia coli , restriction 
endonuclease mapping 7061. 

genes quantitation, errors 4292. 

genome, mice, organization 4999. 

genomes, chickens, organization-histones genes 4993. 

genomes, chickens, restriction endonuclease mapping, 
detection-endogenous proviruses sequence 6234. 

genomes, Chlamydomonas reinhardtii chloroplasts, inverted 
repeat sequence 7078. 

genomes, Epstein-Barr virus, integration-Burkitt lymphoma 
cells 7262. 

genomes, feline sarcoma virus strains, nucleotide sequence 
homology 6180. 

genomes, human spermatozoa, characterization 3787. 

genomes, Lupinus augustifolius , sequence folding, isolation/ 
characterization 7102. 

genomes, Methanobacterium thermoautotrophicum , 
organization 7069. 

genomes, Neurospora crassa , nucleotide sequence 
-complexity/organization 7073. 

genomes, nucleotide sequence organization, liver, Gallus 
domesticus 4994. 

genomes, phage P1/phage P7, restriction endonuclease 
analysis, comparison 7037. 

genomes, Phaseolus aureus /Phaseolus vulgaris /Brassica 
oleracea /Brassica nigra , comparison 7103. 

genomes, Pisaster ochraceous , sequence organization 5518. 

genomes, Schizophyllum commune , characterization 7077. 

genomes, Shope papilloma virus, detection-benign/malignant 
tumours, rabbits 6360. 

genomes, SV40/SA 12 virus/stump-tailed macaque virus, 
sequence homology 5503. 

genomes/chromatin, African green monkeys, repeated 
sequence, organization 7096. 

B-globin genes, #-thalassaemia, restriction endonuclease 
mapping 6248. 

globin-specific, chromatin, distribution 615. 

Glycine max genomes, sequence organization 4370. 

Haemophilus influenzae , cloned, uptake-Escherichia coli 
6366. 

Haemophilus influenzae plasmid pLU121/plasmid 
pFR16017, characterization/transfer 3096. 

Halobacterium halobium plasmids, characterization 7020. 

hamsters embryo cells, uridine (5-bromodeoxy) + radiation 
(u.y.), induction-neoplastic transformation 960. 

heat denaturation, analysis 2596. 

heat denatured, density-sodium iodide gradients, temperature/ 
ethidium bromide, effects on 4346. 

HeLa cells, damage-DNA 2043. 

HeLa cells, methylation patterns 3135. 

HeLa cells, neocarzinostatin-induced damage/DNA repair 
7174, 

HeLa cells, radiation (u.v.), pyrimidine dimers excision 2717. 

HeLa cells/RFL cells chromatin/phage A, double-stranded 
breakage-adrenalone aromatic reductones 358. : 

Heliothis nuclear polyhedrosis virus, characterization 2075. 

Heliothis zea nuclear polyhedrosis virus, characterization 
4332. 

helix, dimensions/distribution function 5480. 

helix, superhelix formation 5481. 

helix parameters, X-ray diffraction 6123. 

hepatitis B virus, cloning-Escherichia coli , restriction 
endonuclease mapping 5498, 6182. 


hepatitis B virus, detection-liver tumours, human 1544. 

hepatitis B virus, genomes, cloning, Escherichia coli 3862. 

herpes simplex virus, accumulation-nuclei 947. 

herpes simplex virus, arrangement, infected cells 3738. 

herpes simplex virus, characterization, review 4597. ’ 

herpes simplex virus, detection-infected trigeminal ganglion, 
mice 1061. \spigil 

herpes simplex virus, drug resistance, phosphonoacetic acid, 
loci, mapping 3735. 

herpes simplex virus, expression-transformed cells, review 
659. 

herpes simplex virus, infected cells, cleavage-nuclease, 
structure probes 5499. 

herpes simplex virus, mapping 3734. 

herpes simplex virus, occurrence-bound proteins 7471. 

herpes simplex virus 1, bound proteins, mapping, electron 
microscopy 7472. 

herpes simplex virus 1, Escherichia coli /calf thymus RNA 
polymerase transcripts, size/sequence analysis 4166. 

herpes simplex virus 1, photoinactivation-psoralen derivatives 
345. 

herpes simplex virus 1, repetitive sequences, diploidy 385. 

herpes simplex virus 1, restriction endonuclease analysis, 
herpes simplex virus 1 1596. 

herpes simplex virus 1, transfection-human lymphoblastoid 
cell lines 4453. 

herpes simplex virus 1, transformed cells, hamsters, efficiency 
of plating, enhancement 5073. 

herpes simplex virus | x herpes simplex virus 2 recombinants, 
mapping 1007. 

herpes simplex virus 2, transformation-embryo cells, 
hamsters 5091. 

herpesvirus, activation-C-type virus, BALB/c cells 1114. 

herpesvirus (equine) 1, transformation/transfection activity 
5583. 

herpesvirus, intramolecular recombination, models 4329. 

herpesvirus, Tupaia belangeri \ymphosarcoma, restriction 
endonuclease EcoRI analysis 6183. 

herpesvirus (turkey), homology-Marek's disease virus 4328. 

Herpesvirus papio, lymphoblastoid cell lines, baboons, 
characterization 7051. 

Herpesvirus saimiri , methylation-lymphoid tumour cell lines 
pips 

Herpesvirus saimiri/Herpesvirus ateles, induction-tumours, 
Saguinus 1679. 

herring sperm, fragments, isolation 330. 

heteroduplex formation, nicking-free pathway 7018. 

high molecular weight, containing, metaphase chromosomes, 
CHO cells, isolation 5230. 

high molecular weight, dielectric properties, determination 
2590. 

high molecular weight complementary reverse transcription 
products, Moloney leukaemia virus 6274. 

histidine operon, Salmonella typhimurium , cloning-phage 
M13 7276. 

histones complex, transcription-Saccharomyces cerevisiae 
RNA polymerase II 1728. 

one uptake, nuclei, Matthiola incana seedlings 
6341. 

homology, Aeromonas 5507. 

homology, Agrobacterium Ti plasmid 3094. 

homology, Arthrobacter /Brevibacterium 4962. 

homology, Bacillus , electrophoresis 3109. 

homology, Bacillus anthracis /Bacillus cereus /Bacillus 
thuringiensis 4336. 

nore, Caulobacter /Asticcacaulis /Prosthecobacter 
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homology, chickens/ducks/quails/ostriches 1623. 

homology, Clostridium thermohydrosulfuricum /Clostridium 
tartarivorum /Clostridium thermosaccharolyticum 2640. 

homology, Drosophila melanogaster /Drosophila virilis 
chromosomes 2088. 

homology, Mycobacterium 1030. 

homology, octopine/nopaline Ti plasmid, Agrobacterium 
tumefaciens 4309. 

homology, Staphylococcus aureus /Staphylococcus 
intermedius 1033. 

homology, Streptococcus mitior 2645. 

homology, Synechococcus cedrorum /Anacystis nidulans 
plasmids 3700. 

homology, umbelliferae 5535. 


hosts, integration-tick-borne encephalitis virus genomes 2761. 


hosts cells, degradation, herpes simplex virus infection/ 
replication 2147. 

hosts cells, Rauscher leukaemia virus proteins binding 
specificity 7474. 

human, cloned, 6-globin/a-globin genes, isolation/ 
characterization 2563. 

human, cross-linking, induction-acetaldehyde 3082. 

human, damage-N-acetoxy-2-acetylaminofluorene/7, 1 2- 
dimethylbenz(a)anthracene, carcinogenesis 957. 

human, fractionation 331. 

human, a-globin genes organization, restriction endonuclease 
mapping 2671. : 

human, rRNA gene isolation 2028. 

human fibroblasts cell lines, pyrimidine (O-ethy!) removal 
rates 6302. 

human insulin, oligonucleotides fragments, synthesis/ 
purification-chromatography (reversed-phase) 4059. 

human leukaemia (acute) cells, reassociation kinetics 5007. 

human leukaemia cells, homology-RNA, Moloney leukaemia 
virus 7100. 

human lymphoblastoid cell lines, occurrence-initiator RNA 
5932. 

human lymphocytes, aplastic anaemia, characterization 411. 

human lymphocytes, chemicals-induced damage, sister 
chromatid exchange 7448. 

human lymphocytes, incorporation-cytidine (deoxy) 3405. 

human peripheral blood cells, content during leukaemia 
(acute) treatment, analysis 4874. 

human plasma, concentration/size distribution 6250. 

human tumours, adenovirus (human) 4 sequence analysis 
5005. 

hybrid, occurrence-Bloom’s syndrome fibroblasts 2022. 

hybridization-RNA, genomes characterization, C-type virus, 
mice 4325. 

hybrids, purification, methodology 834. 

hydrates, stability, temperature effects 2595. 

hydrogen bonds, ethylnitrosourea reactivity 6109. 

hypochromism, relationship-nucleotides content 61 2 

immobilized, interaction-poly (lysine) 6096. 

immobilized, use- mRNA polyoma virus purification 4151. 

‘immune complexes, formation, radiation (u.v.), effects on, 
mice 3934. 

Ina-flacherie virus, characterization 1009. 

inactivation-radiation (y), oxygen, effects on 3074. 

incorporation-uridine (5-bromodeoxy), Nicotiana tabacum 
resistant cell lines 2340. 

induction-histamine release, human leucocytes (basophilic), 
rheumatoid arthritis/systemic lupus erythematosus 929. 

induction-mitomycin C, SV40 transformed cells, mice 1131. 

infected embryo cells, chickens, avian sarcoma virus/avian 
leukosis virus genomes integration sites 5607. 
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inhibition-microtubules formation, brain, pigs 1558. 

injection-Drosophila embryos, effects on-eye colour 6339. 

insertion-Escherichia coli ColE1, effects on colicin immunity 
3202. 

insertion mutagenesis, Pseudomonas aeruginosa R factor 
R91-5 5086. 

insertion-phage A deletion mutant, transposition 5088. 

insertion sequence |/chloramphenicol antibiotic resistance- 
containing phage Mu, electron microscopy 1586. 

insertion sequence 2, nucleotide sequence 3703. 

insertion sequences, phage fl hybrids-plasmid pSC 101, 
characterization 5493, 

insolubilized, preparation, methodology 4876. 

integrated donors, Streptococcus sanguis , translocation, 
inhibition-ethidium bromide 5106. 

integration, association-transformation, Bacillus subtilis , 
mechanisms 479, 1690. 

integrity, liver, rats, haemorrhagic shock, effects on 5075. 

interaction-aclacinomycin A 6098. 

interaction-acridines, mutagenesis, base pairs substitution 
5457. 

interaction-actinomycin D 7-substituted analogues 2567. 

interaction-amines, putrescine diphosphates structure, X-ray 
crystallography, models 4923. 

interaction-amines, thermodynamics 4286. 

interaction-9-aminoacridine, fluorescence 6966. 

interaction-aminoacridine/aminobenzacridine 2048. 

interaction-anthracyclines 2049. 

interaction-anthracyclines, voltammetry/polarography 1574. 

interaction-benzo(a)pyrene derivatives 3064. 

interaction-bis-(2-guanidoethyl)-disulphide, conformation, 
effects on 3686. 

interaction-bleomycin 2568. 

interaction-bleomycin, bases, release 2569. 

interaction-calf thymus nonhistone proteins 6473. 

interaction-carminic acid derivatives 6119. 

interaction-5a,6a-cholesterol oxide 6097, 6976. 

interaction-copper, kinetics/thermodynamics 4884. 

interaction-daunorubicin, localization-Ehrlich ascites tumour 
cells 965. 

interaction-dexamethasone-receptors complex, liver, rats 
5246. 

interaction-4’,6-diamidine-2-phenylindole/4’,6- 
dicarboxyamide-2-phenylindole, fluorescence 344. 

interaction-2,7-diamino-9-fluorenones/N-vinylnucleobases 
363. 

interaction-dianhydrogalactitol, Yoshida sarcoma cell culture 
1577; 

interaction-cis-dichlorodiammine platinum (II), review 5711. 

interaction-cis-dichlorodiammine platinum (II), relationship- 
DNA repair 6093. 

interaction-4,8-dimethyl-5’-carboxypsoralen 4272. 

interaction-DNA gyrase, mechanisms 1747. 

interaction-drugs, review 4594. 

interaction-dyes, review 2901. 

interaction-1,1/-ethylene-bis(1-nitrosourea) 5467. 

interaction-formaldehyde-amines reaction products 1578. 

interaction-furocoumarins 1561. 

interaction-histone H1 2245. 

interaction-histone H1, deoxyribonucleoproteins double 
fibres formation 7420. 

interaction-histone H1, phosphorylation, effects on 6474. 

interaction-histone H1 subfragments, c:d./viscosity 3948. 

interaction-histones, chromatin replication regions 3303. 

interaction-histones, nucleosomes cores assembly 3949. 

interaction-N-hydroxy-1-naphthylamine, role-carcinogenesis 
3067. 
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interaction-low molecular weight peptides, calf thymus 6095. 


interaction-lysine + amino acids (aromatic) copolymers 5471. 


interaction-metronidazole 4284. 

interaction-mitomycin B 963. 

interaction-mitomycin C 340. 

interaction-nonhistone proteins, liver, mice, specificity 2850. 

interaction-nonhistone proteins, models 7424. 

interaction-oligo (arginine) 2040. 

interaction-phage T4 DNA unwinding protein, kinetics 1288. 

interaction-phage T4 DNA-unwinding protein 3982. 

interaction-phenosafranine, base composition, effects on 
4889. 

interaction-phytohormones, chirality/stereochemistry 1575. 

interaction-platinum compounds, antitumour agents, review 
4596. 

interaction-proteins, assays 4886. 

interaction-proteins, assays, fluorescence 3339, 3341. 

interaction-proteins, equilibrium/kinetics 5241. 

interaction-quinacrine derivatives, n.m.r. 969. 

interaction-rhodium 6960, 7012. 

interaction-ribonuclease/Escherichia coli ribosomal protein 
S1, binding constants determination 4266. 

interaction-spermine, X-ray scattering/c.d. 359. 

interaction-tyrosine-containing peptides 3664. 

interaction-violamycin, spectroscopy 5455. 

intercalating agents, antitumour activity 1579. 

intercalation, mechanisms 2588. 

intercalation-daunomycin/adriamycin, role- 
deoxyribonuclease I inhibition 3234. 

intercalation-diacridines 2050. 

intercalation specificity, role-backbone unwinding 6126. 

intermediates, avian sarcoma-leucosis virus, cleavage sites- 
Aspergillus oryzae nuclease S1 2768. 

intracellular, adenovirus (human) 5, termini, bound proteins 
detection 7469. 

inverted repeat sequence, mastocytoma cells, mice, 
distribution/methylation 7101. 

ions, effects on, review 12. 

irradiated, free radicals formation, 1-(2-hydroxy-3- _ 
methoxypropy])-2-nitroimidazole, effects on 6989. 

irradiated lymphocytes, alkaline denaturation, kinetics, 
relationship-single-stranded breaks frequency 5468. 

isolation, use-hydroxyapatite chromatography (column) 
3651. 

isolation-agarose gels, methodology 5448. 

isolation-herpes simplex virus infected cells, methodology 
4880. 

isolation-Streptomyces , methodology 2561. 

JC virus, restriction endonuclease cleavage mapping 3740. 

K virus genome, characterization 4331. 

KB cells, damage, labelled thymidine combination-frog virus 
3, effects on 6599. 

KB cells, photoinactivation-neutral red 5459. 

KB cells, strands scission-macromomycin 4912. 

kidney/liver, rats, reaction-N-hydroxy-4-acetylamino-4- 
fluorobipheny! 6980. 

Kilham rat virus, 3'-terminus nucleotide sequence 7053. 

kinetoplasts, Crithidia acanthocephali , partial transcription 
6857. 

kinetoplasts, structure/function, review 4005. 

kinetoplasts, Trypanosoma cruzi , characterization- 
sedimentation analysis 4978. 

labelled 3’-terminus, nucleotide sequence determination, 
methodology 3695. 

labelled thymidine incorporation, skin, rats, dibutylin/ 
tributylin/1-chloro-2:4-dinitrobenzene, effects on 5555. 


labelling, Aspergillus nidulans pyr mutant 2554. J . 

Lattuca sativa , cytosine (5-methy]) content, gibberellic acid, 
effects on 1073. 

leghaemoglobin genes, Glycine max , cloning 6374. 

Legionnaire’s disease agent, characterization 2646. 

Leishmania tarentolae kinetoplasts, components, isolation 
4881. 

length, effects on nucleosomes structure, reconstitution 6492. 

lesions, induction-radiation, liver, rats, Cosmos-690, satellites 
3070. 

leukaemia cells, mice, trans-dichlorodiammine platinum (II)- 
induced cross-linking-proteins, quantitation, methodology 
6542. 

leukaemia cells, mice, quantitation-intercalating agents- 
induced strands breaks 6251. 

levels, macrophages, assays 3057. 

ligation, chromatin, neurons/glial cells/liver nuclei, guinea- 
pigs 6265. > 

linear, Pseudomonas aeruginosa , transformation/ 
transfection 6338. 

linear/circular, Escherichia coli /phage PM-2, binding- 
sibiromycin, effects on density 4339 

linear/closed circular, murine leukaemia virus, restriction 
endonuclease cleavage mapping 3741. 

linkage-chromosomes, Escherichia coli F factors, roleeRNA 
4442. 

lipoproteins genes, homology, Enterobacteriaceae 4965. 

liver, ats, methylated purines production, removal 
mechanisms 1652. 

liver, hepatitis B patients, transfection-BSC cells 2739. 

liver, rats, damage-dimethylnitrosamine, deuterium isotopes, 
effects on 6978. 

liver, rats, DEAE-cellulose fractionation, structure defects 
5526. 

liver, rats, dimethylnitrosamine, purines methylated 
formation, hypophysectomy, effects on 3675. 

liver, rats, guanine (O%-methyl) excision, 
dimethylnitrosamine, effects on 7159. 

liver, rats, interaction-glucocorticoids receptors complex, 
kinetics 3995. 

liver, rats, interaction-vinyl chloride 4279. 

liver, rats, transcription-RNA polymerase 515. 

liver/kidney, rats, alkylation-1,2-dimethylhydrazine, 
inhibition-aminoacetonitrile 4899. 

liver/kidney, rats, dimethylnitrosamine-induced guanine (O*- 
methyl) formation 1567. 

liver/kidney, rats/mice, guanine (O°-methyl) removal, 
inhibition-dimethylnitrosamine 1089. 

liver mitochondria, rats, heterogeneity 409. 

localiztion-Chlamydomonas chloroplasts 5443. 

low molecular weight, scrapie agents, detection, hamsters 
5441. 

low molecular weight extrachromosomal, purification 956. 

lung, mice strains, binding-3-methylcholanthrene 6981. 

lung cells, Chinese hamsters, damage-cis-dichlorodiammine 
platinum II/trans-dichlorodiammine platinum II, comparison 
6959. 

Lymantria dispar nuclear polyhedrosis virus, 
characterization 6188. 

pi i cells, damage-N-acetoxy-2-acetylaminofluorene 

73. 

Lytechinus variegatus spermatozoa/embryos, cytosine (5- 
methyl) content 3123. 

L1210 cells, cross-linking-nonhistone proteins, bis(2- 
chloroethyl) methylamine 961. 

magnetic fields, effects on 4919. 

mammalian, construction/evolution/nearest-neighbour ratio 
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determination 4995. 

mammalian cells, radiation (u.v.) induced strands breakage, 
tryptophan/riboflavin, effects on 4910. 

mammalian cells, radiation (u.v.)-treated, survival rates 352. 

mammalian cells, replication initiation sites, spatial 
distribution, statistical analysis 4367. 

mammary gland, rats, guanine (O*%-methyl) accumulation, N- 
methyl-N-nitrosourea, effects on 6984. 

mammary gland tumours, mice strains, mammary tumour 
virus proviruses sequence detection 6086. 

mammary tumour virus, endogenous, comparison-normal/ 
feral mice 4454. 

mammary tumour virus, integration sites-hepatoma cells, 
rats, characterization 3864. 

mammary tumour virus, integration-viruses infected normal 
mammary gland/tumours, mice 3863. 

mammary tumour virus-specific, distribution-chromosomes, 
mice 4258. 

mapping (physical), herpes simplex virus | x herpes simplex 
virus 2 recombinants 1018. 

Marek’s disease virus, comparison-herpesvirus (turkey) 4952. 

Marek’s disease virus, integrated-tumour cell lines, chickens 
7054. 

measles virus proviruses, detection-systemic lupus 
erythematosus 5440. 

measurement, use-diaminobenzoic acid 945. 

mediated, adenine phosphoribosyltransferase genes transfer, 
cells, mammals 5116. 

mediated, transformation, Neurospora crassa 7275. 

melanoma cells, hamsters, uridine (5-bromodeoxy) 
distribution, cytidine (deoxy), effects on 7095. 

melting curve analysis, use-nucleotide sequence 
determination 3691. 

membrane-bound, sedimentation changes, Escherichia coli , 
during amino acids starvation, RNA biosynthesis inhibition, 
effects on 3613. 

membranes complex, Bacillus subtilis, DNA repair, N- 
methyl-N-nitrosourea, effects on 4396. 

membranes complex, Bacillus subtilis , purification 2876. 

mercurated, stability, reassociation/nuclease S1 digestion, 
effects on 2063. 
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SV40, supercoiling, requirement-Xenopus laevis oocytes 
factors 1306. 

SV 40, transcription initiation following infection 3582. 

SV40, transcription/translation-tumours antigens/capsid 
protein, Xenopus laevis oocytes 3211. 

SV40, transcription-Xenopus oocytes, role-RNA polymerase 
II 6279. 

SV40 antigen T deletion mutant, nucleotide sequence 
analysis 5506. 

SV40 deletion mutant, nucleotide sequence analysis 3752, 
5504. 

SV40 deletion mutant, MRNA 16S leaders sequence- 
containing, construction/analysis 6194. 

SV40 minichromosomes, transcription-RNA polymerase, 
calf thymus/Escherichia coli 6825. 

SV40 temperature-sensitive mutant, restriction endonuclease 
cleavage patterns 2634. 

synthesis, angiotensin structural gene, fragments ligation, 
DNA ligase 2037. 

synthesis, angiotensin structural gene, sequence analysis 
2036. 

synthesis, angiotensin structural gene fragments 2029, 2031, 
2032, 2033, 2034, 2035. 

synthesis, avian myeloblastosis virus DNA polymerase + 
associated ribonuclease H 7364. 

synthesis, protecting groups removal, role-neighbouring 
groups 4661. 

synthetic oligonucleotides, X-ray crystallography 4064. 

Syrian hamsters embryos cells, binding-7, 12- 
dimethylbenz(a)anthracene/5-fluoro-7, 12- 
dimethylbenz(a)anthracene, comparison 6977. 

tannin-containing plants, isolation 332. 

terbium complex, fluorescence 1930. 

terbium fluorescence, reaction-guanines 847. 

termini, Epstein-Barr virus, detection-repeated sequence 6178. 

5’-terminus, oligonucleotides addition, phage T4 RNA ligase 
3928. 

5'-terminus complex-proteins, adenovirus, assays 5243. 

testis, Locusta migratoria /Acrida exaltata , quantitation 
6938. 

testis/liver, rats, binding-hedamycin 339, 592. 

Tetrahymena pyriformis macronuclei, characterization 1037. 

Tetrahymena pyriformis mitochondria, rRNA gene 
org£ization 2651. 

Tetrahymena pyriformis mitochondria, rRNA gene 
sequence/position 2652. 

Tetrahymena thermophila , characterization, comparison- 
micronuclei/macronuclei 4977. 

Thermoplasma acidophilum , associated histones-like 
proteins, role 2243. 

thymidine (5',6'-dihydroxydihydro) production, heat 
pretreatment, cells, effects on 6999. 

thymidine incorporation, brain, rats, electric shock, effects on 
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DNA,(continued) 
3179. 

er eeth incorporation, DNA-suppressing factor, effects on 

64. 

thymus, cattle, stimulation-poly (ADP-ribose) polymerase 
6340. 

“any rats, cleavage Serratia marcescens endonuclease 

183. ; 

thymus, rats, reassociation kinetics assessment, methodology 
6125. 

thymus/bone marrow, rats, degradation-radiation (X) 6994. 

Ti plasmid, Agrobacterium tumefaciens , mutants, 
identification/restriction endonuclease mapping 4933. 

Ti plasmid, homologous sequence, role-oncogenicity 2749. 

Ti plasmid, nucleotide sequence homology, role-oncogenicity 
7029. 

Ti plasmid, occurrence-plants tumours 3207. 

Tipula paludosa baculovirus, characterization 7044. 

dTMP-enriched, production/expression, Bacillus subtilis 
phage SP15 1643. 

tra gene-carrying phage A, characterization 3712. 

transcription, adenovirus (human) 5, transformed cell lines 
1979. 

transcription, assays 259. 

transcription, embryos cell lines, mice, uridine (S-iododeoxy), 
effects on 6878. 

transcription, Neurospora crassa mutants 2166. 


transcription, phage gh-1-infected Pseudomonas putida 6001. 


transcription, SV40-infected monkeys cells, regulation 
models 6826. 

transcription activity, Zea mays /Tulipa kaufmanniana , 
during differentiation, parenchyma cells 300. 

transcription complex, electron microscopy, SV40 infected 
kidney cells, mice 3944. 

transcription-endogenous RNA polymerase, liver 
nucleoplasm, rats 4187. 

transfection, phage ge, fate-Bacillus subtilis 2750. 


transfer, Agrobacterium tumefaciens Ti plasmid, review 5714. 


transfer/expression, Agrobacterium tumefaciens - 
transformed plant cells 1132. 

transformation, Bacillus subtilis , mutagenesis 1134. 

transformation, Streptococcus pneumoniae /Streptococcus 
sanguis , enhancement-proteinases 1680. 

transformation ability, Streptococcus sanguis , nascent RNA 
removal, effects on 7226. 

transformation-Neurospora crassa 2165. 

transforming, Haemophilus influenzae , inctivation- 
proflavine 4271. 

transforming DNA, adenovirus (human), characterization 
4320. 

triple-stranded, formation, phage T4 DNA ligase 1749. 

Triticum durum /Secale cereale /Triticale , genomes 
complexity, comparison 7104. 

Triticum /Secale , sequence organization 1059. 

Trypanosoma cruzi kinetoplasts, characterization 1038. 

Trypanosoma equiperdum kinetoplasts, characterization 
4348. 

tumours ascitic fluid, characterization 2674. 

turnover, Escherichia coli , effects on DNA repair, radiation 
(u.v.) induced damage 5548. 

ultrasonics 4921. 

unwinding, role-nonhistone proteins high mobility group, calf 
thymus 7422. 

unwinding-fluorescein mercuric acetate, pH/sodium 
concentration, effects on 7011. 

uptake, protoplasts, plants 473. 

uptake, specificity, Neisseria gonorrhoeae transformation 


4460. 

uracil (5-bromo)-containing, phage T4, radiation (u.v.), 
effects on 6993. 

uracil (bromodeoxy) distribution, embryo cells, rats, 
relationshp-chromatin nucleoproteins organization 3958. 

uracil-containing, replication, relationship-Bacillus subtilis 
DNA polymerase III 3264. 

uracil-containing/methylated, reaction-DNA glycosylase, 
human lymphoblastoid cells 7391. 

uracil incorporation/excision, Escherichia coli 
uridinetriphosphatase/uracil-DNA glycosylase mutants 4397. 

Ureaplasma urealyticum , base composition 2637. 

uridine (5-bromodeoxy)-containing, phage A, restriction 
endonuclease digestion 3236. 

uridine (5-bromodeoxy)-supstituted, affinity-oestrogen 
receptor, uterus, rabbits 1801. 

uridine (bromodeoxy)-substituted, Allium cepa cells, 
radiation, cell cycle mapping 6046. 

uridine (bromodeoxy)-substituted, chromatin, CHO cells, 
radiation (u.v.) fractionation 5212. 

uridine (5-bromodeoxy)-substituted, Pisum sativum , 
induction-phenylalanine ammonia-lyase/pisatin 6609. 

uridine (5-bromodeoxy)-substituted regions, distribution, 
determination, methodology 3694. 

uridine (5-halo) substituted, interaction-oestrogen receptors 
5470. 

uridine (halodeoxy)-substituted, Syrian hamsters cells, 
actinomycin D binding enhancement 5522. 

vaccinia virus, cross-linking during replication 5023. 

vaccinia virus, length heterogeneity, cloning, effects on 2636. 

vaccinia virus, replication-monkeys cells, nuclei inactivation, 
effects on 5022. 

vaccinia virus, structure, inverted terminal repetition, electron 
microscopy 1017. 

vaccinia virus, transcription, characterization 898. 

vaccinia virus, transcription in vivo 6827. 

vaccinia virus/fowlpox virus/juncopox virus, 
characterization/molecular weight determination 1016. 

vaccinia virus/rabbit poxvirus, termini inverted repeats 1015. 

Vandeleuria oleracea C-type virus, characterization 4324. 

vectors, construction, use-phages x ColE1 hybrids 3855. 

very fast sedimenting DNA, phage T4, formation-infected 
Escherichia coli , genes control 4389. 

Vicia faba , restriction endonuclease analysis 6261. 

viruses, nucleotide sequence analysis, human tumours, 
methodology, review 3361. 

viruses, photoinactivation-chlorpromazine 4283. 

viruses-related, detection-human leukaemia cells 6943. 

viruses-specific sequence, cross-linking, antiviral activity 
7042. 

visna virus, biosynthesis/structure 4392. 

V79 cells, bleomycin-metals complexes, effects on 338. 

water sorption, n.m.r. 4918. 

water sorption, spectroscopy (i.r.) 4920. 

xeroderma pigmentosum lymphoblastoid cell lines, N-methyl- 
N'-nitroN-nitrosoguanidine induced guanine (0%-methyl), 
excision selectivity 5562. 

yeasts mitochondria, mapping, cytochrome c oxidase 
subunits defective mutant 4353. 

yeasts mitochondria, review 5249. 

Zajdela hepatoma, interaction-dexamethasone-receptors 
complex 5683. 

Zajdela hepatoma, reassociation kinetics 4368. 

Zea mays x Zea perennis progeny, maternal inheritance 
7236. 

DNA (cytosine-5-)-methyltransferase, 

Bacillus amyloliquefaciens /Bacillus brevis , sequence 
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DNA (cytosine-5-)-methyltransferase.(continued) 
specificity 1225. 

Bacillus sphaericus , purification/characterization 1714. 

Escherichia coli , purification/characterization 3927, 5167, 
6448. 

inhibition-polyamines in vitro 5166. 

DNA-binding protein, 

association-Escherichia coli ribosomal subunit 30S 1292. 

Bacillus subtilis , isolation/properties, inhibition- 
deoxyribonuclease 6525. 

chromatin, human embryos lung cells, cytomegalovirus- 
induced, characterization 7464. 

Cylindrotheca fusiformis , biosynthesis during silicate 
starvation 531. 

defective mutant. Escherichia coli, DNA replication 5234. 

deoxyribonuclease inhibitors, KB cells, purification/ 
characterization 5239. 

detection, methodology 2774. 

DNA conformations, effects on, review 6545. 

Escherichia coli , characterization 5235. 

Escherichia coli , interaction-single-stranded DNA, 
fluorescence 2269. 

Escherichia coli , purification, methodology 5676. 

Escherichia coli ribosomes-associated, amino-acid sequence 
6526. 

fibroblasts, chickens, characterization, age, effects on 1795. 

gene 5, complex-DNA, n.m.r. 2230. 

human fibroblasts/HeLa cells, isolation/characterization 
3337. 

human serum, characterization 646. 

human serum, specificity 6529. 

identification-cytomegalovirus early antigen 7459. 

interaction-DNA polymerase a 647. 

mammary tumour virus, purification/characterization 2268. 

nonhistone proteins, human psoriasis, characterization 3336. 

phage SPO1, effects on promoters competition 4559. 

phage T4, reguiation-gene 32 mRNA translation 3981. 

phage TS DS gene products, characterization 2873. 

Physarum polycephalum , phosphorylation during cell cycle 
7461. 

progesterone receptors subunits, oviduct, chickens, 
purification/characterization 5237. 

proteins , characterization 3983. 

psoriasis, characterization, identification-nonhistone proteins 
1294. 

regulation-RNA biosynthesis, adenovirus (human) 5 
temperature-sensitive mutant 3607. 

mRNA precursors, adenovirus (human) 2, splicing patterns 
5372. 

Rous sarcoma virus/avian myeloblastosis virus, 
endodeoxyribonuclease activity 1289. 

single-stranded DNA, rats cell lines, biosynthesis following 
transformation-Rous sarcoma virus 7465. 

structure, phage T4, DNA/polynucleotides, effects on 1286. 

Ustilago maydis , purification/characterization 4560. 


DNA biosynthesis, 

Acrididae testis, autoradiography 3141. 

adenovirus (human) 2, infected HeLa cells/CHO cells, 
aphidicolin, effects on 7132. 

adenovirus (human) 2, roleeDNA polymerase a/DNA 
polymerase y 3916. 


Aeshna cyanea \arvae, a-ecdysone/B-ecdysone, effects on 
5024. 


Agrobacterium tumefaciens , Agrobacterium radiobacter 
agrocin 84, effects on 5028. 
Allium cepa roots, Zephyranthes robusta extracts/ 


haemanthamine/lycorine, effects on 7219. 

Anaplasma marginale , erythrocytes culture, cattle 2096. 

Anguilla anguilla , during seawater adaptations 5058. 

animal cells, tick-borne encephalitis virus, effects on 4557. 

ascites cells, purine (9-B-ribofuranosyl), effects on 280. 

ascites sarcoma cells, mice, detergent, effects on 443. 

ascites tumour cells, mice, bleomycin, effects on 3816. 

Aspergillus niger , during conidia development 4215. 

association-differentiation, Purkinje cells, cerebellum, 
embryos, chickens 1670. 

association-Escherichia coli lipopolysaccharides immune 
response 2735. 

ATP-independent, vaccinia virus infected L cells 1648. 

avian myeloblastosis virus, transformed cells, actinomycin D/ 
daunomycin, effects on 2107. 

Bacillus rossius endonuclear bodies 421. 

Bacillus stearothermophilus 2679. 

Bacillus subtilis 1062. 

Bacillus subtilis , role-spore outgrowth 1636. 

Bacillus subtilis , stimulation-deoxyribonuclease 5616. 

Bacillus subtilis phages-infected toluene-treated minicells 426. 

Bacillus thuringiensis , inhibition-aflatoxin B1 4414. 

BALB/c3T3 cells, magnesium, effects on 7208. 

BHK cells, inhibition-western equine encephalitis virus 
infection, mechanisms 4503. 

BHK cells, role-DNA polymerase a/DNA polymerase , 
comparison 7375. 

BHK cells temperature-sensitive mutant 2260. 

BHK-21 cells, amino acids deprivation, effects on 5576. 

BHK-21 cells, nuclei, drugs, effects on, comparison-DNA 
polymerase a/DNA polymerase f catalysis 4426. 

BHK-21 cells nuclei, requirements 4379. 

bladder tumours, human, uracil (5-fluoro)/mitomycin C/ 
cyclophosphamide, effects on 1110. 

Blepharisma intermedium , metepa, effects on 6291. 

Bombyx mori larvae, midgut, ecdysterone, effects on 3586. 

Bombyx mori silk gland 5571. 

Bombyx mori silk gland, juvenile hormone analogues, effects 
on 2105. 

Bombyx mori silk gland, role-thymidine uptake, rates 713. 

bone marrow, high-dose methotrexate + leucovorin effects 
on, Osteogenic sarcoma 460. 

brain, rats, perinatal methadone, effects on 3835. 

calf thymus DNA polymerase a/DNA polymerase , in 
vitro, (UTP incorporation 4506. 

Calliphora erythrocephala wing discs 6263. 

Candida albicans , inhibition-cytosine (5-fluoro) 5736. 

capacity, Treponema pallidum , DNA polymerase/thymidine 
kinase activity 3913. 

cell culture/mengovirus, N-methyl-N-nitrosourea, effects on 
3594. 

cells, inhibition-nitroheterocycles 7175. 

Cercopithecus aethiops kidney cells, smog extracts, effects 
on 3180. 

cerebellum, temperature/handling stressed rats 1673. 

Chaetopterus /Acetabularia , a-methylornithine, effects on 
5570. 

Chinese hamsters cells, inhibition-cis-platinum 
diamminedichloride (II), mechanisms 4407. 

Chironomus plumosus chromosomes, hibernation 1097. 

Chlorella pyrenoidosa , intermediates, characterization 6262. 

CHO cells, ethidium bromide, effects on, relationship- 
superhelical structure 7210. 

CHO cells, hyperthermia, effects on 7209. 

CHO cells, novobiocin, effects on, relationship-superhelical 
structure 7211. 

CHO cells temperature-sensitive mutant 4427. 
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DNA biosynthesis,(continued) 

CHO cells/V-79 cells, caffeine/adenine-treated, radiation (X), 
effects on 2118. 

chromatin, neurons/glial cells/liver nuclei, guinea-pigs 6265. 

chromosomes, Drosophila hydei , puromycin, effects on 7198. 

chromosomes, Hemicentrotus pulcherrimus embryos 
cleavage, role-DNA polymerase a 2800. 

circadian rhythms, bone marrow/alimentary canal/cornea 
epithelium, mice 2132. 

circadian rhythms, ehrlich ascites tumour cells/normal cells, 
isoproterenol, effects on 3842. 

circadian rhythms, normal/Lewis lung carcinoma-bearing 
mice 3825. 

clones, cell lines, mice, induction-adenovirus (bovine) 3, 
temperature effects 1070. 

Clostridium perfringens , inhibition-piperazines 1668. 

colon, rats, secretin, effects on 4393. 

colon organ culture, rabbits, 1,2-dimethylhydrazine/ 
methylazoxymethanol acetate, effects on 2138. 

complementary, equine infectious anaemia virus 4388. 

complementary, Rous sarcoma virus genomes 6277. 

complementary, Sindbis virus, use-avian myeloblastosis virus 
DNA polymerase (RNA-dependent) 546. 

corneal endothelium, frogs/rats, freeze injury, effects on 451. 

Corylus avellana protoplasts, characterization 1111. 

cycles, Bombyx mori silk gland nuclei 6323. 

cycles, duration, Bombyx mori silk gland 2685. 

cycles, Tetrahymena paravorax , relationship-dimorphism 
5056. 

defective, herpes simplex virus 1 temperature-sensitive 
mutant 2127. 

Dictyostelium discoideum 2682. 

diurnal variations, lung cells, mice 5017. 

DNA complex, membranes, Escherichia coli , products 
characterization 5569. 

dorsal roots ganglia, rats, hydroxyurea, effects on 6328. 

double-stranded, Moloney sarcoma virus, products 
characterization 7115. 

double-stranded, use-Kilham rat virus single-stranded 
templates 386. 

Drosophila melanogaster imaginal discs cells, inhibitors, 
effects on 7197. 

Dunaliella bioculata , cell cycle 1066. 

during metamorphosis, Discoglossus pictus /Alytes 
obstetricans 2687. 

early, Triticum aestivum embryos, characterization 1633. 

ectromelia virus, hepatocytes, mice, thymidine (trifluoro) + 
asialofetuin, effects on 7111. 

effects on leukaemia (chronic lymphatic) lymphcytes B, 
mitogens, effects on 3192. 

Ehrlich ascites tumour cells, eupahyssopin, effects on 1663. 

Ehrlich ascites tumour cells, lasers radiation, effects on 7168. 

Ehrlich ascites tumour cells, pyrimidine (1,3,4- 
thiadiazolo[3,2a]), effects on 6884. 

Ehrlich ascites tumour cells, regulation-quercetin 3838. 

Ehrlich ascites tumour cells, sodium/potassium 
concentration, effects on 4712. 

Ehrlich ascites tumour cells, sulphated polysaccharides, 
effects on 2144. 

embryo cells, hamsters, uridine (5-bromodeoxy) + radiation 
(u.v.), effects on 7162. 

embryo fibroblasts, human/mice, stimulation-radiation (u.v.)- 
treated cytomegalovirus 2696. 

embryos, mice, hydroxyurea, effects on 2727. 

embryos, mice, inhibition-cytosine arabinoside 2728. 

embryos, mice, interferon, effects on 5061. 

epidermis, mice, radiation (u.v.), effects on 6294. 


epidermis, mice, relationship-subepidermal immunoglobulins 
deposits 5184. 

erythrocytes, pigeons during anaemia 2131. 

Escherichia coli , bilharcid/tartar emetic, effects on 2721. 

Escherichia coli , cell division 2264. 

Escherichia coli, DNA polymerase I, methylation 
dependence 3795. 

Escherichia coli , during glycerol-induced bacteriostasis 4415. 

Escherichia coli , inhibition carcinogens 1669. 

Escherichia coli , inhibition-griseolutein 3152. 

Escherichia coli , inhibition-phenylmercuric borate 2722. 

Escherichia coli , Okazaki fragments, characterization 7190. 

Escherichia coli , phage T-even infection, effects on, review 
6549. 

Escherichia coli , relationship-ribonucleoside disphosphate 
reductase biosynthesis regulation 572. 

Escherichia coli , relationship-thymine starvation-induced 
mutagenesis 3177. 

Escherichia coli , role-dnaA gene 2680. 

Escherichia coli dnaA mutant, radiation (u.v.), effects on 
5030. 

Escherichia coli /HeLa cells/lymphoblastoma cells, 
neothramycin, effects on 5035. 

Escherichia coli nrdA mutant, relationship-nucleotide 
triphosphates pools 5014. 

Escherichia coli temperature-sensitive mutant 4416. 

Escherichia coli temperature-sensitive mutant, 
characterization 5568. 

Escherichia coli temperature-sensitive mutant 6319. 

eukaryotes, cells, inhibition-disulfiram 545. 

feline syncytium-forming virus proviruses, integration-hosts 
cells genome 2104. 

fibroblasts, cell culture, stimulation-human milk 2139. 

fibroblasts, human, stimulation-cattle growth hormone 
fragments 191. 

fibroblasts, mice, sodium fluoride, effects on 7213. 

fibroblasts, stimulation-amphotericin B 2734. 

fidelity, polynucleotides templates depurination, effects on 
4411. 

following radiation (X), thymus, rats, relationship-histones/ 
nonhistone proteins biosynthesis 3163. 

Friend erythroleukaemia cells, differentiation, relationship- 
histones biosynthesis 2691. 

fundic mucosa, dogs, effects on, gastrin/vagus denervation 
430. 

Galleria mellonella \arvae epidermis cells, relationship-pupae 
cuticle gene expression 5572. 

Glycine max cells/protoplasts, exponential/uridine 
(fluorodeoxy) synchronized cultures, comparison 2738. 

Gomphosphaeria aponina , salinity effects 4420. 

Guerin tumour, inhibition-radiation, hypothermia, effects on 
4433. 

G1 phase, BHK cells 1760. 

Haemophilus influenzae , association-competence 1095. 

Hapalosiphon welwitschii , penicillin G, effects on 6020. 

heart, rats/mice, doxorubicin, effects on 2117. 

HeLa cells, aphidicolin, effects on 5049. 

HeLa cells, cis-platinum diamminedichloride(II), effects on 
4409. 

HeLa cells, radiation (y), effects on 1661. 

HeLa cells/lung cells, trisodium phosphonoformate, effects 
on 3186. 

HeLa cells nuclei, role-DNA polymerase a/DNA polymerase 
B/DNA polymerasey 5637. 

herpes simplex virus, cell-free system, polyamines, effects on 
2719. 

herpes simplex virus, chromatin, infected BHK21/C 13 nuclei 
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DNA biosynthesis,(continued) 
1644. 

herpes simplex virus, chromatin, infected kidney cells, 
monkeys 6273. 

herpes simplex virus, infected BHK cells, role-poly (ADP- 
ribose) biosynthesis 5541. 

herpes simplex virus/non-infected hosts, inhibition-adenine 
arabinoside 7113. 

herpes simplex virus transformed lymphoblastoid cell lines, 
inhibition-insulin 3806. 

herpes simplex virus 1, prednisolone/hydrocotisone/ 
dexamethasons/progesterone, effects on 1072. 

herpes simplex virus | temperature-sensitive mutant-infected 
BHK-21 cells 1071. 

high molecular weight, adenovirus (human) 2 temperature- 
sensitive mutant infected KB cells 6269. 

hosts, inhibition-herpes simplex virus, genes, control 3608. 

human, psoriasis/normal epidermis 462. 

human alveolar tumour cells, harman, effects on 5052. 

human benign breast tumours, insulin/somatotropin/human 
placental lactogen, effects on 431. 

human bone marrow cells, systemic lupus erythematosus 
lymphocytes, effects on 3181. 

human breast tumours, athymic nude mice, human placental 
lactogen, effects on 1093. 

human diploids cells, during senescence 7215. 

human embryo fibroblasts, stimulation-herpes simplex virus 
2, mechanisms 2698. 

human fibroblasts, inhibition-methotrexate polyglutamates 
derivatives accumulation 3839. 

human fibroblasts, stimulation-epidermal growth factor, 
mechanisms 3145. 

human fibroblasts-like cells, amino acids analogues/ 
mitomycin C injury, effects on 5560. 

human leucocytes (mononuclear) subpopulations, yellow 
fever virus vaccination 3183. 

human lymphoblastic cells, adriamycin derivatives, effects on 
6963. 

human lymphocytes, a-difluoromethylornithine/ 
methylglyoxal bis(guanylhydrazone), effects on 3187. 

human lymphocytes, inhibition-macrophages 
immunosuppressive factor 2135, 2136. 

human lymphocytes, stimulation-A utographa californica 
nuclear polyhedrosis virus antigens 3840. 

human lymphocytes, stimulation-Escherichia coli 
lipopolysaccharides 2137. 

human lymphocytes, stimulation-organomercurials 5577. 

human/mice cells, stimulation-epidermal growth factor/ 
insulin/12-O-tetradecanoy! phorbol-13-acetate 7126. 

human mixed leucocyte culture, role DNA polymerase 
(RNA-dependent) 2099. 

human myelocytes, relationship-size 1639. 

human normal/leukaemia (chronic lymphatic) lymphocytes 
1666. 

human psoriasis/normal epidermis 461. 

human testis adenoma/adenocarcinoma, serum, effects on 
1677. 

hypothalamus, rats, testosterone, effects on 5026. 

in vitro, benzo(a)pyrene adducts, effects on 4394. 

in vitro, fidelity, Escherichia coli DNA polymerase I, metals 
activators, effects on 4504. 

in hee inhibition-benzo(a)pyrene diol epoxide binding-DNA 
6284. 

in vitro, ovary tumours, steroid hormones, effects on 2106. 

in vitro, Rous sarcoma virus DNA polymerase (RNA- 
dependent) 2806. 

in vivo determination, use-uridine (5-bromodeoxy), 


methodology 419. 

inducers, Chinese hamsters lung cells, relationship-cell cycle 
422. 

induction, hepatectomy, liver, rats 2729. 

induction-bleomycin, nuclei, liver, rats, age, effects on 3818. 

induction-vaccinia virus infection, HeLa cells, 
characterization 3108. 

inhibition, effects on histones biosynthesis 2242. 

inhibition, specificity, 313 cells extracts 2736. 

inhibition-Herpesvirus papio superinfection, Epstein-Barr 
virus-carrying cell lines 4387. 

inhibition-hydroxyurea/cytosine arabinoside/uridine (5- 
fluorodeoxy), relationship-human chorionic gonadotropin 
biosynthesis stimulation, chriocarcinoma cells 6315. 

inhibition-immunosuppressor, spleen 458, 1674. 

inhibition-4-nitroquinoline |-oxide/doxorubicin/ 
ethyleneimine, mechanisms 3146. 

inhibition-sporamycin, mice 5043. 

inhibitors, lymphocytes, characterization 3190. 

inhibitors, mechanisms, review 2280. 

initiation, adenovirus (human) 12, gene 401 function, 
requirement 4382. 

initiation, avian myeloblastosis virus, oligo (dC) binding sites 
mapping 4373. 

initiation, fibroblasts, mice, stimulation-prostaglandins/ 
growth factors 6282. 

initiation, HeLa cells 2692. 

initiation, phage f1 replicative form DNA strands 3793. 

initiation, SV40 temperature-sensitive mutant transformed 
Chinese hamster embryo cells, role-A gene 1104. 

initiation-RNA, review 2902. 

insects, review 3356. 

intestine, rats, calcium ethylenediaminetetraacetic acid, 
effects on 1101. 

isoproterenol-induced, tissues, mice, 6-aminopropionitrile, 
effects on 7202. 

kidney/embryo cells, hamsters, smog, effects on 7214. 

kinetics, hepatoma/normal liver, rats/mice 444. 

Kluyveromyces lactis permeabilized cells 1637. 

L cells, inhibition-nitroheterocycles, mechanisms 7176. 

lectins-treated thymocytes, interferon, effects on 2142. 

Lemna minor , atrazine, effects on 3193. 

leukaemia cells, mice/human lymphocytes, adenosine (5- 
deoxy-5-S-isobutyl), effects on 5069. 

Lilium longiflorum chromosomes during meiosis, electron 
microscopy + autoradiography 7221. 

liver, Ehrlich ascites carcinoma-bearing mice 5565. 

liver, embryos, chickens, poly (ADP-ribose) formation, 
effects on 4421. 

liver, rats, antihepatotoxic serum/carbon tetrachloride, 
effects on 449. 

liver, rats, Corynebacterium parvum , effects on 5574. 

liver, rats, cycloheximide, effects on 1672. 

liver, rats, double partial hepatectomy, effects on 3834. 

liver, rats, effects on, eserine 456. 

liver, rats, eserine, effects on 5573. 

liver, rats, glucocorticoids/stress, effects on 429. 

liver, rats, hormones stimulation 6281. 

liver, rats, refeeding following glucose/fructose diets, effects 
on 2731. 

liver, rats, serum transferrin, effects on 7206. 

liver, rats, stimulation following cycloheximide treatment 
6499. 

lung cells, rabbits/human embryos, induction- 
cytomegalovirus temperature-sensitive mutant 4386. 

Lygodium japonicum , spores germination 1067. 

lymphoblastoma cells, mice, auromomycin-induced strands 
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breaks 7182. 

lymphocytes, guinea-pigs, amino acids, effects on 3188. 

lymphocytes, guinea-pigs, inhibition-histidinol 7199. 

lymphocytes, induction-concanavalin A, kinetics 1107. 

lymphocytes, induction-Neisseria gonorrhoeae , Reiter's 
disease 3841. 

lymphocytes, inhibition-methyl acetimidate/ 
dimethyladipimate 4429. 

lymphocytes, inhibition-thymus extracts 5067. 

lymphocytes, iron-deficiency anaemia, iron, effects on 5578. 

lymphocytes, nucleic, polyamines depletion, effects on 1108. 

lymphocytes, psychotropic drugs, effects on 7217. 

lymphocytes cell culture, inhibition-psychotropic drugs 5068. 

lymphocytes T, bone marrow cells factors, effect on 3837. 

lymphoma/myeloma cells, mice, thymidine, effects on 4434. 

L1210 cells, 1,3-bis(2-chloroethy])-1-nitrosourea, effects on 
5561. 

macrophages, levamisole, effects on 4431. 

macrophages, mice, foreign-body tumourigenesis 2124. 

mammary gland, mice, Nocardia rubra cell walls skeleton, 
effects on 2724. 

mammary gland epithelial cells, rats, plating density/ 
hormones/serum, effects on 2140. 

man chromosomes, abnormal-cell culture 2098. 

melanoma cells, prostaglandins, effects on 6283. 

mice, oestrogen/pituitary grafts, effects on 428, 1650. 

mice, spleen, radioprotective agents, effects on 3833. 

mice, tissue-specific inhibition-adhesive factors 1098. 

microsomes, liver, mice, carcinogens, effects on 5045. 

mitochondria, brain, rats 2688. 

mitochondria, brain regions, rats, during development 6327. 

mitochondria, human cells, ethidium bromide, effects on 
3182. 

mitochondria, liver, mice, inhibition-aflatoxin B1/ 
dimethylnitrosamine 3831. 

mitochondria, Paracentrotus lividus eggs, removal-cells 
nuclei, effects on 5059. 

mitochondria, Saccharomyces cerevisiae tpi mutant 4419. 

mitochondria, Xenopus laevis oocytes 5536. 

mitogen-induced, pigs, purified protein derivative/ 
indomethacin, effects on 1103. 

mitogen-stimulated lymphocytes, ethionine, effects on 1106. 

mitogens-induced, lymphocytes, role-viruses infection/ 
replication 4430. 

mitogens-induced, lymphoid cells, rabbits, nucleotides 
(cyclic)/isoprenaline/cholera toxin, effects on 1671. 

Moloney leukaemia virus, mechanisms 4375. 

Moloney leukaemia virus, tRNA Pro interaction-genomes 
RNA 7116. 

Mullerian ducts, embryos, chickens, radiation (X), effects on 
1658. 

myoblasts, heart muscles, rats, activity during differentiation 
6326. 

myocytes, rats, during differentiation 4224. 

_ myotubes, embryos, chickens, induction-Rous sarcoma virus 

sre gene activation 1646. 

Naegleria gruberi , differentiation, effects on 2097. 

neurons/synaptosomes, brain, rats, role-DNA polymerase y 
5638. 

Neurospora crassa conidia 3797. 

normal bone marrow/small intestine epithelium cells/ 
melanoma cells, mice, N-alkyl-N-nitrosoureas, effects on 
6293. 

Notophthalmus viridescens blastemata, stimulation-insulin, 
association-nerve function 427. 

Novikoff hepatoma ascites cells, inhibition-macromycin 6102. 


Novikoff hepatoma cells, inhibition-soluble factors 6317. 

Novikoff hepatoma cells, stimulation-dimethyl sulphoxide 
466. 

Novikoff hepatoma/normal liver cells, magnesium/calcium, 
effects on 2730. 

nuclei, Ehrlich ascites tumour cells, heparin, effects on 7185. 

nuclei, erythrocytes, chickens, reactivation, mice L929 cells 
cytoplasts, association-cell cycle 2732. 

oestrogen-induced pituitary tumours, rats 2126. 

Oryza sativa seeds, during germination, diethylsulphate 
induced mutations 3843. 

pancreas, rats, regulation-glucocorticoids 7123, 7124. 

Panulirus longipes , B-ecdysone, effects on 3585. 

Paracentrotus lividus , trypsin, effects on 5199. 

Paramecium caudatum cells, control 7192. 

patterns, Chlamydomonas reinhardtii , cell cycle 420. 

patterns, chromosomes, human fibroblasts 2690. 

Paulownia tomentosa seeds, during dormancy/light 
stimulation 3194. 

phage @C, Escherichia coli dna mutant 1977. 

phage @X174, Escherichia coli dna mutant 6268. 

phage gX174, primer biosynthesis 424. 

phage 9X174 H gene mutants, infected Escherichia coli 
3800. 

phage P22, inhibition-spermidine, Salmonella typhimurium 
infection 1642. 

phage SPP1, analysis 4381. 

phage T4, role-dCMP hydroxymethyltransferase 2095. 

phospholipids, effects on 3951. 

Physarum polycephalum , S phase/G2 phase, size 
distribution/maturation 2683. 

phytohaemagglutinin-activated lymphocytes, inhibition-high 
pressure oxygen 7216. 

phytohaemagglutinin-stimulated human lymphocytes, sterols, 
effects on 5066. 

phytohaemagglutinin-stimulated lymphocytes, measurement 
6332. 

Pinus pinea seeds, indoleacetic acid/gibberellic acid/kinetin/ 
steroid hormones, effects on 1986. 

pituitary, rats, oestradiol, effects on 7125. 

pituitary, rats, stimulation-oestrogen, nafoxidine, effects on 
1651. 

Platichthys flesus , 17B-oestradiol, effects on 6280. 

poly d(C-G) methylation products templates, coding 5815. 

polyoma virus-infected 316 cells nuclei, mice 6276. 

polyoma virus-transformed rats cells, non-integrated 
sequence replication 7118. 

Portulaca oleraceae seeds, light, effects on 3472. 

preservation, HeLa cells, during low temperature storage, use- 
glycerol 4428. 

prostate, rats, cyproterone acetate, effects on 5409. 

proteins-nucleotides recognition, mechanisms 7186. 

Pseudococcus obscurus chromosomes, euchromatin/ 
heterochromatin 2686. 

rabbits colon, antibiotics, in vitro effects on 1087. 

radiation (u.v.)/carcinogens-treated phage 9X 174, inhibition 
sites 6285. 

radiation-treated Escherichia coli , role-membranes 5013. 

rate, during cell cycle, Saccharomyces cerevisiae 1065. 

rates, correlation-nuclei morphology, Chinese hamsters 
fibroblasts 5064. 

rates, HeLa cells S phase 1640. 

rates, thymocytes, rats, high altitude adaptation, effects on 
4423. 

rats, carbon tetrachloride, damage 5575. 

rats, liver, Serratia marcescens prodigiosan, effects on 453. 

rats, regenerating liver, inhibition-AMP (cyclic) 2133. 
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DNA biosynthesis,(continued) 

recombination, during conjugation, Escherichia coli 4459. 

recovery. following radiation (u.v.), xeroderma pigmentosum 
cells, role-DNA repair, excision 7154. 

regenerating liver 5018. 

regenerating liver. rats, age, effects on 457. 

regenerating liver. rats, polyamines metabolism, effects on 
4425. 

regulation, adrenocortical cells, cattle 6329. 

regulation, Vaccaria pyramidata seeds 6333. 

regulation-multiplication-stimulating activity, embryo 
fibroblasts, chickens, role-polyamines 2699. 

relationship-cell division, Torenia fournieri , during buds 
formation 3195. 

Rhodopseudomonas spaeroides , ethidium bromide, effects on 
4417, 

role-croton oi] enhancement-N-methyl-N’-nitro-N- 
nitrosoguanidine induction-skin tumours, mice 3832. 

role-parametric self-excitation 418. 

role-uridine (bromodeoxy) induction-alkaline phosphatase, 
HeLa cells 5065. 

Rous sarcoma virus, infected chickens cells, kinetics 3143. 

RSa cells, inhibition-interferon, human leucocytes 1109. 

Saccharomyces cerevisiae , association-cell cycle 1064. 


Saccharomyces cerevisiae , inhibition-basic amino acids 1083. 


Saccharomyces cerevisiae , mechanisms 2684. 

Saccharomyces cerevisiae cell cycle mutants 3178. 

Saccharomyces cerevisiae cell division mutants 3828. 

Salmonella typhimurium DNA-defective mutant, contro]- 
phage P22 transduction particles 5543. 

Schistosoma mansoni , hycanthone, effects on 2129. 

scleroderma, human 3836. 

sea urchins eggs, artificial activation, effects on 5060. 

single-stranded DNA release, cytosine arabinoside, effects on 
1851. 

skin, review 3351. 

sodium pyruvate-induced, effects on calcium distribution, 
hepatoma cells 1678. 

spleen, Ehrlich ascites tumour-bearing mice 2125. 

spleen cell culture, mice, stimulation-immunoglobulins Fc 
fragments 3191. 

spleen lymphocytes/bone marrow cells, rats, polyanions, 
effects on 7204. 

Spongilla carteri cells, aggregation, effects on 7196. 

spontaneous/phytohaemagglutinin-induced, spleen cells, rats, 
inflammation exudates, effects on 5062. 

spontaneous/urethan-induced lung tumours, mice, caffeine, 
effects on 442. 

Staphylococcus aureus , inhibition-gentamicin C 3155. 

stimulating factors, characterization, HeLa cells 1105. 

stimulation-leukaemia myeloblasts, inhibition-lymphocytes B 
antisera 3174. 

stimulation-pyran copolymer 1094. 

stomach mucosa, rats, atropine/vagotomy, effects on, role- 
gastrin 5025, 

Stylonychia mytilus , uridine (5-bromodeoxy), effects on 
4043. 

suppression-coal tar/dithranol, epidermal cells, skin, mice, 
radiation (u.v.), effects on 2708. 

SV40, CV-1 cells, radiation (u.v.), effects on 3147. 

SV40, inhibition-benzo(a)pyrene derivatives 7134. 

SV 40, inhibition-camptothecin/neocarzinostatin 3803. 

SV40 induced, theophylline sensitivity, relationship-antigen t 
5055. 

SV40 temperature-sensitive mutant, regulation-gene A 6278. 


SV40 temperature-sensitive mutant, stimulation-antigen T 
1667. 


SV40 transformed cells, cycloheximide, effects on 4390. 

$V40 transformed WI-38 cells, inhibition-reovirus 2103. 

testis, mice, inhibition-phenoxyacids, relationship- . 
carcinogenesis 7157. 

Tetrahymena pyriformis , control 2681. 

Thy-1 antigen-positive lymphoma, mitogens, effects on 5580. 

thymocytes, mice 5019. 

thymocytes, mice, adenosine/adenine nucleotides, effects on 
ile 

thymus, rats, thermolesions, effects on 2134. 

tissues, rats, asbestos/cigarette smoke, effects on 5063. 

Triticum , ontogenesis 469. 

Triticum aestivum embryos during development, proteins 
content, effects on 4843. 

Triticum seeds, use-nucleosides precursors, age, effects on 
470. 

Tritrichomonas foetus , inhibition-vermiculine 3156. 

Trypanosoma cruzi , inhibition-5-nitrofuran, mechanisms 
4830. 

tumour cell lines, rats, vitamin A, effects on 7184. 

tumour cells, macromomycin, effects on 5564. 

tumours, cell lines, ascorbic acid, effects on 2143. 

3T3 cells, activation-serum proteins 2141. 

3T3 cells, inhibition-calcium deprivation, magnesium, effects 
on 465. 

3T3 cells, stimulation-growth factors, colchicine/Colcemid/ 
podophyllotoxin/vinblastine, effects on 7127. 

3T3 cells stimulation-plasma, effects on 4432. 

uracil containing, deoxyuridinetriphosphatase-induction 
deficient phage T5 mutants, Escherichia coli 7384. 

uracil incorporation, man cells 1638. 

urinary bladder epithelium, mice, cyclophosphamide, effects 
on 2726. 

V-79 cells, radiation (X), effects on 7179. 

Vibrio (NAG) /Staphylococcus aureus /Escherichia coli , 
tetracycline + sodium deoxycholate, effects on 6320. 

viruses, bacteria permeabilized cells 1069. 

Viscum album cortical strands 2101. 

visna virus 4392. 

Walker 256 carcinosarcoma, rats/leukaemia L1210, mice, 
uracil(5-fluoro), effects on 689. 

Xenopus laevis liver nuclei, stimulation-temperature-sensitive 
mammalian cells extracts 446. 

Yoshida sarcoma, nucleosomes template activity, stimulating- 
cellular factors 2737. 

DNA glycosylase, 

DNA repair, review 4588. 

human lymphoblastoid cells, reaction-uracil-containing/ 
methylated DNA/chromatin 7391. 

human lymphoblasts, purification/characterization 4521. 

DNA gyrase, 

Escherichia coli , energy coupling, novobiocin, effects on 
2s 

Escherichia coli , interaction-phage T4 DNA-delay gene 
products/novobiocin/coumermycin 3925. 

Escherichia coli , role-phage T7 DNA, replication/ 
transcription 3926. 

Escherichia coli , sites-specific DNA cleavage 6446, 

Escherichia coli , subunits structure/adenosinetriphosphatase 
activity 3274. 

inhibition, effects on Escherichia coli /plasmids genes 
expression-cell-free system 6848. 

inhibitors, inhibition-phage A DNA repair/recombination, 
radiation (u.v.) 1075. 

interaction-DNA, mechanisms 1747. 
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DNA kinase, 

nuclei, liver, rats, mechanisms 6439. 

DNA ligase, 

activity, deficiency-Fanconi’s anaemia, human 3275. 

activity, phage Mu, Escherichia coli mutants 5165. 

activity, radiation (u.v.)-treated cells, kidney, monkeys 1748. 

activity, Saccharomyces cerevisiae cell cycle mutants 3276. 

seieesvs mutant, Saccharomyces cerevisiae , DNA repair 
4399. 

ligation-angiotensin structural gene fragments, DNA 
synthesis 2037. 

liver, rats, localization/characterization 7392. 

low molecular weight, embryos, chickens, purification/ 
characterization 1224. 

multiple forms, thymus, chickens, during development 5645. 

phage T4, formation-triple-stranded DNA 1749. 

thymus, embryos, chickens, dexamethasone, effects on 6447. 


DNA methylase, 

Escherichai coli , fractionation/specificity 566. 

guanine methylase, Shigella sonnei phage DDVI, specificity/ 
function 5169. 

recognition sequence, Escherichia coli , methylated DNA 
cleavage-restriction endonuclease Dpn I 5168. 

role-Bacillus subtilis genes recombination during 
transformation 7268. 


DNA methyltransferase, 

Escherichia coli , isolation/purification, use-phosphocellulose 
P-11 3277. 

phage T2 dam mutant, methylation-phage 4 DNA in vitro 
3604. 

Shigella sonnei /Shigella stutzeri , characterization 2814. 

DNA nucleotidylexotransferase, 

absence-human tonsil/chickens bursa 1203. 

activity, human lymphoma 5639. 

assays, leukaemia (acute lymphatic), lymphoma lymphocytes 
3265. 

biological properties, review 4004. 

calf thymus, inhibition-ATP/ 3'-dATP/ATP arabinoside 
2803. 

calf thymus, purification-chromatography (affinity) 544. 

high molecular weight, lymphoblastoid cell lines, 
characterization 5157. 

human leucocytes/bone marrow, assay 4512. 

human tonsil, characterization 5158. 

inhibition-rifamycin derivatives 4505. 

manganese dependent inhibition-dATP, mechanisms 6432. 

role-leukaemia/lymphoma diagnosis, human 1201. 

simian sarcoma virus/human cells, inhibition-pyrans 1202. 

spermatozoa, chickens, isolation/characterization 6431. 

S$V40 DNA 3’-terminus labelling, adjacent nucleotide 
sequence, effects on 4511. 

DNA polymerase, 

activity, avian myeloblastosis virus , zinc, effects on 3911. 

activity, bone marrow, rats, radiation (y), effects on 536. 

activity, cattle lymphocytes, leukaemia 5149. 

activity, cell culture, mice, herpes simplex virus 1 infection, 
effects on 1645. 

activity, embryo cells, chickens, during myogenesis, DNA 
replication control 3261. 

activity, human liver diseases, inhibition-adenine arabinoside 
1732. 

activity, human seminal fluid, vasectomy, effects on 4499. 

activity, Physarum polycephalum 1734. 

activity, spleen, mice, Corynebacterium parvum , effects on 
1190. 

activity, Treponema pallidum , DNA biosynthesis capacity 


3913. 

activity during growth/differentiation, roots, Zea mays / 
Tulipa kaufmanniana 5151. 

adipose tissue, rats, activity during postnatal growth 5174. 

analysis, human tonsil/chickens bursa, absence-DNA 
nucleotidylexotransferase 1203. 

avian myeloblastosis virus, + associated ribonuclease H, 
DNA synthesis 7364. 

avian myeloblastosis virus/hepatitis B virus, plasma, assays 
7366. 

Bacillus subtilis , phage PBS2 induced, characterization, 
exonuclease activity 2370. 

Bacillus subtilis , phage PBS2-induced, purification/ 
characterization 2795. 

Bacillus subtilis phage PBS-2, characterization 4501. 

BHK cells, inhibition-western equine encephalitis virus 
infection, mechanisms 4503. 

Bombyx mori , purification/characterization 3263. 

Brassica oleracea , purification/characterization 7363. 

calf thymus, purification/characterization 2802. 

cattle spermatozoa, isolation/characterization 1194, 1195. 

chromatin-bound, Pisum sativum , purification/ 
characterization 3914. 

Cylindrotheca fusiformis , biosynthesis during silicate 
starvation 531. 

cytosol, liver, rats, inhibition-aphidicolin 1193. 

DNA tumour virus, review 656. 

Drosophila melanogaster embryos, purification/ 
characterization 2204. 

Epstein-Barr virus, purification/characterization 2794. 

Epstein-Barr virus induced, characterization 3262. 

fidelity assays, Escherichia coli cell-free system, 
adenosinetriphosphatase contamination, characterization 
7390. 

germ cells, mice, characterization 3910. 

hepatitis B virus, human serum, changes during infection 
7361. 

hepatitis B virus Dane particles-associated, inhibition- 
trisodium phosphonoformate 5150. 

herpes simplex virus 1/herpes simplex virus 2/pseudorabies 
virus/bovine rhinotracheitis virus, inhibition-trisodium 
phosphonoformate 2796. 

human, sperm-spermatozoa antibodies 3288. 

human milk, purification/characterization 7365. 

human platelets, purification/characterization 6421. 

human seminal fluid, inhibition-immunoglobulin G 1735. 

induction, herpes simplex virus 2, HeLa cells, inhibition-2- 
mercapto- 1-(8-4-pyridethyl)benzimidazole 2797. 

kinetics analysis 6423. 

levels during Aedes aegypti development 1 192. 

lung cells, rabbits/human embryos, induction- 
cytomegalovirus temperature-sensitive mutant 4386. 

mechanisms, analysis 3912. 

Micrococcus lysodeikticus , template primer activity, DNA, 
nuclei, liver/cerebellum, mice 535. 

Moloney leukaemia virus, RNA-depend, characterization 
2207. 

mosquitoes, purification/characterization 534. 

Neurospora crassa , purification/characterization | 197. 

pancreas, rats, regulation-glucocorticoids 7123, 7124. 

phage PBS2-induced, relationship-Bacillus subtilis DNA 
polymerase III 3264. 

phage T4, errors recognition, mechanisms 4502. 

phage T4, interaction-Cibacron blue, comparison- 
Escherichia coli DNA polymerase I 6426. 

phage T4, mechanisms, theory 1196. 

phage T4, stimulation-gene 44/62/gene 45 proteins 532. 
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DNA polymerase,(continued) 

phage T4 CB121 mutant, 1,10-phenanthroline, zinc chelator, 
effects on 2203. 

phage T4 nonsense mutant, specificity 3909. 

radiation (y) effects on activity, bone marrow, rats 536. 

regenerating liver, rats, inhibition factors, effects on 7362. 

simian sarcoma virus/human cells, inhibition-pyrans 1202. 

spermatozoa, cattle, isolation/characterization 2205S. 

thymine arabinoside, effects on, in vitro 4042. 

Trypanosoma brucei , isolation/characterization 4500. 

tumours, inhibition-sesquiterpene lactones 1665. 

Uromyces phaseoli , purification/characterization 4497, 4498. 

uterus, rats, stimulation-oestrogen 533. 

vaccinia virus, templates secondary structure, effects on 7368. 

vaccinia virus-induced, HeLa cells, purification/properties 
7367. 

Vicia faba /Glycine max , characterization 4523. 

virions-associated, parvovirus replication, absence 2202. 

Xenopus laevis oocytes mitochondria, characterization 6422. 

DNA polymerase (RNA-dependent), 

+ RNA 70S, containing particles, characterization, 
melanoma, mice 840. 

activity, analysis, N-nitrosoN-butylurea-induced leukaemia 
(myelogenous), spleen, rats 3266. 

activity, D-type virus, following EDTA treatment 1206. 

activity, human prostate 5642. 

activity, spleen cells, mice, Friend leukaemia virus infection, 
effects on 6438. 

associated ribonuclease H activity, oncornavirus, o- 
phenathroline, effects on 7320. 

avian leucosis virus, comparison endogenous/exogenous 
2804. 

avian myelobastosis virus, inhibition-sodium pyrophosphate 
1739. 

avian myeloblastosis virus, allosteric properties 4514. 

avian myeloblastosis virus, associated endonuclease, 
characterization 7322. 

avian myeloblastosis virus, endonuclease activity 5159. 

avian myeloblastosis virus, inhibition-pyridoxal-5’- 
phosphate, tR NA Trp, effects on 5834. 

avian myeloblastosis virus, isolation/characterization 3920. 

avian myeloblastosis virus, transcription-cowpea mosaic 
virus RNA 3267. 

avian myeloblastosis virus, transcription-Escherichia coli 
rRNA 16S, kinetics 7379. 

avian myeloblastosis virus, use-Sindbis virus complementary 
DNA biosynthesis 546. 

avian myeloblastosis virus role-mutagenesis 6435. 

avian reticuloendotheliosis virus, characterization, 
comparison-Friend leukaemia virus/avian myeloblastosis 
virus 2807. 

avian sarcoma virus, tRNA Trp role-primers, structure 
requirement 4080. 

baboon endogenous virus, antibodies characterization 5654. 

C-type particles, stabilization-egg yolk fluid 5641. 

C-type virus, hamsters, characterization 6434. 

C-type virus, sperm-spermatozoa antibodies 3288. 

detection-XC cells, methodology 4513. 

elongation-avian sarcoma virus genomes 5’-terminus 
complementary DNA, Triton X-100, effects on 6436. 

Escherichia coli , alkylation, affinity labelling 4516. 

Escherichia coli , binding-tRNA 1207. 

feline leukaemia virus, antibody response, cats 4533. 

feline syncytium-forming virus, identification 6433. 

human melanoma, purification/characterization 5162. 

human placenta, characterization 2805. 

inhibition-4’-(9-acridinylamino)methanesulfon-m-anisidide 


958. 
inhibition-rifamycin derivatives 4505. 
inhibition-vesicular stomatitis virus, in vitro, role-membrane 
proteins 3268. 
L cells virions-associated, characterization 4515. 
L1210 cells, inhibition-phosphonoacetic acid 2798. 
microsomes, spleen, Rauscher leukaemia virus-infected mice, 
purification 7378. 
oncornavirus (avian), isolation/characterization, virus-free 
system 1205. 
oncornavirus, detection-associated ribonuclease H activity 
7319. 
oncornavirus, detection-human leukaemia cells 6437. 
oncornavirus, expression-human cells, review 2283. 
oncornavirus, interaction-protein p30 2808. 
oncornavirus, review 656. 
particles-associated, release-cell culture, embryos, chickens 
5161. 
polypeptides, avian myeloblastosis virus, relationships-core 
protein 1204. 
Rauscher leukaemia virus, associated ribonuclease H, 
inhibition-RNA 504. 
Rauscher leukaemia virus, purification, binding-protein p30 
1189. 
Rauscher leukaemia virus/avian myeloblastosis virus, 
associated ribonuclease H, inhibition-RNA 1160. 
Rauscher leukaemia virus-injected spleen, mice, purification/ 
characterization 7380. 
replication defective avian sarcoma virus, binding-tRNA 
(tryptophanyl) 2208. 
role-avian myeloblastosis virus RNA 35S binding-tRNA 
Trp, liver, cattle 7381. 
role-DNA biosynthesis, human mixed leucocyte culture 2099. 
Rous sarcoma virus, DNA biosynthesis in vitro 2806. 
Rous sarcoma virus, inhibition-disulfiram 545. 
Rous sarcoma virus, isonicotinic acid hydrazide-copper 
complex, effects on 5640. 
Rous sarcoma virus, N-methyl isatin 8-thiosemicarbazone- 
copper complex, effects on 1738. 
substrate specificity 1191. 
visna virus, multiple forms, characterization 5160. 
visna virus replication-choroid plexus cells, sheep, inhibition- 
phosphonoformate 7122. 
DNA polymerase a, 
activity, CV1 cells, radiation (u.v.), effects on 5154. 
activity, HeLa cells, aphidicolin, effects on 5049. 
activity, oviduct, quails, diethylstilboestrol, effects on 7376. 
sey, spermatocytes/spermatids/spermatogonia, mice 
507. 
associated RNA polymerase, sea urchins, characterization 
524. 
bone marrow, rabbits, characterization, comparison-DNA 
polymerase 6 541. 
a ete DNA biosynthesis in vitro, (UTP incorporation 
506. 
calf thymus, inhibition-ATP arabinoside 2799. 
calf thymus, subunits dissociation, effects on activity 7374. 
catalysis-DNA biosynthesis, drugs, effects on, comparison- 
BHK-21 cells nuclei 4426. 
fidelity, N-2-fluorenylacetamide, effects on, liver, rats 3917. 
HeLa cells, separation/binding-DNA 1736. 
HeLa cells nuclei, role- DNA biosynthesis 5637. 
nee pulcherrimus /HeLa cells, polyanions, effects 
on 539. 
ae neuroblastoma cells, inhibition-concanavalin A/ricin 
636. 
human placenta, replication fidelity 6429. 
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DNA polymerase a,(continued) 

inhibition-rifamycin derivatives 4505. 

interaction-DNA-binding protein 647. 

KB cells, characterization 7373. 

L1210 cells, inhibition-phosphonoacetic acid 2798. 

Dapeee characterization, comparison-DNA polymerase 

5155. 

mastocytoma cells, mice, heterogeneity 3918. 

myocardium cells, rats neonates, stimulation-triidothyronine 
4508. 

regenerating liver, rats, purification/characterization 5156. 

role-adenovirus (human) 2 DNA biosynthesis 3916. 

role-DNA biosynthesis/DNA repair, BHK cells, comparison 
IEEE 

role-DNA replication, chromosomes, Hemicentrotus 
pulcherrimus embryos cleavage 2800. 

role-SV40 DNA replication 538. 

stimulation-17f-oestradiol, uterus, rats, age, effects on 542. 

Strongylocentrotus purpuratus , isolation/characterization 
540. 

DNA polymerase , 

activity, CV1 cells, radiation (u.v.), effects on 5154. 

activity, HeLa cells, aphidicolin, effects on 5049. 

activity, oviduct, quails, diethylstilboestrol, effects on 7376. 

activity, spermatocytes/spermatids/spermatogonia, mice 
4507. 

calf thymus, DNA biosynthesis in vitro, (UTP incorporation 
4506. 

calf thymus, inhibition-ATP arabinoside 2799. 

catalysis-DNA biosynthesis, drugs, effects on, comparison- 
BHK-21 cells nuclei 4426. 

fidelity, N-2-fluorenylacetamide, effects on, liver, rats 3917. 

HeLa cells nuclei, role-DNA biosynthesis 5637. 

Hemicentrotus pulcherrimus /HeLa cells, polyanions, effects 
on 539. 

human neuroblastoma cells, inhibition-concanavalin A/ricin 
5636. 

human placenta, replication fidelity 6429. 

inhibition-rifamycin derivatives 4505. . 

like, activity, Drosophila melanogaster , identification 7377. 

liver, guinea-pigs, purification/properties 1199. 

L1210 cells, inhibition-phosphonoacetic acid 2798. 

mammalian, characterization, comparison-DNA polymerase 
a 5155. 

myeloma, mice, kinetics 6430. 

neurons/synaptosomes, brain, rats, role-DNA repair 5638. 

role-bleomycin-induced DNA repair 3919. 

role-DNA biosynthesis/DNA repair, BHK cells, comparison 
7375. 

stimulating protein, HeLa cells, isolation/characterization 
LIST: 

Strongylocentrotus purpuratus , isolation/characterization 
540. 

Strongylocentrotus purpuratus , purification/characterization 
2801. 

Xenopus laevis ovary, purification/characterization 543. 

DNA polymerase 7, 

activity, CV1 cells, radiation (u.v.), effects on 5154. ° 

activity, HeLa cells, aphidicolin, effects on 5049. 

- activity, mitochondria, cell culture, mice 1200. 

HeLa cells nuclei, roles DNA biosynthesis 5637. 

Hemicentrotus pulcherrimus embryos, characterization 
4509. 

inhibition-rifamycin derivatives 4505. 

L1210 cells, inhibition-phosphonoacetic acid 2798. 

neurons/synaptosomes, brain, rats, role-DNA biosynthesis 
5638. 


role-adenovirus (human) 2 DNA biosynthesis 3916. 

role-DNA replication, adenovirus (human) 2/adenovirus 
(human) 5 4510. 

substrate specificity 1191. 

DNA polymerase 6, 

bone marrow, rabbits, characterization, comparison-DNA 
polymerase a 541. 

DNA polymerase I, 

activity, Escherichia coli , plasmid pKM101/R factor R205, 
effects on 5634. 

activity, Escherichia coli , polyamines, effects on 1198. 

activity, Escherichia coli mutants 5633. 

activity, wheat germ, changes during germination 6427. 

DNA biosynthesis, Escherichia coli , methylation 
dependence 3795. 

DNA repair synthesis, toluene treated Escherichia coli , N- 
methyl-N’-nitro-N-nitrosoguanidine, effects on 5031. 

Escherichia coli , allosteric properties 4514. 

Escherichia coli , catalysis-poly d(A-T) synthesis 5819. 

Escherichia coli , catalysis-polyd(A-T) synthesis 3439. 

Escherichia coli , DNA biosynthesis in vitro, fidelity, metals 
activators, effects on 4504. 

Escherichia coli , fidelity 3915. 

Escherichia coli , inactivation-ATP (epoxy) 537. 

Escherichia coli , inhibition-N-methylisatin-B- 
thiosemicarbazone-copper sulphate complex 6424. 

Escherichia coli , interaction-Cibacron blue, comparison- 
phage T4 DNA polymerase 6426. 

Escherichia coli , isolation, methodology 6428. 

Escherichia coli , phage 9X 174 DNA replication fidelity, 
metals/nucleotides pools, effects on 7370. 

Escherichia coli , purification, methodology 7371. 

Escherichia coli , reaction mechanisms determination, use- 
dATP diastereoisomers 7369. 

Escherichia coli , template primer activity, DNA, nuclei, 
liver/cerebellum, mice 535. 

Escherichia coli polAS mutant, mechanisms 2206. 

Micrococcus radiodurans , associated exonuclease, 
characterization 1148. 

nick translation-DNA 5074. 

role-DNA repair, Escherichia coli 1655. 

role-post-replication DNA repair, radiation (u.v.)-induced 
damage, Escherichia coli 7372. 

selective inhibition-1,10-phenanthroline 5635. 

wheat germ, purification/characterization 6425. 

DNA polymerase II, 

activity, wheat germ, changes during germination 6427. 

wheat germ, purification/characterization 6425. 

DNA polymerase III, 

activity, wheat germ, changes during germination 6427. 

Bacillus subtilis , antibodies, applications 5153. 

Bacillus subtilis , relationship-phage PBS2-induced DNA 
polymerase/uracil-containing DNA replication 3264. 

deficient Escherichia coli , radiation (u.v.)-induced DNA 
repair, pyrimidines dimers transfer 7141. 

Escherichia coli , purification/subunits identification 5 152; 

role-DNA repair, Escherichia coli 1655. 

wheat germ, purification/characterization 6425. 

DNA primase, 

Escherichia coli dnaG gene protein, inhibition-CTP (2’- 
deoxy-2'-azido) 1226. 

R factor R64drd1 1, Escherichia coli , purification/ 
characterization 7394. 

DNA repair, 

N-acetoxy-2-acetylaminofluorene-induced, relationship-in 
vivo chromosomes damage 3170. 

Acholeplsma laidlawii 2701. 
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Anabaena variabilis , radiation (u.v.)-induced damage/ 
photoreactivation 7151. 

Anacystis nidulans , thymine dimers, induction-radiation 
(u.v.)/photoreactivation 2108. 

angelicin photosensitization, CV-1 cells 2716. 

anthramycin damage, mechanisms, normal/xeroderma 
pigmentosum fibroblasts, human 3167. 

ascites tumour cells, mice, bleomycin, effects on 3816. 

assay, cyclophosphamide/mitomen treatment, mice 1085. 

assays, carcinogens/mutagens/antitumour agents, use- 
Escherichia coli 5037. 

assays, hepatocytes culture, nitrosamines detection 6306. 

ataxia telangiectasia cells, bleomycin, effects on 5047. 

ATP/deoxynucleoside triphosphates dependent, radiation 
(X)-treated Escherichia coli , role-exonuclease V/ 
exonuclease VIII 7142. 

Bacillus subtilis DNA-membranes complex, N-methyl-N- 
nitrosourea, effects on 4396. 

bacteria, pathways, role-mutagenesis 2899. 

bacteria, relationship-mutagenesis, review 6548. 

benzo(a)pyrene-induced, detection, use-thymidine (dideoxy) 
1074. 

benzo(a)pyrene metabolites induced-damage, human cells 
1090. 

BHK cells, role-DNA polymerase a/DNA polymerase f, 
comparison 7375. 

bleomycin, squamous cell carcinoma treatment, mice 1664. 

bleomycin-induced, role-DNA polymerase f 3919. 

caffeine-sensitive, role-radiation (u.v.) survival/mutagenesis, 
Schizosaccharomyces pombe 3158. 

capacity, Escherichia coli , relationship-N-methyl-N- 
nitrosocarbamate insecticides mutagenicity 3154. 

carcinogens-induced, Escherichia coli 5036. 

carcinogens-induced, review 4590. 

carcinogens-induced damage, screening, methodology 3807. 

cell culture, hepatocytes, test-carcinogens 1662. 

CHO cells, hydroxyurea, effects on 5558. 

combination-8-methoxypsoralen + light, Saccharomyces 
cerevisiae radiosensitive mutants 2111. 

cytosine deamination, Escherichia coli , sodium bisulphite, 
effects on 5033. 

defect, human, radiation (u.v.)-induced damage 438. 

defects, effects on radiation (y) induced mutation, phage A 
4395. 

defects, following radiation (y), relationship-chromosomes 
anomaly 7163. 

defects, human genetics diseases, review 5692. 

deficient mutant, Staphylococcus aureus , isolation 7149. 

dimethylnitrosamine/diethylnitrosamine induced damage, 
kidney, rats 4404. 

distribution, mammary gland cells, mice, role-chromatin 
structure 3172. 

DNA glycosylase/apurinic sites/apyrimidinic sites specific 
endonuclease, review 4588. 

double-stranded breakage, radiation (ionizing)-induced 
damage, Escherichia coli chromosomes 6287. 

double-stranded breaks, CHO cells, role-recombination 6299. 

embryo fibroblasts, mice, relationship-life span 1086. 

enzymes, induction, radiation, Closterium moniliferum 5554. 

error-prone, Escherichia coli 2704. 

Escherichia coli , 1,3-bis(2-chloroethy!)-1-nitrosourea, effects 
on 5549. 

Escherichia coli , inhibition-radiation (y) + sodium chloride 
2706. 

Escherichia coli , N-methyl-N-nitrosourea-induced single- 
stranded breakage, recA gene/polA1 gene/exrA gene 


mutations, effects on 7140. 

Escherichia coli , postreplication, ts] mutant, effects on 433. 

Escherichia coli , radiation (y), oxygen effects on, 
photoreactivation 1077. 

Escherichia coli , radiation (y)-induced damage, mechanisms 
1081. 

Escherichia coli , radiation, synergism, effects on 1076. 

Escherichia coli , radiation (u.v.), effects on 3151. 

Escherichia coli , radiation (u.v.)/radiation (y) induced 

amage, comparison-phage A 7143. 

Eseherichia coli , relationship-DNA biosynthesis/protein 
biosynthesis 3812. 

Escherichia coli , role-DNA polymerase I/DNA polymerase 
III 1655. 

Escherichia coli , role-uracil-DNA glycosylase 5175. 

Escherichia coli K12 , radiation (u.v.) + methyl 
methanesulphonate induced damage 7138. 

Escherichia coli /Salmonella typhimurium , effects on 
mutagenesis, review 2885. 

excision, benzo(a)pyrene diol-epoxide derivatives induced 
damage, adenovirus (human) 5, human fibroblasts 441. 

excision, 7-bromomethylbenz(a)anthracene-DNA adducts, 
Chinese hamsters cells, inhibition-caffeine 2715. 

excision, characterization, eukaryotes, cell culture 1659. 

excision, cis-dichlorodiammine platinum II-induced damage, 
Chinese hamsters cells 7155. 

excision, Escherichia coli, rates/repair patches size, recL 
mutant 2110. 

excision, Escherichia coli , role-uvr gene 3814. 

excision, human lymphocytes, radiation (u.v.) saturation, 
effects on 6311. 

excision, human lymphocytes, recurrent herpes simplex virus 
4405. 

excision, radiation (u.v.)/N-acetoxy-2-acetylaminofluorene- 
induced damage, human cells, normal/ataxia telangiectasia/ 
Fanconi’s anaemia/Bloo’s syndrome/Cockayne syndrome 
3822. 

excision, radiation (u.v.)-induced, human lymphocytes B/ 
lymphocytes T, hydroxyurea/cytosine arabinoside, effects on 
6308. 

excision, radiation (u.v.)-treated phages, Bacillus subtilis 
3809. 

excision, review 5709. 

excision, role-DNA biosynthesis recovery, following 
radiation (u.v.), xeroderma pigmentosum cells 7154. 

Fanconi’s anaemia/normal human fibroblasts, comparison 
4408. 

following radiation (u.v.), Microtus agrestis cells 6292. 

following radiation (u.v.), phytohaemagglutinin-stimulated 
lymphocytes 6310. 

following radiation/drugs, review 5251. 

germ cells, mice, detection, methodology 7158. 

guanine (O%-methyl) excision, dimethylnitrosamine-induced 
damage, liver, rats 2712. 

guanine (O%-methyl) excision, dipropylnitrosamine/ 
diethylnitrosamine pretreatment, effects on 7161. 

heart cells, rats, adriamycin, effects on 6295. 

heavy ions-induced breaks, human kidney cells 7164. 

HeLa cells, induction-carcinogens, assays 1091. 

HeLa cells, induction-neocarzinostatin 2120. 

HeLa cells, inhibition-aphidicolin 5563. 

hepatocytes, rats 3168. 

human alveolar tumour cells, harman, effects on 5052. 

human fibroblasts, assays 6301. 

human fibroblasts, following radiation (u.v.)/benzo(a)pyrene 
metabolites 7181. 

human fibroblasts, induction-cholesterol oxide/radiation 
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(u.v.) 5559. 

human genomes 3820. 

human lymphocytes, association-poly (ADP-ribose) 
biosynthesis 7165. 

human lymphocytes, mitomycin C-induced damage, 
inhibition-caffeine 2121. 

induced, eukaryotes cells, review 5712. 

induced error-prone, review 5699. 

induction-2-acetylaminofluorene, hepatocytes, 3- 
methylcholanthrene-treated rats 2711. 

inhibitors, effects on bleomycin induced chromosome 
aberrations, CHO cells 5048. 

involvement-hydroxyurea induction-endogenous murine 
leukaemia virus, AKR cells 5046. 

iodine-125 decay-induced DNA breakage, Micrococcus 
radiodurans 3815. 

irradiated Escherichia coli , radiosensitization 1078. 

irradiated lymphocytes, pigs 436. 

kidney cell cultures, mice, induction-dimethylnitrosamine 
3817. 

lens cells, embryos, chickens, during development 4400. 

lens epithelium, rats, induction-chlorpromazine/methoxsalen 
2710. 

liver cells, rats/human leucocytes, radiation (u.v.)/ 
cyclophosphamide, effects on 4402. 

LL cells, hydroxyurea/methylnitrosourea/actinomycin D 
induced damage 5050. 

lymphoblastoid cell lines, induction-hydroxyurea, liver 
microsomes, effects on 6309. 

mammals, association-mutagenesis, review 2887. 

mammals cells, review 2285. 

mechanisms, book 3999. 

methyl methanesulphonate-induced, assays 4401. 

methyl methanesulphonate-induced breakage, 
Saccharomyces cerevisiae 5553. 

methy! methanesulphonate/4-nitroquinoline-1 -oxide damage, 
L cells/KB cells 3169. 

N-methyl-N-nitrosourea-induced damage, spermatozoa, mice 
5044. 

N-methyl-N-nitrosourea-treated V-79 cells 7178. 

N-methyl-N-nitrosourethane-induced damage, pancreas, 
guinea pigs 3161. 

Micrococcus radiodurans , radiation (y), effects on 5039. 

Mullerian duct, embryos, chickens 7153. 

mutagens-damaged plants, review 3359. 

neocarzinostatin-induced damage, HeLa cells 7174. 

neurons/synaptosomes, brain, rats, role- DNA polymerase f 
5638. 

nitrofurans damage, Escherichia coli 7139. 

nitrogen mustard induced DNA-proteins cross-linking, 
fibroblasts, Chinese hamsters, phenylmethylsulphony! 
fluoride, effects on 3821. 

nitrous acid induced damage, Escherichia coli , occurrence- 
specific enzymes 5032. 

, normal/abnormal human lymphoid cell lines, carcinogens/ 

mutagens, effects on 5051. 

normal/xeroderma pigmentosum human cells, inhibition- 
cytosine arabinoside 6605. 

nuclei/chromatin, liver, rats, radioprotective agents, effects 
on 4403. 

pathway, Escherichia coli mutants, methyl 
methanesulphonate induced damage 5547. 

pathways, bacteria, role-mutagenesis, review 2301. 

patterns, radiation (u.v.)-induced, metaphase/interphase 
chromosomes 6303. 

phage A, radiation (u.v.), inhibition-DNA gyrase inhibitors 


1075. 

phage PBS1/phage SPO2, deaminated cytosine uracil-DNA 
glycosidase 2221. 

phage T4 DNA apurinic sites, Anacystis nidulans cell-free 
system 2702. 

phage T4 radiation (u.v.)-sensitive mutants 1653. 

post-irradiation, thymocytes, rats, metabolism inhibitors, 
effects on 3819. 

post-replication, mammalian cells, radiation (u.v.), models 
440. 

post-replication, radiation (u.v.)-induced, normal/xeroderma 
pigmentosum cells 7180. 

post-replication, radiation (u.v.)-induced damage, 
Escherichia coli , role-DNA polymerase I 7372. 

post-replication, radiation (u.v.) treated Micrococcus luteus , 
chloramphenicol, effects on 5038. 

psoralen + radiation (light)-induced cross-links, Escherichia 
coli /phage A 3811. 

psoralen/light-induced cross-links, Escherichia coli DNA 
metabolism mutants 2109. 

radiation (y)-induced, brain, mice 2709. 

radiation (y)-induced, Escherichia coli , protection- 
cysteamine 1654. 

radiation (y)-induced lesions, role-Micrococcus luteus 
endonuclease 6383. 

radiation (fast neutron)-induced breakage, mammalian cells 
6312. 

radiation (iodine 125) induced double-stranded/single- 
stranded breakage, human kidney cells 5557. 

radiation (ionizing)-induced single-stranded breakage, 
Escherichia coli , nalidixic acid, effects on 3153. 

radiation (u.v.) + N-acetoxy-2-acetylaminofluorene treated 
xeroderma pigmentosum cells 7167. 

radiation (u.v.), cell lines, mammals 3171. 

radiation (u.v.), induction-skin carcinoma, mice, AMP 
(cyclic) modification, effects on 3173. 

radiation (u.v.)/carcinogens-treated retina ganglion cells, rats, 
relationship-age 3162. 

radiation (u.v.)-inactivated Acholeplasma laidlawii , 
acriflavine, effects on 3148. 

radiation (u.v.)-induced, association-nucleosomes 
rearrangement, human chromatin 631. 

radiation (u.v.)-induced, Bacillus subtilis mutant 7136. 

radiation (u.v.)-induced, chromatin, normal/xeroderma 
pigmentosum human fibroblasts 7170. 

radiation (u.y.)-induced, Dictyostelium discoideum radiation- 
sensitive/resistant strains 5550. 

radiation (u.v.)-induced, distribution-human fibroblasts 6304. 

radiation (u.v.)-induced, distribution-human/mice cells 6313. 

radiation (u.v.)-induced, DNA polymerase III deficient 
Escherichia coli , pyrimidines dimers transfer 7141. 

radiation (u.v.)-induced, human actinic keratosis skin 
fibroblasts 2713. 

radiation (u.v.) induced, human fibroblasts, age, effects on 
2119. 

radiation (u.v.)-induced, human leucocytes, age, effects on 
GAMA 

radiation (u.v.)-induced, human placenta cell culture 7166. 

radiation (u.v.)-induced, human skin fibroblasts, inhibition- 
hydroxyurea 7171. 

radiation (u.v.)-induced, L1210 cells, inhibition-quinacrine/ 
anthralin 1092. 

radiation (u.v.)-induced, Pseudomonas aeruginosa , phage 
C5, effects on 7148. 

radiation (u.v.)-induced, role-Escherichia coli defective 
mutant 3149. 

radiation (u.v.)-induced, role-pyrimidines dimers excision, 
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Escherichia coli 7145. 

radiation (u.v.)-induced, xeroderma pigmentosum/Cockayne 
syndrome 5556. 

radiation (u.v.)-induced damage, Azotobacter vinelandii 
TASS: 

radiation (u.v.)-induced damage, Dictyostelium discoideum 
radiation-sensitive mutants 5551. 

radiation (u.v.) induced damage. Escherichia coli sbcA 
mutant 5034. 

radiation (u.v.) induced damage, Escherichia coli, DNA 
turnover, effects on 5548. 

radiation (u.v.)-induced damage, Gloeocapsa alpicola 7152. 

radiation (u.v.)-induced damage, human light-sensitive skin 
diseases 4406. 

radiation (u.v.)-induced damage, Mycoplasma buccale 7147. 

radiation (u.v.)-induced damage, phage A/phage T4 7129. 

radiation (u.v.) induced damage, plasmids ColE1 hybrids 
5027. 

radiation (u.v.)/4-nitroquinoline 1-oxide/N-acetoxy-2- 
acetylaminofluorene-induced damage, human fibroblasts 
7169. 

radiation (u.v.)/radiation (y) induced, Escherichia coli , 
caffeine/acriflavine, effects on 7144. 

radiation (u.v.)/radiation (visible light)-induced damage, 
Potorous tridactylus 434. 

radiation (X)-induced, association-survival, cell culture 1660. 

radiation (X) induced, HeLa cells, cytosine arabinoside, 
effects on 3824. 

radiation (X)-induced, HeLa cells, hyperthermia, effects on 
6305. 

radiation (X)-induced single-stranded breakage, DNA repair, 
inhibition-caffeine (8-bromo) 439. 

radiation (X)-induced single-stranded breakage, comparison- 
insects/mammalian cells 6307. 

radiation-induced damage, theories 4017. 

recombination, phage T4, ethyl methanesulphonate treatment 
713 ite 

recombination, phage T4, N-methyl-N’-nitro-N- 
nitrosoguanidine treatment 7130. 

relationship-cis-dichlorodiammine platinum (II) interaction- 
DNA 6093. 

review 1321, 5704. 

role-cataracts aetiology, review 1313. 

role-mutagenesis/carcinogenesis, proceedings 2276. 

role-xeroderma pigmentosum, review 2883. 

Saccharomyces cerevisiae , anthramycin/tomayomycin/ 
sibiromycin-induced, mechanisms 3157. 

Saccharomyces cerevisiae , radiation (u.v.)/nitrous acid 
induced, mechanisms 1657. 

Saccharomyces cerevisiae , radiation (X) induced double- 
stranded breakage, mechanisms 4398. 

Saccharomyces cerevisiae , single-stranded breakage, 
formaldehyde-induced 1082. 

Saccharomyces cerevisiae DNA ligase defective mutant 
4399. 

Schizophyllum commune , radiation (u.v.) damage 1084. 

single-stranded breakage, Vicia faba 4410. 

spleen lymphocytes, rats, intrauterine radiation (X) exposure, 
effects on 6297. 

synthesis, distribution, chromatin, human fibroblasts, N- 
acetoxy-2-acetylaminofluorene, effects on 627. 

synthesis, DNA polymerase I, toluene treated Escherichia 
coli , N-methyl-N'-nitro-N-nitrosoguanidine, effects on 5031. 


Syrian hamsters embryos cells, 7,12- 
dimethylbenz(a)anthracene/5-fluoro-7, 12- 
dimethylbenz(a)anthracene treatment 7156. 

3,3'4,4/-tetrachloroazobenzene-induced, hepatocytes, rats 
7160. 

tumour cells, mammary gland, mice, radiation (u.v.)/ 
radiation (X), effects on 5053. 

ultrasound-induced, HeLa cells 7173. 

uracil (5-bromo) induced damage, Escherichia coli mutants 
5029. 

xanthotoxin/visnagin-induced damage, Chlamydomonas 
reinhardtii 3159. 

yeasts, deoxyribodipyrimidine photolyase 1096. 

DNA-suppressing factor, 

effects on DNA thymidine incorporation 464. 

DNA tumour virus, 

DNA. polymerase, review 656. 

DNA-unwinding protein, 

activity, phage / int gene products 7456. 

activity, phage T4 gene 39/gene 52 products complex 7261. 

activity, sea urchin, development/cell cycle 1293. 

adenosinetriphosphatase, phage T4-infected Escherichia coli 
, isolation/properties 5675. 

Agrobacterium tumefaciens , effects on plasmids/plants 
DNA 1169. 

calf thymus, interaction-DNA 2271. 

DNA conformations, effects on, review 6545. 

effects on phage M13 DNA replication, infected Escherichia 
coli 5538. 

Escherichia coli , role-transcription 2874. 

Escherichia coli , formation-double-stranded DNA.643. 

Haemophilus gallinarium , purification/characterization 
7460. 

L cells, purification 1295. 

nucleosomes-like particles assembly 7444. 

phage fl, characterization 641. 

phage T4, crystallization/electron diffraction 1287. 

phage T4, DNA binding properties 7457, 7458. 

phage T4, DNA binding sites 642. 

phage T4, interaction-DNA 3982. 

phage T4, interaction-DNA, kinetics 1288. 

DNases see Deoxyribonuclease. 

Doxorubicin, 

complex-DNA, affinity constants determination 7222. 

complex-DNA, effects on malignant diseases, children 7230. 

complex-DNA, toxicity/pharmacology, mice 7227. 

complex-DNA, uptake, human leukaemia cells 7229. 

complex-DNA, use-chemotherapy, review 6552. 

complex-DNA, use-leukaemia (acute)/bronchogenic 
carcinoma treatment 7234. 

DNA complex, pharmacokinetics, cancer, children 3199. 

effects on DNA biosynthesis, heart, rats/mice 2117. 

inhibition-DNA biosynthesis, mechanisms 3146. 

Drosophila, 

cells, radiation (u.v.)-treated, DNA/RNA binding-psoralen 
derivatives 6969. 

chromatin, structure, occurrence-higher order domains 5221. 

embryos, eye colour, DNA injection, effects on 6339. 

embryos, RNA biosynthesis rates during development 6032. 

heat shock loci, chromatin structure 5222. 

sak polytene chromosomes, location-RNA 5S genes 

nonhistone proteins distribution 1256. 
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nuclei, digestion-deoxyribonuclease I, release-proteins, 
association-chromosome puff 2866. 

polytene chromosomes, DNA content/morphology, 
temperature, effects on 5231. 

mRNA, abundance, relationship-lifetime 1457. 

tRNA, purification/nucleosides composition 4677. 

rRNA 5S formation, kinetics 1971. 


Drosophila hydei, 
chromosomes, DNA replication 6264. 


chromosomes DNA biosynthesis, puromycin, effects on 
7198. 


Drosophila melanogaster, 

chromatin, assembly following replication 2252. 

chromosomes, DNA, homology-Drosophila virilis 2088. 

chromosomes, puffing patterns, glutamic acid, effects on 
1275. 

chromosomes, tRNA Val genes localization/characterization 
5227. 

cloned DNA fragments, RNA 4S-coding, characterization 
2662. 

differentiation, protein biosynthesis patterns 790. 

distribution-satellite DNA/DNA 948. 

Dm142 gene, characterization 2663. 

DNA, heat shock gene sequences, cloning 482. 

DNA, repeated genes, heat shock locus 400. 

DNA, RNA polymerase II initiation sites, quantitation 7350. 

DNA polymerase f-like activity, identification 7377. 

embryos, DNA polymerase, purification/characterization 
2204. 

guanine-insertion enzyme, role-nucleoside Q biosynthesis 
2815. 

heat shock-induced proteins genes, containing, recombinant 
plasmids, sequence organization 4303. 

heat shock loci, sequence organization/transcription 1621. 

heat shock proteins, genes, cloned DNA segments, analysis 
6228. 

heat shock proteins genes, containing, DNA segments, 
mapping 6227. 

heat shock response, adenosine (5'-methylthio), effects on 
5761. 

heterochromatin, satellite DNA, localization-adjacent copia 
gene 1620. 

imaginal discs, uridine incorporation, ecdysterone, effects on 
1972. 

imaginal discs cells, DNA biosynthesis, inhibitors, effects on 
7197. 

larvae. fat body, ecdysone induction-mRNA 1510. 

lethal mutant, tRNA metabolism 3444. 

mitochondria, DNA, mapping, electron microscopy 3768. 

mutants, ovary, rRNA gene polyploidization 4872. 

nuclei, RNA biosynthesis in vitro 4811. 

oocytes, polyribosomes content 2954. 

oocytes, mRNA, coding activity/stability 3641. 

_ ovary follicles, mRNA, identification/localization 4146. 
protein biosynthesis cell-free system, characterization 4706. 
recombinant deficient mutant, chromosome aberrations 3977. 
mRNA, sequence complexity during embryogenesis 6800. 
tRNA aminoacylation, age, effects on 5839, 6682. 

RNA biosynthesis/protein biosynthesis, a-amanitin/juvenile 
hormone, effects on 901. 

rRNA gene, cloned fragments, isolation/characterization 
3769. 

rRNA gene, cloned fragments, mapping 3770. 

rRNA gene, nucleotide sequence homology-Drosophila virilis 
4990. 


rRNA gene transcription/spacer sequence, evolution, 
comparison 7086. 

tRNA genes, transcription-Xenopus laevis germinal vesicle 
extracts 749. 

tRNA isoacceptors patterns, age, effects on 5840. 

tRNA Lys, nucleotide sequence 3451. 

tRNA Met, nucleotide sequence 2937. 

RNA polymerase II, properties 7349. 

tRNA Val, purification/characterization 747. 

rRNA 5S genes, cloning, mapping/nucleotide sequence 
determination 4989. 

rRNA SS genes, locus organization 1619. 

somatic chromosomes, location-repetitive DNA 3974. 

vitellogenin, biosynthesis in vivo/organ culture/cell-free 
system 4095. 

wing discs, RNA biosynthesis/protein biosynthesis 3572. 

Drosophila nasuta, 

polytene cells nucleoli, DNA, organization/replication 6230. 

Drosophila nasutoides, 

metaphase chromosomes, localization-satellite DNA 3975. 

Drosophila neohydet, 

chromosomes, DNA replication 6264. 

Drosophila simulans, 

mitochondria, DNA, mapping, electron microscopy 3768. 


Drosophila virilis, 

chromosomes, DNA, homology-Drosophila melanogaster 
2088. 

histone H1 phosphorylation, relationship-satellite DNA 
compaction, heterochromatin 6489. 

mitochondria, DNA, mapping, electron microscopy 3768. 

rRNA gene, nucleotide sequence homology-Drosophila 
melanogaster 4990. 

rRNA gene sequence, cytosine (methyl) detection 6229. 

satellite DNA, isolation/characterization 7085. 


Drosophila virus X, 

virions-associated RNA polymerase, RNA biosynthesis in 
vitro 1731. 

Drug resistance, 

emetine, CHO cells, relationship-ribosomal protein S20 
mutation 3505. 

Drugs, 

see also specific compounds 

interaction-DNA, review 4594. 

platinum-containing, spin labelled, interaction-guanosine 
(deoxy) 6583. 

Ducks, 

cells, DNA sequences, transfer-3T3 cells, Rous sarcoma 
virus 1140. 

DNA, homology-chickens/quails/ostriches 1623. 

erythrocytes, nuclei, high mobility group nonhistone proteins, 
acetylation 1259. 

erythrocytes, occurrence-globin mRNA precursors 4147. 

liver, vitellogenin/albumin mRNA, purification 843. 

Dunaliella bioculata, 

cell cycle, DNA biosynthesis/RNA biosynthesis/protein 
biosynthesis 1066. 

Dunaliella tertiolecta, 

DNA replication, regulation during senescence 5057. 

Dyes, 

complex-DNA, c.d. 3668. 

interaction-DNA/RNA, review 2901. 

photosensitization-DNA, free radicals induction 2047. 

photosensitization-DNA, phage T4 inactivation 3062. 

Dytiscus marginalis, 

oocytes, rRNA gene organization 3318. 
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ATP interaction-manganese 6621. 

cations radicals, DNA/dinucleoside phosphates 
photoionization 3083. 

DNA + caffeine, solubilization-benzo(a)pyrene (6-oxy) 2052. 

Escherichia coli ribonucleotide reductase tyrosine free 
radicals 1235, 

GMP complex-copper 5304. 

lysine-rich histones binding-DNA 7418. 

manganese-ATP complex 1856. 

poly (A)/poly (U) spin labelling-nitroxides 5807. 

polynucleotides interaction-Vero cells 156. 

purines/pyrimidines, radiation (y) 2308. 

pyrimidines dihydro derivatives, radicals 31. 

radiation (7), cytosine (iso) crystals 6562. 

UMP radiation-induced phosphate radicals 1858. 

uracil (5-bromo) 683. 

uracil (dihydro) radiation damage, radicals 1343. 

Ecdysone, 

effects on RNA biosynthesis, Acricotopus lucidus salivary 
gland 4201. 

effects on RNA polymerase activity, Antheraea pernyi wings 
epidermis, during development 3248. 

induction-mRNA, larvae fat body, Drosophila melanogaster 
1510. 

a-Ecdysone, : 

effects on DNA biosynthesis, Aeshna cyanea larvae 5024. 

B-Ecdysone, 

effects on DNA biosynthesis, Aeshna cyanea larvae 5024. 

effects on DNA biosynthesis/RNA biosynthesis, Panulirus 
longipes 3585. 

Ecdysterone, 

effects on RNA biosynthesis/DNA biosynthesis, Bombyx 
mori larvae, midgut 3586. 

effects on uridine incorporation, Drosophila melanogaster 
imaginal discs 1972. 

Echinodermata, 

DNA sequence homology 3121. 

DNA sequences organization 2657. 

Echinus, 

eggs, histones, characterization 2843. 

Ectromelia virus, 

hepatocytes, mice, DNA biosynthesis, thymidine (trifluoro) 
+ asialofetuin, effects on 7111. 

Edeine, 

effects on ribosomal subunit 40S-reovirus mRNA interaction 
818. 

EDTA, 

effects on deoxyribonucleoproteins 1755. 

effects on histones electrophoretic mobility, trout/chickens 
erythrocytes/calf thymus 6472. 

inhibition-DNA binding-receptors, Bacillus subtilis 1133. 

Eggplant mosaic virus, 

RNA, translation-wheat germ cell-free system 4241. 

RNA, translation-wheat germ extracts/reticulocyte lysate 
3639. 

RNA homology-Andean potato latent virus/turnip yellow 
mosaic virus 873. 

Ehrlich ascites carcinoma, 

bearing mice, liver, DNA biosynthesis 5565. 

Ehrlich ascites carcinoma cells, 

mRNA precursors 5’-terminus fragments, complexity/ 
hybridization properties 6807. 


Ehrlich ascites cells, 

chromatin structure, review 1333. 

ribonucleoside-diphosphate reductase, reconstitution 571. 

RNA polymerase II stimulatory factors, purification/ 
characterization 1725. 


Ehrlich ascites tumour, 

bearing-mice, spleen, DNA biosynthesis 2125. 

mice, DNA complex-daunorubicin, antitumour activity 7231. 

RNA, effects on homologous tumours transplantation/ 
growth 3044. 

RNA biosynthesis, pulvomycin/kirromycin, effects on 3017. 


Ehrlich ascites tumour cells, 

chromatin, interaction-daunorubicin 6500. 

chromatin histones segregation during replication 4545. 

cytoplasmic RNA biosynthesis, anaerobic conditions, effects 
on 4840. 

DNA, bleomycin, effects on 6965. 

DNA, isolation-replication branching sites 4883. 

DNA, strands breakage-aminoquinones 362. 

DNA biosynthesis, lasers radiation, effects on 7168. 

DNA biosynthesis/RNA biosynthesis, sulphated 
polysaccharides, effects on 2144. 

DNA biosynthesis/RNA biosynthesis/protein biosynthesis, 
regulation-quercetin 3838. 

DNA biosynthesis/RNA biosynthesis/protein biosynthesis, 
pyrimidine (1,3,4-thiadiazolo[3,2a]), effects on 6884. 

fluids, immunosuppressive factor deoxyribonucleoproteins, 
characterization 5195. 

interferon-treated, MRNA accumulation 6927. 

localization-DNA-daunorubicin interaction 965. 

nuclear DNA, degradation-anthracycline 4887. 

nuclei, DNA biosynthesis, heparin, effects on 7185. 

nucleosides uptake, inhibition-methylhydrazones 1360. 

nucleosomes fractions, isolation/characterization 6483. 

poly (ADP-ribose) polymerase, purification/properties 1231. 

polyribosomes, poly (A) containing mRNA, sequence 
complexity 5986. 

polyribosomes, proteins, patterns 815. 

prophase, ribosomes content 207. 

protein biosynthesis/RNA biosynthesis/DNA biosynthesis, 
sodium/potassium concentration, effects on 4712. 

protein factors, inhibition-RNA polymerase I/RNA 
polymerase II 1183. 

purine nucleotides biosynthesis, adenosine (5'-deoxy), effects 
on 2335. 

ribonucleoside-diphosphate reductase, subunits association 
1232. 

RNA biosynthesis, inhibition-RNA polymerase II 
stimulation factors antibodies 6883. 

Sendai virus infected, ribonucleoproteins, occurrence/ 
characterization 3290. 

separation-poly (A) containing mRNA, methodology 3530. 

Eimeria tenella, 

gametogenesis, RNA content 223. 

ribosomes, characterization 2952. 

Eisenia foetida, 

reas mitochondria-mediated chromatin condensation 

Elaphe radiata, 

satellite DNA, W chromosome-associated, condensed, 
behaviour 3976. 

Elastin, 

mRNA, aorta, chickens, isolation/translation 4247. 

Electric shock, 

effects on DNA thymidine incorporation, brain, rats 3179. 
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Electron microscopy, 

+ autoradiography, Lilium longiflorum chromosomes 
DNA biosynthesis during meiosis 7221. 

avian myelocytomatosis virus RNA structure 2989. 

characterization-chromatin, liver, rats 1775. 

characterization-plasmid pCR1/plasmid pCR11 7021. 

Chilodonella uncinata chromosomes, chromatin 
organization 2258. 

chromatin, methodology 610. 


chromatin fibres structure, chickens erythrocytes nuclei 5206. 


circular DNA/plants 3136. 

defective herpes simplex virus 1 DNA 384, 1595. 

detection-HeLa cells cytoplasmic RNA circular forms 6808. 

DNA, Paracentrotus lividus embryos 1618. 

DNA, persistence length determination 6136. 

DNA, phage T4 particles 6162. 

DNA, rats, mitochondria, base composition heterogeneity 
3778. 

DNA cross-links, human skin 3786. 

DNA detection, methodology, review 5250. 

DNA/ribosomes structure, book 655. 

DNA/RNA, use-phosphotungstic acid 1542. 

DNA transcription complex, SV40 infected kidney cells, 
mice 3944. 

encephalomyocarditis virus/poliovirus 1/poliovirus 3 RNa 
eee Wes 

Escherichia coli F' factors structure 2600. 

Escherichia coli plasmid AP1 DNA 5483. 

Escherichia coli restriction endonuclease, mechanisms 6395. 

Escherichia coli ribosomal subunit 30S structure 5877. 

Escherichia coli ribosomal subunit 50S, methodology 195. 

Escherichia coli ribosomal subunit 50S, structure 4103. 

Escherichia coli ribosomes/ribosomal subunits 2411. 

Escherichia coli rRNA 16S/phage MS2/phage Qf rRNA, 
molecular weight 1948. 

Euplotes vannus /Keronopsis pulchra /Gastrostyla steinii , 
chromatin fibres 3313. 

Galleria mellonella polyhedrosis virus DNA structure 5500. 

Geotrichum candidum ribosomal subunits structure 2414. 

human chromosomes, structure 1782. 

insertion sequence 1/chloramphenicol antibiotic resistance- 
containing phage Mu DNA 1586. 

localization-Escherichia coli RNA polymerase binding sites, 
phage S13/phage 9X174 DNA 2614. 

localization-tRNA, Escherichia coli ribosomal subunit 30S 
4105. 

mapping-Drosophila melanogaster /Drosophila simulans / 
Drosophila virilis mitochondria DNA 3768. 

mapping-herpes simplex virus 1 DNA bound proteins 7472. 

mapping-phage 9X174/phage G4 DNA heteroduplex 4938. 

mapping-promoters, phage TS genome 2616. 

mapping-Saccharomyces cerevisiae double-stranded RNA 
250. 

mapping-Saccharomyces cerevisiae rRNA gene, 
methodology 1043. 

mapping-Xenopus laevis mitochondria DNA RNA 4S genes 
401. 

minute virus of mice RNA 5954. 

Moloney leukaemia virus RNA splicing 858. 

phage A DNA RNA polymerase binding sites, mapping 376. 

phage A DNA transcription initiation sites, mapping 7031. 

phage C, DNA 6159. 

phage fd DNA, orientation 3717. 

Physarum polycephalum DNA replication 4378. 

plasmid pVHS1 replication 5010. 

poliovirus, RNA-associated proteins 2875. 

preparation-DNA/chromatin, methodology 981. 


proteins binding-DNA, mapping 1299. 

pseudorabies virus DNA structure 6193. 

psoralen derivatives photochemical cross-linking-DNA, 
epidermis, guinea-pigs 7088. 

R factor RSF2124 + plasmid pLS11 3705. 

ribosomal subunit 50S, localization-ribosomal protein L7/ 
L12 3479. 

ribosomes, liver, rats 3487. 

mRNA complementary DNA 3777. 

rRNA gene repeated unit size 6240. 

spermidine-induced phage T7 DNA condensation 382. 

Spinacia folded chloroplast DNA 2094. 

SV40 chromatin, nucleosomes, arrangement 614. 

transcription, Strongylocentrotus purpuratus embryos 4810. 

use-mapping genomes, phage G4/phage 9X 174, comparison 

vaccinia virus DNA, structure, inverted terminal repetition 
1017. 

yeasts mitochondria DNA chloramphenicol antibiotic 
resistance segments 5516. 

Electrophoresis, 

characterization-plasmids, Shigella sonnei /Shigella flexneri 
antibiotic resistance isolates 7245. 

comparison-rotavirus (simian)/rotavirus (human)/rotavirus 
(bovine) genomes RNA 5958. 

identification-ribosomal proteins, liver, rats 4721. 

Paracentrotus lividus chromatin nonhistone proteins 6477. 

quantitation-Bombyx mori silk gland tRNA 5823. 

resolution-Saccharomyces cerevisiae circular mitochondrial 
DNA 1041. 

Rhizobium meliloti plasmids identification/characterization 
7243. 

ribosomal proteins 192. 

separation-DNA restriction endonuclease fragments 3060. 

separation-RNA 233, 1460. 

Ellipticine, 

binding-calf thymus DNA, characterization 3081. 

derivatives, induction, DNA breakage, L1210 cells 6995. 

Elongation, 

activity, protein biosynthesis, liver, rats, proteins depletion/ 
refeeding, effects on 4709. 

protein biosynthesis, inhibition-reticulocytes membranes 
components 5362. 

protein biosynthesis, reticulocytes/reticulocyte lysate, 
potassium concentration, effects on 1454. 

Saccharomyces cerevisiae cell-free system, analysis 5341. 

Elongation factor G, 

complex-guanosine nucleotides + ribosomes, dissociation 
4744. 

Escherichia coli , amino acid sequence, GTP binding sites 
1452. 

fragments, Escherichia coli , crystallization 3509. 

mutants, Bacillus subtilis , suppression-RNA polymerase 
mutations 3246. 

role-Bacillus subtilis sporulation 1449. 

Spinacia chloroplasts, purification 4753. 

Thermus thermophilus , catalytic properties, comparison- 
Escherichia coli 5914. 

Thermus thermophilus , characterization, comparison- 
Escherichia coli 5915. 

Thermus thermophilus , purification/characterization 5913. 

Elongation factor Ts, 

identification-elongation factor 1 components, reticulocytes, 
rabbits 6758. 

Thermus thermophilus , catalytic properties, comparison- 
Escherichia coli 5914. 

Thermus thermophilus , characterization, comparison- 
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Elongation factor Ts,(continued) 
Escherichia coli 5915. 

Thermus thermophilus . purification/characterization 5913. 

Elongation factor Tu, 

Bacillus stearothermophilus , binding-GDP., role-sulphydryl 
groups 5360. 

Bacillus stearothermophilus , properties, magnesium, effects 
on 4745. 

binding-GDP/GTP, kirromycin, effects on 5911. 

binding-tRNA (aminoacyl) isomers, Escherichia coli /yeasts 
6753. 

complex formation-GTP + tRNA (aminoacy)), inhibition- 
pulvomycin 1914. 

complex formation-GTP + tRNA (aminoacy)l), assays 4126. 

complex-GDP, Escherichia coli , X-ray crystallography 
2967. 

complex-GDP, Escherichia coli , X-ray diffraction 217. 

complex-kirromycin, induction-hydrolysis GTP, role-cations 
6755. 

Escherichia coli , aggregates, conformation 827. 

Escherichia coli , reductive methylation 1920. 

Escherichia coli ,tRNA (aminoacyl) 3’-terminus binding 
sites 5910. 

interaction-GTP, kirromycin, effects on 2965. 

interaction-tRNA, wheat germ, specificity 2941. 

mRNA, Escherichia coli , translation 934. 

Spinacia chloroplasts, purification 4753, 4753. 

Thermus thermophilus , catalytic properties, comparison- 
Escherichia coli 5914. 

Thermus thermophilus , characterization, comparison- 
Escherichia coli 5915. 

Thermus thermophilus , purification/characterization 5913. 

Elongation factor 1, 

activity, tumours, rats/liver, hosts 4140. 

Artemia salina , binding-tRNA (phenylalany]), role-guanine 
nucleotides 3507. 

Artemia salina , interaction-ribosomes 4135. 

Bombyx mori , subunits reassociation 218. 

Bombyx mori silk gland, effects on ribosomes-dependent 
dGTPase activity 219. 

components, reticulocytes, rabbits, identification-elongation 
factor Ts 6758. 

reticulocytes, rabbits, binding-RNA 2969. 

wheat germ, age, effects on 2433. 

Elongation factor 2, 

diphtheria toxin-modified, yeasts, tryptic peptides, isolation/ 
characterization 2968. 

induced ribosomes sensitization-modeccin, reticulocytes, 
rabbits 5359. 

reticulocytes, immobilization 832. 

reticulocytes, rabbits, binding-RNA 2969. 

Embryo cells, 

chickens, acetylcholinesterase differentiation, myogenesis, 
RNA, effects on 306. 

DNA-binding, mice, mechanisms, 7,12- 
dimethylbenz(a)anthracene-diol epoxide 2581. 

Embryo fibroblasts, 

chickens, Rous sarcoma virus-transformed, tRNA 
methylation, inhibition-adenosine (5-deoxy-5'-S-isobutyl) 
2376. 

human, DNA biosynthesis, stimulation-herpes simplex virus 
2, mechanisms 2698. 

rats, uptake/fate-DNA complex-daunorubicin 7228. 

Embryo myoblasts, 

chickens, poly (A)-containing RNA, diversity 1495. 

Emetine, 

drug resistance, CHO cells, relationship-ribosomal protein 


§20 mutation 3505. 

inhibition-Entamoeba histolytica protein biosynthesis, 
binding-ribosomes 6745. : 

EMT6 cells, 

DNA/RNA content during cell cycle 2733. 

RNA biosynthesis rates, association-mitosis 2492. 

Encephalitis, 

herpes simplex virus, mice, treatment-uridine (5-ethyl-2'- 
deoxy) 3410. 

Encephalomyocarditis virus, 

double-stranded DNA, circular-linear conversion 4951. 

double-stranded RNA, linear/circular forms 6778. 

double-stranded RNA, melting/reassociation 2986. 

genomes-linked proteins, comparison-poliovirus 2272. 

induced RNA polymerase (RNA-dependent), activity, 
inhibition-Krebs II ascites cells components antibodies 3907. 

infected Krebs II ascites cells, mRNA-containing 
ribonucleoproteins, characterization 5189. 

polynucleotide adenylyltransferase activity, infected L cells 
745. 

replicative form RNA, translation-cell-free system 4092. 

RNA, covalent bonding-proteins 7470. 

RNA, infectivity, amphotericin B methy] ester, effects on 
3628. 

RNa, mapping/electron microscopy 3537. 

RNA, poly (C) tracts, sequence/location 5375. 

RNA, 3'-terminus nucleotide sequences 247. 

RNA, translation-reticulocyte lysate, kinetics analysis 5342. 

RNA biosynthesis inhibition, relationship-2',5'-oligo (A) 
polymerase activity, interferon-treated HeLa cells 5631. 

RNA translation in vitro, comparison-tick-borne encephalitis 
virus 3046. 

Endodeoxyribonuclease, 

activity, Rous sarcoma virus/avian myeloblastosis virus 
DNA-binding protein 1289. 

Anabaena cylindrica , purification/characterization 6398. 

Hemophilus influenzae exodeoxyribonuclease II]-associated, 
characterization 509. 

human KB cells, purification/characterization 508. 

Endonuclease, 

activation, double-stranded RNA, inhibition-protein 
biosynthesis, reticulocyte lysate 932. 

activity, avian myeloblastosis virus DNA polymerase (RNA- 
dependent) 5159. 

activity, detection, nuclei, brain cells, rats 5121. 

activity, Escherichia coli colicin E3 5123. 

activity, human ataxia telangiectasia 1702. 

activity, normal/xeroderma pigmentosum fibroblasts, methyl 
methanesulphonate-treated phage PM2 DNA 5612. 

activity, radiation (u.v.)/acids/osmium tetroxide-damaged 
DNA, characterization, mice plasmacytoma cells 510. 

a cata hose DNA, assays, use-electrophoresis 
S122" 

adenovirus (human) 2, cleavage specificity/mechanisms 6382. 

apurinic-site-specific, Saccharomyces cerevisiae , purification/ 
characterization 1163. 

pee sites/apyrimidinic sites specific, DNA repair, review 

apurinic sites-specific, epidermis, mice, purification/ 
properties 6380. 

avian myeloblastosis virus DNA polymerase (RNA- 
dependent) association, characterization 7322. 

Bacillus subtilis , apurinic sites specific activity, purification/ 
characterization 2780. 

chromatin, HeLa cells, purification/properties 6379. 

cleavage sites, SV40 chromatin 2860. 

digestion, chromosomes, CHO cells 3972. 


a ee ee eee, 


130 


IRL©1979 


Nucleic Acids Abstracts 


Endonuclease,(continued) 

double-stranded RNA-specific, nucleoli, embryos, chickens/ 
Ehrlich ascites tumour cells, mice, localization/ribosomes 
transcripts 5611. 

Escherichia coli , isolation/characterization, rRNA 16S 
processing 490. 

foot-and-mouth disease Virus, activity 845. 

human fibroblasts, cleavage-damaged DNA 1162. 

Micrococcus luteus , isolation/characterization, role-DNA 
repair, radiation (y)-induced lesions 6383. 

Micrococus luteus , purification/characterization 1712. 

mung beans, cleavage-phage T7/phage gh-1/phage PM2 
DNA 488. 

oligo (A)-dependent, activity, normal/interferon-treated 
HeLa cells 4068. - 

plants, interaction-adenosine/uridine 3’-phenylphosphonic 
acid esters 73. 

durification/characterization, cleavage-Bombyx mori 
silkgland tRNA precurosrs 2769. 

pyrimidines dimers-specific, calf thymus, purification/ 
characterization 7303. 

ribonucleoproteins, liver, rats, cleavage-mRNA precursors 
3294. 

Schizophyllum , DNA cutting during meiosis 7302. 

Serratia marcescens , cleavage-thymus DNA, rats 2183. 

Thermus aquaticus /Bacillus stearothermophilus , isolation 
2779. 

Thermus thermophilus , isolation/characterization 5124. 

Endonuclease a, 

Saccharomyces cerevisiae , activity-radiation (u.v.)-treated 
phage T7 DNA 2767. 

Endonuclease IV, 

phage T4, use-nucleotide sequence determination, L cells 
satellite DNA 2092. 

Endonuclease V, 

phage T4, sensitivity-SV40 DNA, radiation (u.v.), effects on 
6286. 

Endoplasmic reticulum, 

liver, rats, MRNA occurrence 3521. : 

membranes, bound ribosomes, liver, rats, cytochrome b5/ 
NADPH-cytochrome reductase biosynthesis 3504. 

Enflurane, 

effects on RNA biosynthesis, kidneys, rats 4835. 

Enolase, 

mRNA, Saccharomyces cerevisiae , isolation/identification 
1929. 

Entamoeba histolytica, 

protein biosynthesis, inhibition-emetine, binding -ribosomes 
6745. 

Enterobacter, 

DNA, base composition 3110. 

Enterobacteriaceae, 

lipoproteins genes, DNA homology 4965. 

tryptophan operon, evolution, genes fusion 5098. 

Enterotoxin B, 


genes, Staphylococcus aureus chromosomes, mapping 1281. 


Enterovirus (bovine), 

RNA replication, infected BHK cells 5403. 

Envelope glycoprotein, 

mRNA precursors, avian leucosis virus, identification 1939. 

Enzymes, 

association-DNA, rate 2566. 

cleavage-RNA-5'-terminus proteins linkage, poliovirus, 
characterization 2817. 

Escherichia coli , purines insertion-DNA 4522. 

inducers, microsomes, effects on DNA binding- 
benzo(a)pyrene metabolites, liver, mice 4274. 


Epidermal growth factor, 

stimulation-DNA biosynthesis, human fibroblasts, 
mechanisms 3145. 

stimulation-DNA biosynthesis, human/mice cells 7126. 

Epithelium, 

stem cells, DNA segregation 1676. 

Epstein-Barr virus, 

carrying, cell lines, Herpesvirus papio superinfection, 
inhibition-DNA biosynthesis 4387. 

circular DNA, size, infectious mononucleosis-derived human 
lymphoblastoid cell lines 3732. 

DNA, detection, use-hybridization 317, 1543. 

DNA, restriction endonuclease fragments, nucleotide 
sequence/mapping 1005. 

DNA, sequence variability 6179. 

DNA, tandem repeated sequence, mapping 7048. 

DNA, termini structure 7049. 

DNA, transformed cells, nucleosomes structure 3731. 

DNA polymerase, purification/characterization 2794. 

DNA termini, detection-repeated sequence 6178. 

early antigen, induction-uridine (5'-iodo-2'-deoxy), 
lymphoblastoid cell lines 716. 

expression-mice hybrids cells 1128. 

expression/transformation, adenine arabinoside/uridine (5- 
iodo-5’-amino2',5'-dideoxy), effects on 4641. 

genomes, mapping-DNA coding-RNA fractions, infected 
Nawalma cells 2624. 

genomes DNA, integration-Burkitt lymphoma cells 7262. 

induced DNA polymerase, characterization 3262. 

inhibition-DNA metabolism, lymphocytes B 2102. 

nuclear antigen, stimulation-transcription, human cell lines 
5419. 

replication, D98/HR-1 cells/Raji cells, associated altered 
ribonucleoside-triphosphate reductase activity 1236. 

RNA, occurrence-Burkitt’s lymphoma, coding, DNA, 
analysis 3733. 

transformation-human lymphocytes B 5596. 

Equine infectious anaemia virus, 

complementary DNA biosynthesis 4388. 

Equus przewalskii, 

satellite DNA, purification/characterization 5529. 

Erysiphe graminis, 

Hordeum vulgare leaves ribonuclease activity during early 
infection 6386. 

infection, effects on ribonuclease activity, Hordeum vulgare 
4476. 

infection, Hordeum vulgare ,rRNA/mRNA hydrolysis 4861. 

Erythroblasts, 

pigeons, chromatin nonhistone proteins, ribonucleoproteins, 
characterization 607. 

Erythrocytes, 

chickens, AMP deaminase, inhibition-tetraiodofluorescein 
1220. 

chickens, chromatin fractions, immunological properties 616. 

chickens, chromatin particles, structure 2861. 

chickens, globin genes digestion-deoxyribonuclease I, role- 
lysine-rich histones 2844. 

chickens, high molecular weight chromatin, reconstitution 
analysis 3319. 

chickens, histone H1/histone H5-containing nucleosomes, 
separation 3322. 

chickens, histone HS, conformation 1251. 

chromatin, nuclease digestion, chickens 612. 

human, covalent attachment-poly (dT) 1385. 

nuclei, low molecular weight RNA localization 224. 

pigeons, DNA biosynthesis during anaemia 2131. 
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Erythroid cells, 

avian, transcription regulation 4814. 

chickens, mRNA/RNA (heterogeneous nuclear) sequence 
complexity 3557. 

mice, RNA biosynthesis, prostaglandin A2, effects on 1984. 

RNA biosynthesis, kinetics 3575. 

Erythroleukaemia cells, 

chromatin, globin mRNA biosynthesis, DNA dependence 
3036. 

mice, globin mRNA biosynthesis, relationship-cell cycle 889. 

mice, ribonucleoproteins complex, occurrence-RNA 1245. 

Erythromycin, 

binding-ribosomal proteins, Escherichia coli 2960. 

derivatives, binding-Escherichia coli ribosomes, fluorescence 
819. 

derivatives, inhibition-protein biosynthesis 1416. 

Escherichia coli, 

adenosinetriphosphatase, DNA dependence, purification/ 
characterization 4520. 

alkaline phosphatase biosynthesis, induction, temperature 
effects 1889. 

amber suppressors tRNA genes, plasmids, isolation/ 
properties 5081. 

amino acids transport, role-isoaccepting tRNA 6675. 


antigen K 88 determinants, cloning/mapping/expression 3874. 


arabinose operon araBAD promoter, DNA nucleotide 
sequence 1026. 

argF gene DNA, isolation/cloning/characterization 6204. 

argF gene DNA, restriction endonuclease mapping 6207. 

arginine genes, tandem repeat/inverted repeat 7063. 

arginine operon, control regions, cloning/restriction 
endoniiclease analysis 7067. 

Bacillus subtilis riboflavin operon cloning 2159. 

Bacillus subtilis riboflavin operons amplification 3213. 

Bdellovibrio bacteriovorus growth on, RNA-ribose 
metabolism, during 3021. 

biotin gene-containing ColE1, isolation/characterization 
3090. 

biotin operon, nucleotide sequence/promoters 
characterization 2643. 

carcinogens-induced DNA repair 5036. 

catabolite activator protein, binding-DNA 3663. 

cauliflower mosaic virus DNA cloning 3212. 

cell-free system, Caulobacter crescentus phage pCp2 
translation 1976. 

cell-free system, DNA polymerase fidelity assays, 
adenosinetriphosphatase contamination, characterization 
7390. 

cell-free system, phage QB read-through protein biosynthesis, 
magnesium, effects on 6701. 

cell-free system, transcription/translation-DNA, Spinacia 
chloroplasts 4100. 

characterization-phage f1 specific mRNA 4234. 

chromosomes, absence-transposon Tn5 homologous 
sequences 1787. 

chromosomes, deletions, stimulation-phage Mu 1693. 

chromosomes, DNA, insertion-R factor RP4 4445. 

chromosomes, DNA/nucleoids structure, radiation 
(ionizing), effects on 6202. 

chromosomes, glyS gene regions, recombination 3873. 

chromosomes, initiation factor 3 structural gene regions, 
organization 4343. 

chromosomes, integration-R factor RSF2124 x phage A 
hybrids 5591. 


chromosomes, localization-rRNA 16S/rRNA 23S genes 
5673. 

chromosomes, phage Mu integration, mechanisms 6356. 

chromosomes, radiation (ionizing)-induced damage, double- 
stranded breakage, DNA repair 6287. 

chromosomes, replication, cell division 2264. 

chromosomes, replication origin, cloning 3875. 

chromosomes, replication origin, nucleotide sequence 3756, 
345i 

chromosomes, tRNA Tyr genes, structure/organization 4342. 

chromosomes/plasmids DNA, sensitivity-restriction 
endonuclease 1145. 

chromosomes replication, association-cell division 633. 

chromosomes replication rates, relationship-morphology 
1273. 

cloacin DF13 ribosomes cleavage, translation fidelity/ 
specificity 5353. 

cloned genes, expression, improvements, methodology 3872. 

cloned replicons, replication/gene expression 5078. 

cloning/expression-synthetic Leu-enkephalin genes 6365. 

cloning-hepatitis B virus DNA, restriction endonuclease 
mapping 5498. 

cloning-hepatitis B virus genomes DNA 3862. 

cloning-herpes simplex virus 1 thymidine kinase genes, 
recombinants plasmids characterization 7263. 

cloning-Kluveromyces lactis B-galactosidase genes 1696. 

cloning-poloyma virus DNA, use-plasmids vectors 5093. 

cloning-polyoma virus DNA, use-phage A vectors 5094. 

cloning-Saccharomyces cerevisiae mitochondria DNA 
restriction endonuclease fragments, use-plasmid pMB9 5605. 

ColE1, DNA insertion, effects on colicin immunity 3202. 

colicin E3, endonuclease activity 5123. 

construction-chickens procollagen genes sequence-containing 
recombinant plasmids 2745. 

cytosine deamination, DNA repair, sodium bisulphite, effects 
on 5033. 

damage/DNA repair, induction-nitrofurans 7139. 

defective mutant, role-radiation (u.v.)-induced DNA repair 
3149. 

deletion mutant, R factor R6K, isolation/characterization 
986. 

deo operon genes, cloning, plasmid RSF2124 1121. 

deoxyuridinetriphosphatase, purification/characterization 
555% 

deoxyuridinetriphosphatase-induction deficient phage T5 
mutants uracil containing DNA biosynthesis 7384. 

DNA, arabinose operon, nucleotide sequence 1025. 

ae binding-membranes, role-DNA replication initiation 

as 

DNA, binding-oligo (A) derivatives 6961. 

DNA, complex-membranes, composition/DNA biosynthesis 
products characterization 5569. 

DNA, conformation, c.d. 6198. 

DNA, cross-linking-light + trimethylpsoralen, induction/ 
detection/DNA repair 6289. 

DNA (cytosine-5-)-methyltransferase, purification/ 
characterization 3927, 5167, 6448. 

DNA, degradation, recA gene products, effects on 5610. 

DNA, hydroxyapatite chromatography, silver/ mercury, 
effects on 328. 

DNA, radiation (y), thymine-containing products, 
characterization 6114. 
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Escherichia coli, (continued), 

DNA, replication origin-containing fragments, replication in 
vitro 4338. 

DNA, segregation-F lac factor 1557. 

DNA base composition, uracil (5-bromo), effects on 5268. 

DNA-binding protein, characterization 5235. 

DNA binding protein, purification, methodology 5676. 

DNA-binding protein defective mutant, DNA replication 
5234. 

DNA-binding proteins, interaction-single-stranded DNA, 
fluorescence 2269. 

DNA binding-wild type/mutants iactose repressor 5681. 

DNA biosynthesis, bilharcid/tartar emetic, effects on 2721. 

DNA biosynthesis, DNA polymerase I, methylation 
dependence 3795. 

DNA biosynthesis, inhibition carcinogens 1669. 

DNA biosynthesis, inhibition-griseolutein 3152. 

DNA biosynthesis, Okazaki fragments, characterization 
7190. 

DNA biosynthesis, role-dnaA gene 2680. 

DNA biosynthesis/protein biosynthesis, relationship-thymine 
starvation-induced mutagenesis 3177. 

DNA biosynthesis/RNA biosynthesis, neothramycin, effects 
on 5035. 

DNA biosynthesis/RNA biosynthesis/protein biosynthesis, 
during glycerol-induced bacteriostasis 4415. 
DNA biosynthesis/RNA biosynthesis/protein biosynthesis, 
tetracycline + sodium deoxycholate, effects on 6320. 
DNA biosynthesis/RNA biosynthesis/protein biosynthesis, 
phage T-even infection, effects on, review 6549. 

DNA/chromosomes, comparison-A zotobacter vinelandii 
7060. 

DNA damage agents, lethal interaction-radiation (u.v.), 
modification 5546. 

DNA degradation, induction-ozone 7296. 

DNA/DNA repair, radiation (u.v.), effects on 3151. 

dna gene mutation, effects on plasmid pSC 101 DNA 
replication 4412. 

DNA gyrase, energy coupling, novobiocin, effects on 1223. 

DNA gyrase, interaction-phage T4 DNA-delay gene 
products/novobiocin/coumermycin 3925. 

DNA gyrase, role-phage T7 DNA, replication/transcription 
3926. 

DNA gyrase, sites-specific DNA cleavage 6446. 

DNA gyrase, subunits structure/adenosinetriphosphatase 
activity 3274. 

DNA melting temperature, radiation (u.v.) + nitrosamines, 
effects on 6992. 

DNA metabolism mutants, DNA repair, psoralen/light- 
induced cross-links 2109. 

DNA methy] transferases, isolation/purification, use- 
phosphocellulose P-11 S207. 

DNA methylase, fractionation/ specificity 566. 

DNA methylase recognition sequence, methylated DNA 
cleavage-restriction endonuclease Dpn I 5168. 

_ dna mutant, phage pC DNA biosynthesis 1977. 

dna mutant, phage 9X174 DNA biosynthesis 6268. 

dna mutant, phage G13 DNA replication 1641. 

dna mutant, replication-phage G4 DNA replicative form 
7107. 

DNA polymerase (RNA-dependent), alkylation, affinity 
labelling 4516. 

DNA polymerase (RNA-dependent), bindingtRNA 1207. 

DNA polymerase deficient mutant, R factor R6K replication 
4380. 
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DNA polymerase I, allosteric properties 4514. 

DNA polymerase I, catalysis-poly d(A-T) synthesis 5819. 

DNA polymerase I, catalysis-polyd(A-T) synthesis 3439. 

DNA polymerase I, DNA biosynthesis in vitro, fidelity, 
metals activators, effects on 4504. 

DNA polymerase I, fidelity 3915. 

DNA polymerase I, inactivation ATP (epoxy) 537. 

DNA polymerase I, inhibition-N-methylisatin-B- 
thiosemicarbazone-copper sulphate complex 6424. 

DNA polymerase I, interaction-Cibacron blue, comparison- 
phage T4 DNA polymerase 6426. 

DNA polymerase I, isolation, methodology 6428. 

DNA polymerase I, phage 9X174 DNA replication fidelity, 
metals/nucleotides pools, effects on 7370. 

DNA polymerase I, purification, methodology 7371. 

DNA polymerase I, template primer activity, DNA, nuclei, 
liver/cerebellum, mice 535. 

DNA polymerase I activity, plasmid pKMI101/R factor 
R205, effects on 5634. 

DNA polymerase I activity, polyamines, effects on | 198. 

DNA polymerase I reaction mechanisms determination, use- 
dATP diastereoisomers 7369. 

DNA polymerase III, purification/subunits identification 
S523 

DNA polymerase III deficient, radiation (u.v.)-induced DNA 
repair, pyrimidines dimers transfer 7141. 

DNA primase, dnaG gene protein, inhibition-CTP (2'-deoxy- 
2'-azido) 1226. 

DNA recombination, cell-free system 481. 

DNA repair, 1,3-bis(2-chloroethyl)-1-nitrosourea, effects on 
5549. 

DNA repair, excision, role-uvr gene 3814. 

DNA repair, nitrous acid induced damage, occurrence- 
specific enzymes 5032. 

DNA repair, postreplication, ts] mutant, effects on 433. 

DNA repair, radiation (y)-induced damage/radioprotection- 
indolylalkylamines/ sulphur-containing compounds, 
mechanisms 1081. 

DNA repair, radiation (u.v.) + methyl methanesulphonate 
induced damage 7138. 

DNA repair, radiation (u.v.)/radiation (y) induced damage, 
comparison-phage A 7143. 

DNA repair, relationship-DNA biosynthesis/protein 
biosynthesis 3812. 

DNA repair, role-DNA polymerase I/DNA polymerase III 
1655. 

DNA repair, role-uracil-DNA glycosylase 51 fie 

DNA repair/DNA degradation, inhibition-radiation (y) + 
sodium chloride 2706. 

DNA repair/recombination, radiation, synergism, effects on 
1076. 

DNA replication, review 6554. 

DNA replication initiation, control 4376. 

DNA replication initiation, control, role-dnaA gene products 
4377. 

DNA replication termini, mapping 6201. 

DNA replicative intermediates, size distribution 6158. 

DNA strands breakage, induction-drying 4971. 

DNA turnover, effects on DNA repair, radiation (u.v.) 
induced damage 5548. 

DNA-unwinding protein, formation-double-stranded DNA 
643. 

dnaA mutant, DNA biosynthesis, radiation (u.v.), effects on 
5030. 

dnaA mutant, plasmids ColE1/R factor R 100-1/R factor 


133 


Subject Index 


Sa re EE ————E SS StC“siSNSC<‘ 


Escherichia coli, (continued) 
RTF-TC/plasmid SC 101 replication 7188. 

dnaB gene, ribonucleoside triphosphatase activity 1744. 

dnaB gene protein, chromatography (affinity) 1303. 

dnaB gene protein, purification/characterization 1800. 

dnaB mutant/dnaC mutant. phage @K replicative form DNA 
replication 3801. 

dnaT mutant. DNA replication 3176. 

elongation factor G, amino acid sequence, GTP binding sites 
1452. 

elongation factor G fragments, crystallization 3509. 

elongation factor Tu, reductive methylation 1920. 

elongation factor Tu, tRNA (aminoacyl) 3’-terminus binding 
sites 5910. 

elongation factor Tu aggregates, conformation 827. 

elongation factor Tu-GDP complex, X-ray crystallography 
2967. 

elongation factor Tu-GDP complex, X-ray diffraction 217. 

endonuclease, isolation/characterization, rRNA 16S 
processing 490. 

enzymes , purines insertion-DNA 4522. 

error-prone DNA repair 2704. 

excision repair, rates/repair patches size, recL mutant 2110. 

exonuclease-deficient, pyrimidines dimers excision 3813. 

expression-ribosomal proteins genes, use-plasmid pNO1001 
6363. 

F’ factor, recombination, mutagens/DNA repair defects, 
effects on 5601. 

F’ factors, DNA, restriction endonuclease EcoRI fragments, 
self-replication 7239. 

F' factors, isolation/characterization, role-integration 2549. 

F’ factors, structure, electron microscopy 2600. 

F’ factors containing, chromosomes replication 6510. 

F’ factors transfer-Pseudomonas fluorescens 3214. 

F factors, DNA linkage-chromosomes, role-RNA 4442. 

F factors, tra gene, DNA mapping 4304. 

F factors DNA, restriction endonuclease mapping 1607. 

folded chromosomes, relationship-R factor R6K replicating 
forms 1270. 

furocoumarin photosensitization, induction-phage A 4911. 

galactose operon, leaders sequence, insertion sequence | 
integration sites, analysis 3758. 

galactose operon, operators location/function 5599. 

galactose operon, promoters control 5598. 

B-galactosidase/ribosomal protein L12/ribosomal protein 
L10/elongation factor Tu mRNA, translation 934. 

galT gene, phage A sites-specific recombination 3714. 

genes expression-cell-free system, DNA gyrase inhibition, 
effects on 6848. 

genomes. attg80 gene + tonB gene + trp gene regions, 
restriction endonuclease mapping 3111. 

gentamicin-resistant, protein biosynthesis, ribosomal protein 
L6 mutations, effects on 2425. 

glycerol-3-phosphate transport genes, cloning/expression 
LUST 

guanine-insertion enzyme, action mechanisms 1228. 

guanine-insertion enzyme, nucleoside Q precursors bases, 
insertion-tRNA 5171. 


guanine-insertion enzyme, purification/characterization 5170. 


guanine insertion enzyme, use-tRNA detection, tumours 179. 
guanosine tetraphosphate degradation, mechanisms 725. 
heat-stable toxins genes, identification-transposons 4967. 
histidine operon attenuator region, nucleotide sequence 1029. 
histidine operon expression, rho gene, effects on 3024. 
histidine operon regulation regions, cloning-plasmid pBR313 


5100. 

hsdM mutant, restriction endonuclease, purification/ 
characterization 1167. 

hypoxanthine-DNA glycosylase, purification/ 
characterization 2214. 

identification-restriction endonuclease EcoCK 5136. 

IncI plasmids-carrying, DNA metabolism, rifampicin, effects 
on 6288. 

infection-phages hybrids, detection-yeasts rRNA 3010. 

initiation complex formation, role-GTP 4742. 

initiation factor 1, amino acid sequence 5912. 

initiation factor 2, isolation/activity-B-galactosidase 
biosynthesis 1921. 

initiation factor 3, effects on rRNA 16S-ribosomal proteins 
cross-linking 2966. : 

initiation temperature-sensitive mutant, R factor NR1/F’ lac 
factor DNA replication 4413. 

insertion sequence 2, nucleotide sequence 2077. 

insertion sequence 3, enumeration/identification 6087. 

insertion sequences, review 1136. 

irradiated, DNA repair/damage, radiosensitization 1078. 

isoaccepting tRNA Leu, codons recognition specificity 5835. 

isolation/characterization-ColE1 mutants 2149. 

isolation-phage A DNA-membranes complex 3196. 

isoleucine-valine operon, regulation tRNA 2383. 

lacI gene, duplication, nucleotide sequence 4345. 

lacI gene, hotspots, cytosine (S-methyl) residues 1024. 

lacI gene, hotspots, nucleotide sequence 4344. 

lacI gene, nucleotide sequence 1022. 

lacI gene nucleotide sequence, relationship-nonsense mutant 
1023. 

lac] gene promoter, nucleotide sequence 1021. 

B-lactamase genes, DNA repeated segments, isolation/ 
characterization 7064. 

lactose operator, binding-lac repressor 3343. 

lactose operator-lactose repressor recognition, models 653. 

lactose operator mRNA, effects on £-galactosidase mRNA 
translation initiation 4243. 

lactose operon, expression in vitro, guanosine tetraphosphate, 
effects on 4655. 

lactose operon, recombinants plasmids, construction/ 
mapping 6364. 

lactose operon, transposon Tn9 integration, insertion 
sequence generation 5099. 

lactose operon/galactose operon, polarity, AMP (cyclic), 
effects on 6853. 

lactose operon mRNA turnover, association-dihydrofolate 
reductase inhibition 1540. 

lactose promoter mRNA transcription in vitro 4806. 

lactose repressor, association-poly d(A-T) 1305. 

lactose repressor, binding-inducers 3991. 

lactose repressor, conformation, interaction-polyd(A-T), 
effects on 7477. 

lactose repressor, mobility, n.m.r. 4569. 

lactose repressor, structure, n.m.r. 4567. 

lactose repressor mutants, isolation/characterization 4566. 

lactose repressor mutations, characterization 650. 

leucomycin derivatives antibacterial activity, relationship- 
ribosomes binding 209. 

lig-ts 7 mutant, Col El DNA replication 1068. 

linear DNA, binding-sibiromycin, effects on density 4339. 

lipopolysaccharides, immune response, association-DNA 
biosynthesis 2735. 

lipopolysaccharides, stimulation-DNA biosynthesis, human 
lymphocytes 2137. 
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Escherichia coli, (continued) 

; hpownarts genes DNA, restriction endonuclease mapping 
7061. 

localization-ribosomal protein S20 genes 5508. 

lysate, in vitro transcription 1517. 

lysates, initiation factors assays 4743. 

lysine codons suppressors, isolation/characterization 2939. 

lysis. DNA, restriction endonuclease cleavage 3113: 

malB gene regions, restriction endonuclease mapping 3112. 

membrane-bound DNA, sedimentation changes, during 
amino acids starvation, RNA biosynthesis inhibition, effects 
on 3613. 

membrane vesicles, nucleosides transport 5277. 

membranes fractions, integration-phage f1 coat protein 4568. 

methylated DNA, cleavage-restriction endonuclease Dpn I 
5168. 

N-methyl-N’-nitro-N-nitrosoguanidine-induced guanine (O°- 
methyl), DNA repar 2703. 

N-methyl-N’ -nitro-N-nitrosoguanidine-treated, guanine (O°- 
methyl) removal-Micrococcus luteus DNA 7146. 

N-methyl-N-nitrosocarbamate insecticides, mutagenicity, 
relationship-DNA repair capacity 3154. 

methylnitrosocyanamide mutagenesis, mechanisms 3677. 

N-methyl-N-nitrosourea-induced single-stranded breakage, 
DNA repair, recA gene/polA1 gene/exrA gene mutations, 
effects on 7140. 

mice tetrahydrofolate dehydrogenase genes-containing 
plasmids, formation/expression 1694. 

minicells, endonuclease deficient mutant, DNA degradation 
5119. 

minicells, membranes, association-plasmids ColE1 DNA 
replication origin/termination regions 4561. 

minicells, phage A infected, ribosomal proteins biosynthesis/ 
incorporation-ribosomes 4115. 

minicells, phage M13 RNA biosynthesis/protein biosynthesis 
2494. 

minicells, plasmid pKB280-carrying, cloned DNA expression 
3871. 

missense mutant, ribosomal protein $17, ribosomes 
assembly, effects on 4116. 

modified lactose repressor, characterization 651. 

mutagenesis, mechanisms, review 2885. 

mutants, differential methylation-plasmids/phage T7/phage A 
DNA 7393. 

mutants, DNA association-cell membranes pid 

mutants, DNA polymerase I activity 5633. 

mutants, DNA repair pathway, methyl methanesulphonate 
induced damage 5547. 

mutants, phage Mu DNA ligase activity 5165. 

mutants, phage T7-infected, DNA packaging 6161. 

mutants, ribosomal protein S1, isolation/characterization 
5345. 

mutants, tRNA, nucleoside Q precursors, occurrence- 
guanosine (7-(cyano)-7-deaza) 1348. 

mutants, tRNA (phenylalanyl) synthetase/tRNA (threony]) 
synthetase overproduction 4088. 

mutants, RNA polymerase, role-genes regulation 6409. 

mutants, uracil (5-bromo) induced damage, DNA repair 
5029. 

mutation, induction-photoinactivation 3071. 

NADH dehydrogenase genes, amplification/cloning 5 101. 

nrdA mutant, DNA biosynthesis, relationship-nucleotide 
triphosphates pools 5014. 

nucleoids, chromosomal subunits, structure, autoradiography 
6507. 


nucleoids, circular double-stranded DNA, packing, models 
4341. 

nucleoids, conformation 2265. 

nucleosidediphosphate kinase, purification/characterization 
2209. 

occurrence-guanosine5’ -diphosphate-3’-monophosphate, role- 
stringent response 3416. 

outer membranes lipoproteins, genes regions, restriction 
endonuclease cleavage sites 7066. 

ovalbumin biosynthesis, introns, ovalbumin genes, chickens, 
effects on 7270. 

peptidyltransferase, demycarosylturimycin H, effects on 
3499. 

peptidyltransferase, stimulation-cytosine (6-aza)/uracil (4- 
thio) 4040. 

phage A att sites, nucleotide sequence 1584. 

phage A infection, tryptophan operon mRNA degradation 
1999. 

phage 9X174 H gene mutants-infected, DNA biosynthesis 
3800. 

phage Mu-induced DNA modification, requirements 2145. 

phage Mu integration, mutagenesis, nalidixic acid, effects of 
2764. - 

phage M13-infected, DNA replication, DNA-unwinding 
protein, effects on 5538. 

phage M13 replication, DNA polymerase I-associated 
exonuclease defective mutant 3142. 

phage N4-infected, RNA polymerase, association- 
cytoplasmic membranes 641 35 

phage N4-infected, RNA polymerase, detection/ 
characterization 6412. 

phage Qf formation, use-phage Qf DNA-containing 
plasmids 1124. 

phage Qf protein biosynthesis, coat proteins, control 
mechanisms 4701. 

phage SP-infected, RNA polymerase (RNA-dependent), 
characterization 2792. 

phage SPO1-modified RNA polymerase, transcription 
selectivity 5620. 

phage T2/phage T4/phage T6/phage RB69-infected, tRNA, 
characterization 1874. 

phage T4 infected, adenosinetriphosphatase, DNA- 
unwinding protein, isolation/properties 5675. 

phage T4-infected, DNA precursors, nucleoside 
monophosphates/nucleoside triphosphates, 
compartmentation 127. 

phage T4 infected, RNA ligase, purification 6450. 

phage T4 mutants, transduction 7258. 

phage T7/phage T3 modification, prevention, role-ocr gene 
5594. 

phagocytosis, bactericidal activity, determination-DNA 
release 3197. 

phenylalanine operon leader region, nucleotide sequence 
1028. 

phr gene, cloning, methodology 5600. 

plasmid AP1, DNA, electron microscopy 5483. 

plasmid ColE1, DNA isolation/physical properties 984. 

plasmid pBR322, ampicillin resistance genes, nucleotide 
sequence 374. 

plasmid pBR322 DNA amplification, cytidine/uridine, effects 
on 5085. 

plasmid pPMB9 derivatives, cloning-Saccharomyces 
cerevisiae 5112. 

plasmid p307, toxins determinants, cloning 1} 19. 

plasmids, copy numbers 1060. 
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Escherichia coli, (continued) 

plasmids, Pisum sativum chloroplasts DNA cloning 1122. 

plasmids, recombinants-f-galactosidase genes x ovalbumin 
‘DNA transcripts, construction/cloning 3215. 

plasmids DNA, detection, methodology 2016. 

plasmids DNA, liposomes immobilization, interaction- Vigna 
sinensis protoplasts 7028. 

plasmids vectors, construction 6346. 

polarity, ribosomal subunit 30S depletion, effects on 6740. 

polA5 mutant, DNA polymerase I mechanisms 2206. 

polyamines dependent mutants ribosomal subunit 30S 
ribosomal proteins/rRNA 16S methylation defects 5892. 

polyribosomes, alkaline phosphatase biosynthesis, 
association-membranes 787. 

polyribosomes, ribosomal proteins dissociation, magnesium 
starvation, effects on 6728. 

polyribosomes, ribosomal subunit 50S maturation 2420. 

polyribosomes dissociation, initiation factor 1/initiation 
factor 3, effects on 6729. 

post-conjugation recombination, spermine, effects on 4458. 

promoter-containing plasmids, synthesis/cloning 1116. 

promoters, in vitro interaction 3992. 

protein biosynthesis, inhibition-antibiotics, relationship- 
polyribosomes binding 2959. 

protein biosynthesis, initiation, kinetics 4134. 

protein biosynthesis, initiator tRNA, formylation-methioninc, 
lactose operon expression polarity 1880. 

protein biosynthesis, regulation, L-1-tosylamido-2- 


phenylethyl chloromethyl! ketone/kirromycin, effects on 823. 


protein biosynthesis, temperature effects 788. 

protein biosynthesis elongation, rRNA 16S cleavage-cloacin, 
effects on 1451. 

protein biosynthesis initiation, peptidyl-tRNA hydrolase, 
effects on 3508. 

protein biosynthesis initiation, rRNA 16S cleavage-cloacin, 
effects on 1450. 

protein biosynthesis/RNA biosynthesis/DNA biosynthesis, 
inhibition-phenylmercuric borate 2722. 

protein degradation, role-tRNA (valyl)/guanosine 
tetraphosphate 761. 

psoralen + radiation (light)-induced cross-links, DNA repair 
3811. 

pyrimidine nucleotides biosynthesis, exogenous adenine/ 
uracil, effects on 1345. 

pyrimidines dimers excision, role-radiation (u.v.)-induced 
DNA repair 7145. 

R factor NR1 DNA replication, chloramphenicol/rifampicin, 
effects on 3808. 

R factor RP4, transfer-Agrobacterium tumefaciens 2151. 

R factor RSF1030, DNA replication systems, 
characterization 7187. 

R factor R46, curing-hydroxyurea/cytosine arabinoside 2916. 

R factor R538-1 DNA, transcription/translation 6850. 

R factor R6K, complementation-dependent replication 5590. 

R factor R6K hybrids, replication termini activity 2150. 

R factor R64drd11, DNA primase, purification/ 
characterization 7394. 

R factors DNA, use-genes transformation 2748. 

radiation (y), damage, oxygen effects on, photoreactivation 
1077. 

radiation (y), pyrimidine dimers production 6990. 

Bae (y)-induced DNA repair, protection-cysteamine 

654. 

radiation (ionizing)-induced single-stranded breakage, DNA 
repair, nalidixic acid, effects on 3153. 

radiation (u.v.), protection-radiation (X), inhibition- 


nitrofurantoin 1079. or, . 
radiation (u.v.)-induced damage, post-replication DNA 


repair, role-DNA polymerase I I3T2. 

radiation (u.v.)-induced DNA degradation, exonuclease 
activity 6377. 

radiation (u.v.)-induced pyrimidine dimers, fate 1080. 

radiation (u.v.) mutagenesis, role-uvr gene/rec gene 2160. 

radiation (X)-treated, ATP/deoxyrucleoside triphosphates 
dependent DNA repair, role-exonuclease V/exonuclease VIII 
7142. 

radiation-treated, DNA biosynthesis, role-membranes 5013. 

radiosensitization-sodium chloride, mechanisms 2705. 

rats proinsulin genes, cloning 480. 

recA gene, mapping 7062. 

recA gene products role-recombination 2765. 

recA gene proteins, catalysis: DNA recombination 6539. 

recA gene proteins, catalysis-single-stranded-superhelical 
DNA interaction 4885. 

recA gene proteins, DNA renaturation 3344. 

recombination, R factor R46/plasmid pK M101, effects on 
3206. 

recombination DNA biosynthesis during conjugation 4459. 

recombination following conjugation, mechanisms 4457. 

recombination hotspots 2763. 

regulation-guanosine pentaphosphate biosynthesis, role- 
tRNA 3’-terminus sequence 1401. 

rep gene proteins, catalysis-DNA strand separation, 
utilization-ATP 574. 

rep gene proteins, catalysis-phage pX174 DNA strand 
separation 573. 

repetitive DNA 6209. 

replication origin, mapping 2641. 

restriction endonuclease, mechanisms, electron microscopy 
6395. 

restriction endonuclease EcoRI, modified activity, 
characterization 7326. 

restriction endonuclease EcoRI, substrates-dependent 
mechanisms 1171. 

restriction endonuclease fragments, association-histones 
cores, nucleosomes formation 5205. 

restriction-modification systems recognition sites, phage Fd, 
nucleotide sequence 4941. 

rho mutant, transcription termination defective, RNA 
polymerase interaction, effects on 1177. 

ribonuclease, phage T4 tRNA Pro specificity, purification/ 
characterization 1706. 

ribonuclease III, cleavage-poliovirus RNA 4859. 

ribonuclease IU, role-phage T4 tRNA Gln biosynthesis 5131. 

ribonuclease IlI-deficient, mRNA metabolism 908. 

ribonuclease III/ribonuclease IV, analysis-Rous sarcoma 
virus RNA 2459. 

ribonuclease N, characterization 503. 

ribonuclease P, separation/reconstitution-RNA + proteins 
components 7321. 

ribonucleoside-diphosphate reductase, inhibition-ADP 
arabinoside 4055. 

ribonucleoside disphosphate reductase biosynthesis, 
regulation, relationship-DNA biosynthesis 572. 

ribonucleotide reductase, tyrosine free radicals, e.s.r. 1235. 

ribosomal protein Ly, characterization, relationship- 
ribosomal protein L12/ribosomal protein L7 1427. 

ribosomal protein L1, amino acid sequence 4717. 

ribosomal protein L10, ribosomal protein L7/L12/RNA 23S 
binding sites 5346. 

ribosomal protein L11, methylation, role-guanosine 
tetraphosphate biosynthesis 4119. 
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ribosomal protein L11/ribosomal protein L3 methylation 
genes, mapping 4969. 

ribosomal protein L12, methionine oxidation, effects on 
biological ctivity 1444. 

ribosomal protein L12 biosynthesis regulation-phage Arifd18 
DNA 5089. 

ribosomal protein L13, amino acid sequence 4716. 

ribosomal protein L22 genes mutants, ribosomal subunits 
assembly 6726. 

ribosomal protein L24, role-assembly 1441. 

ribosomal protein L3, amino acid sequence determination 
5348. 

ribosomal protein L3/ribosomal protein L24, 
physicochemical properties 5873. 

ribosomal protein L7/L12, dimerization, role-N-terminus 
1902. 

ribosomal protein L7/L12, interaction-ribosomes, role- 
dimerization 1426. 

ribosomal protein L7/L12, structure 1431. 

ribosomal protein L7/L12/ribosomal protein L10 complex, 
stoichiometry/reconstitution 5870. 

ribosomal protein L7-ribosomal protein L10 complex, 
physical properties 803. 

ribosomal protein L7/ribosomal protein L12 methylation, 
temperature effects 806. 

ribosomal protein S1, binding affinity-ribosomes 4104. 

ribosomal protein S1, binding-phage 9X 174 DNA/phage 
MS2 RNA, effects on structure 848. 

ribosomal protein $1, DNA/RNA binding sites, structure/ 
properties 1290. 

ribosomal protein $1, DNA/RNA binding sites, specificity/ 
cooperativity 1291. 

ribosomal protein S1, flexibility, fluorescence polarization 
5872. 

ribosomal protein S1, interaction-DNA/ribosomal subunits, 
binding constants determination 4266. 

ribosomal protein S1, n.m.r. 5871. 

ribosomal protein S1, ribosomes-binding fragments, 
characterization 4102. 

ribosomal protein $1, role-initiation complex assembly 3494. 

ribosomal protein $1, structure, comparison-ribosomal 
protein A 5347. 

ribosomal protein S1 genes mutation, genetic analysis 7271. 

ribosomal protein $1/ribosomal protein $8/ribosomal protein 
§15/ribosomal protein $16/ribosomal protein $20, X-ray 
crystallography 1424. 

ribosomal protein $15/ribosomal protein L21/ribosomal 
protein L27 genes, mapping 7065. 

ribosomal protein $18 fluorescence derivatives, use-mRNA 
binding studies 5878. 

ribosomal protein S4, structure, c.d. 1425. 

ribosomal protein S4-RNA 16S complex, X-ray scattering 
805. 

ribosomal protein $5, amino acid sequence 3480. 

ribosomal protein S6, post-translation modification 6714. 

ribosomal protein $7, amino acid sequence 800. 

ribosomal protein $8, amino acid sequence 3481. 

ribosomal protein S8/ribosomal protein $15, binding sites, 
rRNA 16S, structure 5386. 

ribosomal protein $8/ribosomal protein S15 binding sites- 
containing rRNA 16S fragments, isolation/characterization 
6732. 

ribosomal protein 30S, purification 198. 

ribosomal! proteins, binding-erythromycin 2960. 

ribosomal proteins, c.d., rRNA binding, effects on 807. 


ribosomal proteins, conformation 1428. 

ribosomal proteins, conformation changes during ribosomal 
subunits 30S assembly 6731. 

ribosomal proteins, cross-linking-2-iminothiolane 2409. 

ribosomal proteins, heat denaturation 5874. 

ribosomal proteins, identification, methodology 4110. 

ribosomal proteins, streptomycin operon, promoters mutants, 
nucleotide sequence 2079. 

ribosomal proteins, streptomycin operon/spectinomycin 
operon, promoters, nucleotide sequence 2078. 

ribosomal proteins biosynthesis regulation-selective mRNA 
inactivation 6727. 

ribosomal proteins genes clusters, nucleotide sequence 4973. 

ribosomal proteins mutations, effects on aminoglycoside 
antibiotics response/protein biosynthesis rate/translation 
fidelity 4121. 

ribosomal proteins/r-RNA accumulation during relaxation 
control 6025. 

ribosomal proteins/RNA polymerase genes, expression- 
plasmids clones 7273. 

ribosomal proteins/RNA polymerase/RNA biosynthesis, 
nutritional shifts, effects on 284. 

ribosomal proteins rplJ gene/rpIL gene, cotranscription-RNA 
polymerase rpoBC gene 2161. 

ribosomal subunit 30S, association-DNA-binding protein 
1292. 

ribosomal subunit 30S, binding-initiation factor 3, role-RNA 
16S 3’-terminus 824. 

ribosomal subunit 30S, binding-initiation factor 1, role- 
ribosomes dissociation 826. 

ribosomal subunit 30S, binding-ribosomal protein $1, role- 
ribosomal protein S9 196. 

ribosomal subunit 30S, binding-tRNA fMet, poly (U) 
dependence 5908. 

ribosomal subunit 30S, binding-tRNA Phe 821. 

ribosomal subunit 30S, conformation, heterogeneity 5875. 

ribosomal subunit 30S, hydrodynamics, complex formation- 
initiation factor 3, effects on 6742. 

ribosomal subunit 30S, inactivation-ammonium 6741. 

ribosomal subunit 30S, initiation complex formation, role- 
initiation factor 3 825. 

ribosomal subunit 30S, localization-tRNA, electron 
microscopy 4105. 

ribosomal subunit 30S, nucleoproteins fragments, isolation/ 
characterization 4714. 

ribosomal subunit 30S, radiation (u.v.) induced ribosomal 
protein S7-rRNA 16S cross-linking, sites, identification 3477. 

ribosomal subunit 30S, ribosomal protein S3/ribosomal 
protein $17, hydrodynamics 6716. 

ribosomal subunit 30S, ribosomal proteins cross-linking- 
RNA 16S 1429. 

ribosomal subunit 30S, ribosomal proteins, modification-2- 
iminothiolane 2408. 

ribosomal subunit 30S, ribosomal proteins, tertiary structure 
predictions 3482. 

ribosomal subunit 30S, ribosomal proteins, interaction-rRNA 
16S, effects on conformation 3493. 

ribosomal subunit 30S, rRNA 16S 3’-terminus localization 
6718. 

ribosomal subunit 30S, shape/conformation/stability 5876. 

ribosomal subunit 30S, structure, electron microscopy 5877. 

ribosomal subunit 30S assembly temperature-sensitive 
mutant, ribosomal proteins biosynthesis 5885. 

ribosomal subunit 30S-depleted, lactose operator mRNA 
biosynthesis/degradation 6854. 

ribosomal subunit 30S interaction-poly (U) 5894. 
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Escherichia coli, (continued) 

ribosomal subunit 30S/ribosomal subunit 50S, c.d. 194. 

ribosomal subunit 50S, assembly, in vitro, kinetics 817. 

ribosomal subunit 50S, binding-mRNA/tRNA., role- 
ribosomal proteins 1172. 

ribosomal subunit 50S, cross-linking-2-iminothiolane, 
identification-ribosomal proteins pairs 3476. 

ribosomal subunit 50S, electron microscopy, methodology 
195. 

ribosomal subunit 50S, ethionine-containing, assembly, 
methylation dependence 3495. 

ribosomal subunit 50S, peptidyltransferase activity, role- 
ribosomal proteins 6744. 

ribosomal subunit 50S, ribonucleoproteins, purification/ 
characterization 2407. 

ribosomal subunit 50S, ribonucleoproteins cores 2410. 

ribosomal subunit 50S, ribosomal proteins-rRNA interaction 
4107. 

ribosomal subunit 50S, ribosomal proteins binding-+rRNA 
238 6717. 

ribosomal subunit 50S, structure, electron microscopy 4103. 

ribosomal subunit 50S assembly temperature-sensitive 
mutant, ribosomal proteins biosynthesis 5886. 

ribosomal subunits, binding-chloramphenicol acetylated 
derivatives 2958. 

ribosomal subunits, interaction-neomycin B/kanamycin B 
6743. 

ribosomal subunits, reassociation, neutron scattering 1442. 

ribosomal subunits, RNA cross-linking-ribosomal proteins, 
use-symtriazine trichloride 3478. f 

ribosomal subunits isolation, use-Sepharose chromatography 
2405. 


ribosome subunit 308, function, role-ribosomal protein $4 N- 


terminus 804. 

ribosomes, A-site/P-site ribosomal proteins, interaction- 
tRNA 215. 

ribosomes, assembly, role-ribosomal protein S4 fragments 
2419. 

ribosomes, associated-cell cycle-reflecting proteins, isolation/ 
characterization 808. 

ribosomes, binding-erythromycin derivatives, fluorescence 
819. 

ribosomes, binding-GTP (azidosalicyl), characterization 
1901. 

ribosomes, y-carboxyglutamic acid occurrence 1903. 

ribosomes, complex-tRNA (phenylalanyl), heterogeneity 
WAvSe 

ribosomes, conformation, initiation factor 3/ribosomal 
protein S1, effects on 1432. 

ribosomes, conformation, spin-labelling 809. 

ribosomes, conformational analysis, use-N-ethylmaleimide 
4715. 

ribosomes, function, regulation following phage T4 infection 
210. 

ribosomes, interaction-tRNA (N-acetyl-phenylalanyl) 820. 

ribosomes, isolation, chromatography 5869. 

ribosomes, labelling-puromycin aryl azide analogues 2426. 

ribosomes, modification-N-bromosuccinimide, protein 
biosynthesis stimulation 4730. 

ribosomes, modification-2,3-dimethylmaleic anhydride 6715. 

ribosomes, n.m.r. 197. 

ribosomes, peptidyltransferase, donors/inhibitors binding 
constants 5895. 

ribosomes, peptidyltransferase, inhibition-cytidylyl(-3,5- 
adenosine phenylalanine derivatives 2423. 

ribosomes, peptidyltransferase sites, photoaffinity labelling- 
puromycin analogues 4106. 


ribosomes, photoaffinity labelling, use-azidochloramphenicol 
2406. 

ribosomes, photoaffinity labelling-puromycin, 
chloramphenicol/tetracycline, effects on 5890. 

ribosomes, photoaffinity labelling-puromycin, 
chloramphenicol-induced changes, mechanisms 5891. 

ribosomes, radiation (u.v.)-induced interaction-tRNA, cross- 
linked ribosomal proteins identification 6751. 

ribosomes, ribosomal protein $18, mRNA binding sites, 
identification 4108. 

ribosomes, tRNA (aminoacy]) translocation, inhibition- 
neomycin/kanamycin/gentamicin 1913. 

ribosomes, tRNA (peptidyl) binding sites, codons-anticodons 
interaction 5909. 

ribosomes, mRNA-binding regions, characterization 802. 

ribosomes, RNA cross-linking-ribosomal proteins, radiation 
(u.v.) 6536. 

ribosomes, RNA-proteins interaction analysis, use-cross- 
linking 1430. 

ribosomes, RNA-RNA cross-linking 801. 

ribosomes, rRNA 3!-terminus, fluorescence studies 2951. 

ribosomes, rRNA 16S, photochemical cross-linking-tRNA 
Lys/tRNA Glu 6752. 

ribosomes, structure, review 1. 

ribosomes assembly 205. 

ribosomes-associated DNA-binding protein, amino-acid 
sequence 6526. 

ribosomes-free extracts, rRNA biosynthesis, guanosine 
tetraphosphate, effects on 2510. 

ribosomes/ribosomal subunits, electron microscopy 2411. 

ribosomes/ribosomal subunits, interaction-kanamycin,. 
inhibition-translocation 1443. 

ribosomes translocation assays, use-poly (U) column, 
magnesium, effects on 5351. 

tRNA (alanyl) synthetase/tRNA (lysyl) synthetase, substrate 
specificity 182. 

tRNA (aminoacyl) isomers, binding-elongation factor Tu 
6753. 

tRNA (arginyl) synthetase, ATP consumption 5331. 

tRNA (arginyl) synthetase, inactivation-periodate-oxidized 
tRNA 5846. 

tRNA (arginyl) synthetase, reaction mechanisms, pH, effects 
on 2390. 

tRNA, bases modification, uracil (5-fluoro), effects on 6661. 

tRNA, binding-phage QB RNA, tRNA (formylmethionyl), 
effects on 5907. 

tRNA (cysteinyl) synthetase, reaction mechanisms 5848. 

tRNA, fractionation, chromatography (column), use- 
hydroxyapatite 3441. 

rRNA, fractionation, use-electrophoresis 5935. 

poe peal synthetase, purification/characterization 

tRNA (glutamyl) synthetase, quaternary structure 4083. 

pe guanosine (8-hydro-7-methyl)-containing, properties 
1402. 

mRNA, half-life 2534. 

RNA, immobilized-liposomes, uptake-Daucus carota 
protoplasts 4846. 

tRNA, isolation, methodology 1872. 

tRNA (isoleucyl) synthetase, inhibition-blue dextran 5850. 

Pe fsalence synthetase, inhibition-pseudomonic acid 

tRNA (isoleucyl) synthetase, kinetics 5849. 

tRNA (isoleucyl) synthetase/tRNA (valyl) synthetase, role- 
ilvVEDA operon attenuation 1407. 

tRNA (leucyl) synthetase, inactivation-6-amino-7-chloro-5,8- 
dioxoquinone 3460. 
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tRNA (leucy!) synthetase, isolation/binding properties 4692. 

tRNA (methionyl) synthetase, complex-tRNA Met, cross- 
linking surface analysis 3461. 


_ tRNA (methiony!) synthetase, inactivation-cobalt-ATP 


complex 5334. 

tRNA (methiony]l) synthetase, inactivation-periodate treated 
tRNA fMet 5852. 

tRNA, methylation-Bacillus subtilis tRNA (adenosine-1) 
methyltransferase 783. 

tRNA, methylation-dimethylsulphate, specificity 5824. 

tRNA, methylation tRNA (adenine-1-)-methyltransferase, 
brain, rats 767. 

tRNA, modification-fluorescamine, protein biosynthesis 
activity 2430. 

tRNA (peptidyl) accumulation, association-cell death 4685. 

tRNA (phenylalanyl) synthetase, binding-tRNA Phe, effects 
on conformation 5853. 

tRNA (phenylalanyl) synthetase, catalytic properties, 
magnesium, effects on 6692. 

tRNA (phenylalanyl) synthetase, interaction-phenylalanine + 
adenylate analogues 1411. 

tRNA (phenylalanyl) synthetase, interaction tRNA 
(phenylalanyl) 5335. 

tRNA (phenylalany!) synthetase, recognition-tRNA Phe 
nucleotide sequence 3462. 

tRNA (phenylalanyl) synthetase, tRNA recognition sites, 
modification-tRNA (phenylalanyl) N-chlorambucilyl 
derivatives 1410. 

tRNA (phenylalanyl) synthetase activity, 2,4-pentanedione, 
effects on 775. 

tRNA (phenylalanyl) synthetase subunits, modification-N- 
chlorambucilyltRNA (phenylalany!) 4087. 

mRNA, phosphorus-32 incorporation, mutagenesis 3596. 

tRNA, preparation/purification 4676. 

tRNA, protein biosynthesis activity, uridine (5-fluoro) 
substitution, effects on 762. 

tRNA, quantitation-guanosine (7-methy]) 4681. 

RNA, reaction-polynucleotide nucleotidyltransferase 5643. 

rRNA, stability/maturation kinetics 3614. 

tRNA, structure modifications, infected guinea-pigs/rabbits 
1875. 

tRNA, suppression-Saccharomyces cerevisiae amber mutant 
genes 6369. 

tRNA, 3/-terminus fragments, binding-ribosomes 
peptidyltransferase 2962. 

tRNA (tryptophanyl) synthetase, chromatography (affinity) 
6694. 

tRNA (tyrosinyl) synthetase, binding-AMP (tyrosinyl) 4697. 

tRNA (uracil-5-)-methy!transferase, methylation-tobacco 
mosaic virus tRNA 2384. 

tRNA, uridine (4-thio) enzymes, activity, genes, mapping 
1271. 

tRNA (valyl) synthetase, inhibition-aminoacyl adenylates 
phosphonate analogues 779. 

tRNA (valyl) synthetase, reaction mechanisms 5856. 

tRNA (valyl) synthetase, substrate specificity 6698. 

tRNA (valyl) synthetase/tRNA (methionyl) synthetase, a- 
aminophosphonous acids substrate specificity 778. 


‘tRNA (valyl) synthetase/tRNA (phenylalanyl) synthetase/ 


tRNA (methiony]) synthetase, inhibition-aminoalyl 
adenylates 771. 

RNA biosynthesis, inhibition-Pisum sativum nonhistone 
proteins 2514. 

RNA biosynthesis, initiation, inhibition-rifampicin, effects on 
gene expression 3022. 


RNA biosynthesis, relaxation-plasmid pMY3 4829. 

RNA biosynthesis, stringent control, chloramphenicol, 
effects on 1513. 

RNA biosynthesis/protein biosynthesis, indole acetic acid, 
effects on 5405. 

RNA biosynthesis/protein biosynthesis, thermal injury, 
effects on 5412. 

RNA biosynthesis/RNA polymerase activity, inhibition- 
rifampicin, mechanisms 3245. 

RNA degradation, temperature stress, effects on 4228. 

tRNA fMet, oligonucleotides fragments, joining-phage T4 
RNA ligase 1871. 

tRNA fMet, 5’-terminus guanine-rich fragments, synthesis 
3423. 

tRNA fMet, 5’-terminus tetranucleotides, synthesis 6631. 

tRNA fMet binding-ribosomal subunit 30S/protein 
biosynthesis, stimulation-spermidine 1918. 

tRNA fMet fragments, synthesis 141. 

tRNA fMet/tRNA Met aminoacylation, preferences 4695. 

rRNA fragments, effects on leucocytes/platelets formation, 
rabbits 7403. 

RNA gene, cloning-phage A 3870. 

rRNA gene, restriction endonuclease mapping 4974. 

tRNA genes, transcription organization, determination, use- 
rifampicin 4340. 

tRNA Gly/tRNA f Met/tRNA Arg/tRNA Tyr, 
crystallization, structure, X-ray diffraction 1394. 

iRNA Ile aminoacylation, role-magnesium/spermine 770. 

tRNA isoaccepting species, fractionation 6658. 

tRNA Leu, purification/X-ray crystallography 4077. 

tRNA Lys, anticodons, binding-oligonucleotides 166. 

tRNA Lys, codons-induced conformation changes, radiation 
(u.v.) absorbance 6662. 

tRNA Met, function, role-cytidine (N*-acetyl) 760. 

rRNA metabolism, ribonuclease/transcription termination 
factor rho defective mutant 3023. 

tRNA(methionyl) synthetase, reaction mechanisms 5851. 

tRNA methyltransferase, inhibition-Apis mellifera 
pheromones 5838. 

tRNA modification-deficient mutant, characterization, use- 
ATP (N®-(A?-isopentenyl)) antibodies 7401. 

rRNA operons, promoters, analysis 5509. 

rRNA operons, spacer regions, nucleotide sequence 6203. 

rRNA operons regions, tRNA Ile genes nucleotide sequence 
3114. 

rRNA operons transcription initiation, characterization 5991. 

tRNA Phe, chemical modification-uridine (3-(3-amino3- 
carboxypropyl)), function, effects on 6664. 

tRNA Phe, nucleoside X derivatives, synthesis 3374. 

tRNA Phe, thermal unfolding 1393. 

RNA polymerase, binding-nucleotides 2189. 

RNA polymerase, binding sites mapping, Saccharomyces 
cerevisiae DNA 7075. 

RNA polymerase, chemical modification- 
diethylpyrocarbonate 6407. 

RNA polymerase, chromatin transcription, liver, rats, 
following proteins diet restriction 4484. 

RNA polymerase, chromatin transcription 5201. 

RNA polymerase, complex-adenovirus (humam) 2 DNA, 
poly (1), effects on 6410. 

RNA polymerase, cores enzymes, catalytic properties 5146. 

RNA polymerase, cores enzymes, structure 5145. 

RNA polymerase, inhibition-glutathione mixed disulphide, 
mechanisms 6402. 

RNA polymerase, interaction-lactose promoter 3345. 

RNA polymerase, interaction-lactose promoter, contact 
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Escherichia coli, (continued) 
location 7478. 

RNA polymerase, interaction-phage T7 DNA 336. 

RNA polymerase, interaction-promoters, plasmids/phages 
DNA 3892. 

RNA polymerase, interaction RNA, GMP methyl 
derivatives, cap analogues, effects on 1861. 

RNA polymerase, localization-binding sites, phage S13/ 
phage 9X174 DNA, electron microscopy 2614. 

RNA polymerase, phage M13 single-stranded DNA binding 
sites, characterization 999. 

RNA polymerase, phage S13/phage 9X174 DNA binding 
sites, localization 380. 

RNA polymerase, phage T7 induced, binding- 
oligonucleotides 2790. 

RNA polymerase, phosphodiester bonds formation 1182. 

RNA polymerase, RNA biosynthesis, initiation-adenosine/ 
FAD/NAD 6852. 

RNA polymerase, RNA chains initiation-phage T7 
promoters, kinetics 6851. 

RNA polymerase, o-subunit, purification/characterization 
5144. 

RNA polymerase, topography 6408. 

RNA polymerase, transcription-phage fd replicative form 
DNA 6404. 

RNA polymerase, transcription-polyoma virus DNA 1721. 

RNA polymerase, transcription selectivity, adenosine 
tetraphosphate, effects on 2789. 

RNA polymerase, transcription-SV40 minichromosomes 
DNA 6825. 

RNA polymerase, transcription-synthetic oligonucleotides, 
products characterization 6847. 

RNA polymerase, transcription termination, RNA 
secondary structure, effects on 5147. 

RNA polymerase, unwinding-phage T7 promoters 7329. 


RNA polymerase, UTP (2’-deoxy-2'-fluoro), substrates 3418. 


RNA polymerase activity, regulation-stringent starvation 
protein 7336. 

RNA polymerase activity, rifamycins, effects on 2190. 

RNA polymerase biosynthesis 7334. 

RNA polymerase biosynthesis, 8-subunit assembly mutants, 
regulation 3243. 

RNA polymerase initiation reaction, assays 3247. 

RNA polymerase-promoter recognition, models 1181. 

RNA polymerase promoters, identification-phage A DNA 
994. 

RNA polymerase/ribosomal proteins genes, transcription 
coordination 4970. 

RNA polymerase stereospecificity, adenosine 5'-O-(1- 
thiotriphosphate) configuration 720. 

RNA polymerase #-subunit biosynthesis, regulation, role- 
phage A 1720. 

RNA polymerase #-subunit genes, association-ribosomal 
proteins genes 391, 1605. 

RNA polymerase f-subunit genes transcription, rifampicin, 
effects on 6836. 

RNA polymerase subunits, assays 7330. 

RNA polymerase temperature-sensitive mutant, lactose 
operon expression 7272. 

tRNA precursors cleavage, role-ribonuclease P 2179. 

rRNA processing defective mutants, occurrence-rRNA 25S 
4214. 

tRNA rrnE operon/rrnA operon, identification-transcription 
initiation sites 6208. 

rRNA rrnE operon/rrnA operon, promoters regions, 
nucleotide sequence 6206. 

tRNA Trp, suppressors activity, cross-linking, effects on 


6676. 

tRNA Trp genes containing DNA, structure 4966. 

tRNA Trp isomers activation 6681. 

tRNA Tyr genes, nucleotide sequence 1020. 

tRNA Tyr genes clusters, structure organization 4968. 

tRNA(valyl) synthetase complex-tRNA Val/tRNA (arginyl) 
synthetase complex-tRNA Arg, size 6696. 

tRNA(valyl)synthetase, fluorescence polarization 4698. 

RNA 10S, characterization 6797. 

RNA 16S, conformation changes during ribosomal subunits 
30S assembly 6730. 

rRNA 16S, conformation/stability/hydrodynamics 2466. 

rRNA 16S, nucleotide sequence 2465. 

rRNA 16S, packing 4178. 

rRNA 16S, 3’-terminus fragments, oligonucleotides, 
synthesis 730. 

tRNA 16S, transcription-avian myeloblastosis virus DNA 
polymerase (RNA-dependent), kinetics 7379. 

rRNA 16S, 4,5’,8-trimethylpsoralen + light-treated, 
properties 5388. 

tRNA 16S coding regions, nucleotide sequence homology- 
Zea mays 710S. 

rRNA 16S fragments, c.d./unfolding, binding-ribosomal 
protein S4, effects on 5387. 

rRNA 16S genes, nucleotide sequences 392. 

tRNA 16S rRNA gene, nucleotide sequence 1027. 

rRNA 16S 3’-terminus, oligonucleotides, biosynthesis 732. 

rRNA 238, preparation, effects on conformation 1484. 

rRNA 23S, ribosomal protein L24 binding sites, RNA-RNA 
interaction 799, 2412. 

rRNA 5S, crosslinking-1.4-phenyl-diglyoxal 1466. 

rRNA 5S, interaction-ribosomal protein L5/ribosomal 
protein L18/ribosomal protein L25 2421. 

tRNA SS, ribonuclease-resistant regions, relationship- 
ribosomal proteins L18/ribosomal protein L25 RNA binding 
sites 5969. 

tRNA 5S, secondary structure, temperature effects 2464. 

rRNA 5S/RNA 23S, 5'-terminus sequence, complementary 
polynucleotides, synthesis 5795. 

tne mutant, RNA 9S, structure analysis 1483. 

rplL gene regulation sites, nucleotide sequence 6205. 

rRNA 16S, molecular weight, electron microscopy 1948. 

trnB cistron, rRNA gene, containing, plasmids, isolation/ 
restriction endonuclease mapping 5482. 

sbcA mutant, DNA repair, radiation (u.v.) induced damage 
5034. 

spoT gene cloning, products identification 6362. 

spoT gene products, degradation-guanosine tetraphosphate 
1229. 

strains, thymidine sensitivity 5289. 

streptomycin-resistant mutant, translation/transcription, role- 
ribosomal protein $12 3498. 

stringent factor, stimulation-eukaryotes ribosomal proteins 
2424, 

temperature-sensitive mutant, DNA biosynthesis 4416. 

temperature-sensitive mutant, DNA biosynthesis 
characterization 5568. 

temperature-sensitive mutant, DNA biosynthesis/RNA 
biosynthesis 6319. 

temperature-sensitive mutant, identification-RNA 9S 4145. 

temperature sensitive mutant, ribosomal proteins genes, 
mapping 2642. 

temperature-sensitive mutant, tRNA (glutaminyl) synthetase/ 
tRNA, biosynthesis regulation 6688. 

temperature-sensitive mutant, tRNA (leucyl) synthetase/ 
tRNA (seryl) synthetase levels 4085. 

temperature-sensitive mutant, tRNA accumulation, tRNA 
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Escherichia coli, (continued) 
(aminocyl) hydrolase 763. 

temperature-sensitive mutant, rRNA biosynthesis, guanine 
tetraphosphate, effects on 3615. 

temperature-sensitive mutant, RNA polymerase osubunit, 
identification/characterization 3896. 

temperature-sensitive mutant, tRNA precursors, 
characterization/processing in vitro 754. 

temperature-sensitive mutant, MRNA stability 5424. 

temperature-sensitive tRNA Trp, purification/sequence 6665. 

threonine operon regulation regions, DNA sequence 4972. 

threonine operon regulation regions, identification/restriction 
endonuclease mapping 3755. 

thy mutant, thymidine uptake 2336. 

thymidine transport 3406. 

thymine incorporation, characterization 1347. 

thymine starvation pretreatment, DNA replication, 
rifampicin/chloramphenicol, effects on 3150. 

TMP synthetase, inhibition-folate analogues, comparison- 
phage T2 7398. 

TMP synthetase. UMP (2'-deoxy-2'-fluoro), substrate 
specificity 2821. 


toluene treated, DNA polymerase I DNA repair synthesis, N- 


methyl-N’-nitro-N-nitrosoguanidine, effects on 5031. 
toluene-treated, DNA replication, mechanisms 3796. 
transcription, role-DNA unwinding protein 2874. 
transcription-catabolic genes, regulation, role- 

phosphoenolpyruvate-protein phosphotransferase 2487. 
transcription termination, RNA polymerase mutations, effecs 

on 5621. 
transfection-phage ! DNA, polyethylene glycol, effects on 

6353. 
transfer-liposomes-immobilized plasmid pBR322 DNA 7248. 
transfer-Streptomyces rimosus kanamycin transposons, gene 

expression 5108. 
transformation-plasmid pBR322 DNA 1135s 
transformation-plasmids ColEl DNA, methodology 5076. 
transformation-plasmids DNA, stage-growth 6345. 
transformation-plasmids pairs DNA 5588. 
transformation-R factor RP1 5087. 
transformation-radiation (u.v.)-treated plasmids/phages 

double-stranded DNA 7242. 
tRNA (methionyl) synthetase, chiracterization 4086. 
trpC gene, phage J attachment sites, nucleotide sequence 

3715. 
tryptophan operon, attenuator, base-pair alterations, 

transcription termination, effects on 909. 
tryptophan operon, mutations, carrying, DNA regions, 

cloning 7269. 
tryptophan operon, 3'-terminus nucleotide sequence 1485. 
tryptophan operon, transcription termination, control- 

translation 2515. 
tryptophan operon mRNA, endonuclease cleavage, leaders 

RNA production 5432. 
tryptophan operon transcription, role-termination factor rho 

2488. 
tryptophanase/f-galactosidase induction, guanosine 


tetraphosphate/adenosine pentaphosphate, effects on 2926. 


tufA gene carrying, phage J fus 3 restriction endonuclease 
fragments, cloning 4446. 

tufB gene, containing, plasmids ColE1 hybrids, construction/ 
characterization 7246. 

uptake-cloned Haemophilus influenzae DNA 6366. 

uracil-DNA glycosidase, damaged DNA, guanine (7-methyl) 
release 7399. 

uridinetriphosphatase/uracil-DNA glycosylase mutants, 


DNA, uracil incorporation/excision 4397. 

use-carcinogens/mutagens/antitumour agents DNA repair 
assays 5037. 

uvr gene, plasmids cloning/expression 6855. 

virulence, plasmids ColV derivatives cloned fragments, 
effects on 6334. 

Eserine, 

effects on DNA biosynthesis, liver. rats 456, 5573. 

Estradiol, 

receptor complex, uterus, mice, Cibacron blue inhibition- 
DNA binding 5682. 

Ethanol, 

effects on deoxyribonuclease I conformation, circular 
dichroism 512. 

ingestion, effects on ribosomes, brain, rats 4123. 

ingestion, effects on RNA metabolism, inner membranes, 
mitochondria, brain, rats 6880. 

Ethidium, 

acridine heterodimers, binding-DNA 1573. 

complex-oligonucleotides, n.m.r., DNA mutagenesis models 
2930. 

dimers, use DNA/RNA determination 6082. 

homodimers, binding-DNA 1573. 

interaction-cytidylyl-(3’,5’)-guanosine guanylyl-(3’,5’)- 
cytidine, energetics 6639. 

Ethidium azide, 

analogues, binding-Salmonella typhimurium DNA, ethidium 
bromide competition 5458. 

Ethidium bromide, 

binding-DNA, histones, effects on 4537. 

binding-DNA, thermodynamics 3667. 

binding-DNA/dinucleotides 2058. 

binding-nucleosomes cores particles/chromatin, erythrocytes, 
chickens, comparison 7430. 

binding-oligodeoxyribonucleotides 1862. 

binding-Salmonella typhimurium DNA, competition- 
ethidium azide analogues 5458. 

complex-DNA, structure 3077. 

complex-DNA, treatment-Trypanosoma cruzi -infected mice 
strains 6968. 

complex-double-stranded DNA, fluorescence decay 3693. 

derivatives, binding-DNA 6104. 

effects on adenovirus RNA stability 849. 

effects on chromatin DNA digestion-nuclease 3879. 

effects on DNA biosynthesis, CHO cells, relationship- 
superhelical structure 72 10. 

effects on DNA biosynthesis, mitochondria, human cells 
3182. 

effects on DNA biosynthesis, Rhodopseudomonas 
spaeroides, association-chromatophores formation 4417. 

effects on heat-denatured DNA density, sodium iodide 
gradients 4346. 

effects on RNA biosynthesis/protein biosynthesis, 
mitochondria, eggs, Salmo 6030. 

effects on rRNA genes transcription, kidney cells, mice 6037. 

fluorescence, DNA structure analysis 4296. 

inhibition-integrated donors DNA translocation, 
Streptococcus sanguis 5 106. 

interaction-potato spindle tuber viroid RNA, c.d. 4802. 

intercalation tRNA 2373. 

bis-phenanthridinium salt, binding-DNA 1572. 

use-fluorometry, ribosomes structure, liver, rats 4113. 

Ethidium monoazide, 

binding-DNA, fluorescence 3078. 

Ethinyloestradiol, 

binding-DNA, liver, rats 3080. 
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Ethionine, 

carcinogenesis, mechanisms, role-tRNA Lys, review 4600. 

effects on DNA biosynthesis/RNA biosynthesis, mitogen- 
stimulated lymphocytes 1106. 

effects on tRNA aminoacylation, liver, rats, detection- 
Xenopus oocytes 5330. 

effects on mRNA stability, free/membrane-bound 
polyribosomes, liver. rats 5357. 

treated liver, rats, polyribosomes mRNA association- 
endoplasmic reticulum membranes 6053. 

Ethoxyformic anhydride, 

modification-ribosomal subunit 50S peptidyltransferase 
activity/ribosomal protein L16 3502. 

Ethoxyquin, 

feeding, effects on microsomes catalysis-DNA- 
benzo(a)pyrene diol epoxide adducts formation, liver, rats 
5462. 

Ethy! methanesulphonate, 

alkylation-purines/pyrimidines/nucleosides/nucleotides 46 1 3. 

DNA alkylation products, mice, analysis, chromatography 
(high-pressure liquid) 1566. 

ethylation DNA, mice 2582. 

treatment, phage T4, DNA repair, recombination 7131. 

Ethylene, 

regulation-wounds induced ribonuclease biosynthesis, 
Brassica rapa roots tissues 4477. 

1,1'-Ethylene-bis(1-Nitrosourea), 

interaction-DNA/RNA 5467. 

Ethylene thiourea, 

effects on RNA biosynthesis, liver, rats 6841. 

Ethyleneimine, 

inhibition-DNA biosynthesis, mechanisms 3146. 

N-Ethylmaleimide, 

effects on ribosomal subunit 60S elongation activity, liver, 
rats 3510. ; 

use-conformational analysis, Escherichia coli ribosomes 
4715. 


N-Ethyl-N’-Nitro-N-Nitrosoguanidine, 
modification-chromatin, liver, rats, Escherichia coli RNA 
polymerase templates activity, effects on 6497. 


N-Ethy!-N-Nitrosourea, 

alkylation-poly d(A-T) 1378. 

damaged DNA, guanosine (O®-ethyldeoxy), 
radioimmunoassay 4035. 

reactivity- DNA/polynucleotides hydrogen bonds 6109. 

2-halo derivatives, reaction-DNA, mechanisms 357. 

DNA alkylation products, mice, analysis, chromatography 
(high-pressure liquid) 1566. 

reaction sites, oxygen, DNA, normal/xeroderma 
pigmentosum fibroblasts/brain cells, rats 3676. 


Euglena, 

bacterial DNA, uptake/fate 1115. 

chloroplasts, tRNA transport 6677. 

tRNA (isoleucyl), analysis, chromatography (reversed-phase) 
1397. 


Euglena gracilis, 
ee DNA, coding-tRNA, cytoplasm polyribosomes 
167. 

chloroplasts, DNA, mapping-rRNA gene regions 1616. 

chloroplasts, DNA, mapping-rRNA 16S complementary 
sequence 6224. 

chloroplasts, DNA, transcription regions, mapping 1035. 

chloroplasts, DNA base composition heterogeneity 4358. 


chloroplasts, genomes transcription during development 
5413. 


chloroplasts, ribosomes localization/biosynthesis 6733. 

chloroplasts, rRNA gene organization 7079. 

chloroplasts, RNA polymerase, characterization 514. 

chloroplasts, rRNA 5S isolation/rRNA gene mapping S37. 

chloroplasts ribosomes, analysis-electrophoresis/electron 
microscopy 5354. 

DNA content, environmental factors, effects on 6937. 

DNA nucleotide sequence organization 7080. 

N-formylmethionylaminoacyl-tRNA deformylase, 
biosynthesis/regulation 1404. 

nuclei, condensed chromatin fractionation 6506. 

poly (A) containing RNA, complexity during chloroplasts 
development 5391. 

poly (A) containing RNA, transcription origin 5392. 

ribosomal proteins, biosynthesis sites, chloroplasts/ 
cytoplasm 1910. 

mRNA, base composition determination, chromatography 
(high-pressure liquid) 1489. 

tRNA (phenylalany!) synthetase, cycloheximide, effects on 
1412. 

tRNA (valyl) synthetase, purification/characterization 5336. 

Eukaryotes, 

cell culture, excision DNA repair, characterization 1659. 

cells, DNA biosynthesis, inhibition-disulfiram 545. 

chromosomes, DNA organization 1786. 

chromosomes, structure, models 3333. 

DNA, genomes organization, replication, review 1314. 

DNA fragments, role-plasmids genes promoters 3850. 

initiation complex, destabilization-ApUpG 216. 

ribosomal proteins, stimulation-Escherichia coli stringent 
factor 2424. 

ribosomes, purification 798. 

RNA, purification/characterization, methodology 2441. 

structural gene, amplification/characterization, methodology 
6936. 


Eupahyssopin, 
effects on DNA biosynthesis/RNA biosynthesis/protein 
biosynthesis, Ehriich ascites tumour cells 1663. 


Euplotes vannus, 
chromatin fibres, electron microscopy 3313. 


Euscelis plebejus, 
tRNA, characterization 1954. 


Excision-repair, see DNA repair. 

Exodeoxyribonuclease, 

liver, rats, purification/characterization 4478. 

Saccharomyces cerevisiae , characterization 6390. 

Exodeoxyribonuclease III, 

Hemophilus influenzae , associated endodeoxyribonuclease, 
characterization 509. 

Exo-1,4-a-Glucosidase, 

mRNA, Aspergillus niger , stability, membrane-bound 
polyribosomes-associated 2467. 

Exonuclease, 

activity, radiation (u.y.)-induced DNA degradation, 
Escherichia coli 6377. 

DNA polymerase-associated, Bacillus subtilis phage PBS-2, 
characterization 4501. 

Micrococcus radiodurans DNA polymerase I-associated, 
characterization 1148. 

phage T7, ribonuclease H activity 1703. 

pen ocean liver, rats, cleavage-mRNA precursors 

Thermus thermophilus , purification/characterization 2172. 

Exonuclease III, 

use-single-stranded DNA preparation 3878. 
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Exonuclease V, 

role-ATP/deoxynucleoside triphosphates dependent DNA 
repair, radiation (X)-treated Escherichia coli 7142. 

Exonuclease VIII, 

role-ATP/deoxynucleoside triphosphates dependent DNA 
repair, radiation (X)-treated Escherichia coli 7142. 


F’ factors, 

Escherichia coli, isolation/characterization, role-integration 
2549. 

Fanconi’s anaemia, 

DNA repair, comparison-normal human fibroblasts 4408. 

human, DNA ligase activity, deficiency 3275. 

Fatty acids, 

stimulation-very low density lipoprotein production, liver, 
rats, roleeRNA biosynthesis 2518. 

Feline leukaemia virus, 

DNA polymerase (RNA-dependent), antibody response, cats 
4533. 

Feline sarcoma virus, 

strains, genomes DNA, nucleotide sequence homology 6180. 

Feline syncytium-forming virus, 

DNA polymerase (RNA-dependent), identification 6433. 

proviruses, DNA biosynthesis/integration-hosts cells genome 
2104. 

proviruses DNA, size/structure 7050. 

Ferredoxin, 

chloroplasts, biosynthesis, Nicotiana tabacum /Phaseclus 
vulgaris /Chlamydomonas reinhardtii RNA, translation- 
wheat germ cell-fresystem 942. 

Ferritin, 

biosynthesis, stimulation-iron, role-ribosomes 3469. 

Festuca pratensis, 

normal/non-yellowing mutant, high molecular weight rRNA 
characterization 2998. 

Fibroblasts, 

Bloom’s syndrome, occurrence-hybrid DNA 2022. 

chickens, DNA-binding protein, characterization, age, effects 
on 1795. 

human, DNA-binding protein, isolation/characterization 
3337. 

human, DNA damage-nitrofurantoin 354. 

human, DNA repair, assays 6301. 

human, in vitro, ageing, exogenous DNA, effects on 3847. 

human, interferon mRNA, localization 2011. 

human skin, actinic keratosis, radiation (u.v.)-induced DNA 
repair 2713. 

human skin, chromatin structure, glucocorticoids, effects on 
7445. 

mice, RNA biosynthesis changes during senescence 6042. 

mice, satellite DNA replication, bleomycin, effects on 2115. 

monkeys, MRNA activity, growth, effects on 2010. 

normal/Bloom’s syndrome, sister chromatid exchange, 

- cocultivation, effects on 1781. 
stimulation-RNA biosynthesis, autoradiography 3622. 

transformed, chickens/ducks/ quails, avian sarcoma virus 
DNA integration 2759. 

Fibroin, 

biosynthesis, Bombyx mori silk gland, relationship-DNA/ 
RNA accumulation 2742. 

genes, 5’-terminus nucleotide sequence 3767. 

silk gland, Bombyx mori , mRNA 3/-terminus nucleotide 
sequence 6799. 

Fibronectin, 

mRNA, fibroblasts, embryos, chickens, purification/ 


characterization 6918. 

Flavanone synthase, 

mRNA, induction-radiation (u.v.), Petroselinum hortense 
3626. 

Flavobacterium odoratum, 

DNA, heterogeneity 1608. 

Florenal, 

effects on influenza A virus RNA biosynthesis/protein 
biosynthesis 2496. 

N-2-Fluorenylacetamide, 

binding-DNA, assays 6979. 

effects on DNA polymerase a/DNA polymerase fidelity, 
liver, rats 3917. 

Fluorescein mercuric acetate, 

DNA unwinding, pH/sodium concentration, effects on TO 

Fluorescence, 

adenosine (etheno) derivatives, pH/metals, effects on 4629. 

DNA covalent binding-benzo(a)pyrene diol expoxides 4896. 

DNA ethidium monoazide binding 3078. 

Fluorescent light, 

induction-DNA cross-linking/chromosome aberration, mice 
cells 349. 

Fluoride, 

effects on polyribosomes/rRNA 5355. 

Fluorine, 

effects on RNA biosynthesis, kidneys, rats 4835. 

5-Fluoro-7,12-Dimethylbenz(a)anthracene, 

binding-DNA, Syrian hamsters embryos cells, comparison- 
7,12-dimethylbenz(a)anthracene 6977. 

treatment, DNA repair, Syrian hamsters embryos cells 7156. 

1-Fluoro-2,4-Dinitrobenzene, 

interaction-tRNA Phe, yeasts, adenosine specificity 1873. 

a-Foetoprotein, 

genes, quantitation, normal tissues/carcinogenesis, rats 3655. 

genes DNA, insertion-plasmid pBR322, clones identification 
6342. 

mRNA, yolk sac, rats, translation-wheat germ cell-free 
system, products characterization 6921. 

mRNA, Morris hepatoma, isolation 5938. 

mRNA, Morris hepatoma, purification/quantitation during 
development 6922. 

mRNA, yolk sac, mice, isolation 5936. 

Folate, 

analogues, inhibition-Escherichia coli /phage T2 TMP 
synthetase, comparison 7398. 

analogues, interaction human TMP synthetase 575. 

Foot-and-mouth disease virus, 

endonuclease activity 845. 

RNA, mapping 1474. 

RNA, poly (C) tracts, sequence/location 5375. 

RNA 37S, 3/-terminus poly (A) segments length, relationship- 
infectivity 6779. 

Formaldehyde, 

cross-linking-histones, nucleosomes organization 1764. 

digestion-chromatin 3316. 

induced polynucleotides unwinding, mathematical models 
5804. 

induced single-stranded breakage, Saccharomyces cerevisiae, 
DNA repair 1082. 

reaction-amines, products, interaction-DNA 1578. 

Formaurindicarboxylic acid, 

effects on chromatin structure 2857. 

Formycin, 

effects on RNA biosynthesis/protein biosynthesis, 
Dictyostelium discoideum 278. 

Formycin B, 

effects on RNA biosynthesis/protein biosynthesis, 
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Formycin B,(continued) 

Dictyostelium discoideum 278. 
4-(6-Formyl-3-Azidophenoxy)butyrimidate, 
cross-linking-ribosomal proteins 4713. 
N-Formylmethionylaminoacyl-tRNA deformylase, 
Euglena gracilis , biosynthesis/regulation 1464. 
Fowl plague virus, 
antiviral agents, pyrimidines derivatives 1346. 
genomes RNA, 5'-terminus/3’-terminus, nucleotide sequence 

analysis 6780, 
recombinants, RNA, mapping 3538. 

Fowlpox virus, 


DNA, characterization/molecular weight determination’ 1016. 


Fraxinus americanus, 

cells, DNA content 1552. 

Fremyella diplosiphon, 

RNA polymerase, purification/characterization 5622. 

Friend cells, 

chromatin, chromosomal protein IP25, localization/ 
characterization 7441. 

Friend erythroleukaemia cells, 

chromatin, nucleosomes spacing 2851. 

differentiation, dimethylsulphoxide, effects on, review 4579. 

differentiation, DNA biosynthesis, relationship-histones 
biosynthesis 2691. 

Friend leukaemia virus mRNA expression, dimethyl] 
sulphoxide + uridine (bromodeoxy) treatment, effects on 
6044. 

gene expression, induction-sodium butyrate 5418. 

globin biosynthesis 3470. 

a-globin/B-globin mRNA, stability, herpes simplex virus 
infection, effects on 930. 

globin mRNA transcription, interferon, effects on 3037. 

B-globin mRNA translation, control-haemin 2542. 

histones acetyl groups turnover, inhibition-sodium butyrate 
1762. 

induction-haemoglobin biosynthesis, effects on globin 
mRNA concentration/gene expression 3039. 

mRNA/mRNA precursors, frequency distribution 228. 

poly (ADP-ribose) polymerase activity, during cell cycle/ 
differentiation 1750. 

protein biosynthesis, stimulation-haemin 795. 

RNA, a-globin/Z-globin mRNA precursors, characterization 
3563. 

RNA (heterogeneous nuclear), localization-poly (A)- 
containing MRNA 1959. 

tRNA levels, response-amino acids deprivation 5837. 

Friend leukaemia virus, 

genomes, complementary DNA characterization 6181. 

infected cells, mice, cytoplasm, ribonucleoproteins, 
characterization 6465. 

infected spleen, mice, RNA polymerase, inhibition-4’-6- 
diamidino-2-phenylindole, dependence-templates base 
composition 518. 

infection, effects on deoxyribonuclease II activity, lysosomes, 
liver, mice 5135. 

infection, effects on DNA polymerase (RNA-dependent) 
activity, spleen cells, mice 6438. 

mRNA, expression-Friend erythroleukaemia cells, dimethyl! 
sulphoxide + uridine (bromodeoxy) treatment, effects on 
6044, ; 

RNA 70S toyocamycin, effects on, mice 4207. 

transformation-bone marrow cells, mice, in vitro, spleen 
focus-forming virus, effects on 4452. 

Friend virus, 

infected spleen, mice, RNA polymerase I/RNA polymerase 
II, inhibition-thiolated poly (C) 2197. 


production, infected cells, mice, toyocamycin, effects on 6597. 

Frog virus 3, 

combination-labelled thymidine, effects on DNA damage. 
KB cells 6599. 

inhibition-vesicular stomatitis virus RNA biosynthesis, BHK 
cells, mechanisms 1509. 

Fructose-bisphosphate aldolase, ; 

isoenzymes, mRNA, hepatoma cells, rats, characterization 
3566. 

Fructose-6-Phosphate, 

effects on double-stranded RNA inhibition-protein 
biosynthesis, reticulocyte lysate 4233. 

Funaria hygrometrica, 

DNA content 445. 

Furan, 

use-pyrimidine (4,5-didehydro) trapping 6570. 

Furocoumarins, 

derivatives, binding-DNA, biological activity 4888. 

interaction-DNA 1561. 

photosensitization-Escherichia coli , induction-phage A 4911. 

reaction-DNA 968. 

Fusarium oxysporum, 

plasmids, identification 5110. 

Fusobacterium nucleatum, 

restriction endonuclease, characterization 3242. 

restriction endonuclease, purification/characterization 3241. 


Galactokinase, 

mRNA, Saccharomyces cerevisiae , purification, 
methodology 4764. 

Galactosamine, 

effects on nonhistone proteins, liver, rats 3956. 

B-Galactosidase, 

biosynthesis, activity-Escherichia coli initiation factor 2 
1921. 

genes, Kluveromyces lactis , cloning, Escherichia coli 1696. 

in vitro biosynthesis, role-t-RNA (formylmethionyl) 6674. 

mRNA, Escherichia coli , translation 934. 

mRNA, translation initiation, Escherichia coli lactose 
operator MRNA, effects on 4243. 

Galleria mellonella, 

larvae, epidermis cells, DNA biosynthesis, relationship-pupae 
cuticle gene expression 5572. 

nuclear polyhedrosis virus, DNA size 4956. 

nuclear polyhedrosis virus DNA, restriction endonuclease 
mapping 6187. 

polyhedrosis virus, DNA structure, electron microscopy 
5500. 

Galliformes, 

DNA, distribution-chickens endogenous oncornavirus 
sequence 7087. 

Gallus domesticus, 

see also Chickens 

DNA sequence organization 3771. 

liver, genomes DNA nucleotide sequence organization 4994. 

muscles, protein biosynthesis rate 1892. 

Ganglia, 

human, detection-herpes simplex virus 2 RNA 5363. 

Gastrin, 

effects on DNA biosynthesis, fundic mucosa, dogs 430. 

mRNA, antrum, hogs, detection/partial nucleotide sequence 
analysis 4793. 

mRNA, mucosa, intestine, pigs, detection, use- 
oligodeoxyribonucleotides probes 6764. 
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role-atropine/vagotomy effects on DNA biosynthesis, 
stomach mucosa, rats 5025. 


Gastrostyla steinii, 
chromatin fibres, electron microscopy 3313. 


GDP, 

binding-Bacillus stearothermophilus elongation factor Tu, 
role-sulphydryl groups 5360. 

binding-elongation factor Tu, kirromycin, effects on 5911. 

complex-elongation factor Tu, Escherichia coli , X-ray 
diffraction 217. 

complex-elongation factor Tu, Escherichia coli , X-ray 
crystallography 2967. , 

thiophosphate analogues, synthesis/binding-elongation factor 
Tu 6623. 


Gene expression, 

book 5686. 

brain/liver, mice, age, effects on 910. 

Friend erythroleukaemia cells, induction-sodium butyrate 
5418. 

Moloney leukaemia virus, organs, mice, age dependence 
4190. 

oviduct, chickens, oestrogen withdrawal, effects on 5407. 

phage T4, patterns 1500. 

phage T4, role-polynucleotideS’-hydroxyl-kinase/ 
polynucleotide3’-phosphatase 1219. 

phage T4, role-RNA polymerase/termination factor rho 
1501. 

pituitary cells, rats, regulation-glucocorticoids pari 

mRNA, regenerating kidney, mice 3033. 

tryptophan synthetase, Saccharomyces cerevisiae , control- 
bacteria insertion sequence 2 3217. 


Gene 5 protein, 

phage M13, interaction-oligonucleotides, n.m.r./chemically 
induced dynamic nuclear polarization 2364. 

radiation (u.v.) cross-linking-phage fd DNA 6521. 


Genes, 
see also Cistrons, Operons, etc. 
A gene, SV40 temperature-sensitive mutant, role-DNA 


biosynthesis initiation, transformed Chinese hamster embryo 


cells 1104. 
actin, Dictyostelium discoideum , characterization 1613. 
actin, Dictyostelium discoideum , identification/analysis 2164. 
adenine phosphoribosyltransferase, transfer-cells, mammals, 
DNA mediated 5116. : 
adenosinetriphosphatase, localization, Saccharomyces 
cerevisiae petite mutant mitochondria DNA 6219. 
adenosinetriphosphatase, Saccharomyces cerevisiae 
mitochondria DNA, nucleotide sequence 3119. 
albumin, serum, rats, clones sequence analysis 6243. 
albumin/a-foetoprotein, quantitation, normal tissues/ 
carcinogenesis, rats 3655. 
antibodies, arrangement, chromosomes, mice 2871. 
arg gene, Saccharomyces cerevisiae , containing, ColE1, 


transformation-Saccharomyces cerevisiae arg mutant 7247. 


argF gene, DNA, Escherichia coli , isolation/cloning/ 
characterization 6204. 

argF gene, DNA, Escherichia coli , restriction endonuclease 
mapping 6207. 

arginine, Escherichia coli , tandem repeat/inverted repeat 
7063. 

attg80 gene + tonB gene + trp gene regions, Escherichia coli 
genomes, restriction endonuclease mapping 3111. 

Bevi gene, integration-C-type virus DNA, man cell hybrids 


IAPS 

cl gene, phage A, nucleotide sequence 2608. 

cloned, Escherichia coli , expression, improvements, 
methodology 3872. 

cloned, £-globin, nucleotide sequence, mice 2666. 

clusters, tRNA Tyr, Escherichia coli , structure organization 
4968. 

conalbumin, chickens, DNA mapping 6235. 

copia gene, localization, adjacent-satellite DNA, Drosophila 
melanogaster heterochromatin 1620. 

cytochrome c, yeasts, identification/isolation 2082. 

cytochrome c, yeasts, transcription regulation 6865. 

deo operon, Escherichia coli , cloning, plasmid RSF2124 
WPAN 

Dm142 gene, Drosophila melanogaster , characterization 
2663. 

dnaA gene, role-DNA biosynthesis, Escherichia coli 2680. 

dnaB gene, Escherichia coli , ribonucleoside triphosphatase 
activity 1744. 

dnaB gene, protein, Escherichia coli , chromatography 
(affinity) 1303. 

dnaB gene, protein, Escherichia coli , purification/ 
characterization 1800. 

D5 gene, products, phage T5, DNA-binding protein, 
characterization 2873. 

enterotoxin B, Staphylococcus aureus chromosomes, 
mapping 1281. 

env gene, oncornavirus (avian), characterization 1011. 

env gene, RNA, oncornavirus (avian), nucleotide sequence 
1010. 

Escherichia coli /plasmids, expression-cell-free system, DNA 
gyrase inhibition, effects on 6848. 

evolution, bacteria, role DNA sequence repetition 7266. 

expression, eukaryotes, post transcription/translation 
control, review 5710. 

expression, stem cells, teratocarcinoma, mice, relationship- 
RNA splicing 6824. 

expression regulation, role-DNA repetitive sequence 6846. 

F gene, phage 9X174, nucleotide sequence 2605. 

fibroin, 5’-terminus nucleotide sequence 3767. 

a-foetoprotein DNA, insertion-plasmid pBR322, clones 
identification 6342. 

gag gene, squirrel monkey virus, mapping 3748. 

gag gene/pol gene, products, avian sarcoma virus, protein 
biosynthesis 3045. 

gene A, proteins, phage 9X174, purification/characterization 
6381. 

gene A, regulation-DNA biosynthesis, SV40 temperature- 
sensitive mutant 6278. 

gene G, phage 9X174, construction-deletion mutant 5090. 

gene II proteins, cleavage sites, phage fd DNA, localization 
4315. 

gene III/gene VI/gene I, phage M13, nucleotide sequence 
6155. 

gene P, cloning, effects on DNA replication, phage A 5020. 

gene VII, phage M13, nucleotide sequence DON25 

gene 0-3, expression, phage T7, translation control 1978. 

gene 1, DNA, phage T7, nucleotide sequence 7040. 

gene 20, role-DNA packaging, phage T4 heads 1590. 

gene 32, mRNA, translation, regulation-phage T4 DNA- 
binding protein 3981. 

gene 39/gene 52, phage T4, products complex, purification/ 
DNA-unwinding protein activity 7261. 

gene 41, proteins, phage T4, purification 7468. 

gene 43/gene 44/gene 45/gene 62, proteins, phage T4, 
purification 7467. 

gene 44/62/gene 45 proteins, catalyzed, ATP hydrolysis, 
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Genes,(continued) 
phage T4, DNA recognition sites 554. 

gene 44/62/gene 45 proteins, stimulation-phage T4 DNA 
polymerase 532. 

gene 45/gene 44/gene 62, phage T4, transcription/translation 
4210. 

gene 5, DNA-binding protein, complex-DNA, n.m.r. 2230. 

gene 5/gene 3, products, phage T7, role-recombination 3721. 

globin, chickens embryos/adults, analysis 1622. 

B-globin, DNA, f-thalassaemia, restriction endonuclease 
mapping 6248. 

globin, erythrocytes, chickens, digestion-deoxyribonuclease I, 
role-lysine-rich histones 2844. 

B-globin, human #-thalassaemia, structure 6247. 

B-globin, intervening sequence, comparison-mice/rabbits 
1624. 

y-globin. loci structure, human foetuses 3783. 

B-globin, mice, DNA organization 4998. 

a-globin. organization, human DNA, restriction 
endonuclease mapping 2671. 

a-globin/B-globin, cloned, mice, sequence analysis, 
comparison 2668. 

B-globin/a-globin, isolation/characterization, cloned human 
DNA 2563. 

B-globin/6-globin, localization, haemoglobin/haemoglobin 
Lepore 1628. 

a-globin/B-globin, quantitation, mice, use-cloned DNA 
hybridization 4364. 

B-giobin/y-globin, sheep, double-stranded DNA, synthesis/ 
cloning/characterization 7288. a 

a-globin structural gene, identification, chickens 3129. 

glyceraldehyde phosphate dehydrogenase, Saccharomyces 
cerevisiae , isolation/characterizaticn 6220. 

glycerol-3-phosphate transport, Escherichia coli , cloning/ 
expression 1137. 

glycoproteins, influenza A virus, characterization 4167. 

growth hormone, rats, intervening sequence, identification 
SO2ie 

H gene mutants, phage 9X 174, DNA biosynthesis, infected 
Escherichia coli 3800. 

heat-stable toxins, Escherichia coli , identification- 
transposons 4967. 

histones, activity, during embryogenesis, Paracentrotus 
lividus , mRNA characterization 3031. 

histones, analysis, DNA, Sivlonychia mytilus macronuclei 
3116. 

histones, HeLa cells, transcription unit localization 3789. 

histones, organization, chickens genomes DNA 4993. 


histones, Psammechinus miliaris , 3'-terminus sequence 6475. 


his4 gene, Saccharomyces cerevisiae , products purification/ 
characterization 7277. 

human insulin, oligodeoxyribonucleotides, synthesis 2355. 

human syntenic, segregation, induction-uridine (5- 
bromodeoxy) 108. 

hypoxanthine phosphoribosyltransferase, transfer, mice cells 
4468. 

immunoglobulins, differentiation, review 1331. 

immunoglobulins heavy chains, excision/splicing, MRNA 
production, mechanisms 6343. 

immunoglobulins heavy chains, location-human 
chromosomes 7449. 

immunoglobulins heavy chains, mice, sequence homology 
5524. 

immunoglobulins heavy chains, organization, mice, analysis, 
use-myeloma clone 4365. 

immunoglobulins light chain, containing, mice DNA clones, 


characterization 1625. 

immunoglobulins light chains, DNA fragments, nucleotide 
sequence 7089. 

immunoglobulins light chains, formation-sites-specific 
recombination 7285. 

immunoglobulins light chains, liver/myeloma, mice, cloning/ 
characterization 7286. 

immunoglobulins light chains, mice, recombination sites, 
nucleotide sequence 7091. 

immunoglobulins light chains, nuclzotide sequence, mice 
2667. 

in vitro recombination, review 5705. 

int gene, phage A, transcription 6818. 

int gene, products, phage A, DNA-unwinding protein activity 
7456. 

iso-1-cytochrome c, Saccharomyces cerevisiae , nucleotide 
sequence 4983. 

isolation-eukaryotes DNA 2562. 

J gene, regions, phage G4, nucleotide sequence, comparison- 
phage gX174 2072. 

lacI gene, cloning-plasmid PMB9 1118. 

laclI gene, Escherichia coli , duplication, nucleotide sequence 
4345. 

lacI gene, Escherichia coli , hotspots, cytosine (5-methyl) 
residues 1024. 

lacI gene, Escherichia coli , hotspots, nucleotide sequence 
4344. 

lacI gene, Escherichia coli , nucleotide sequence 1022. 

lacI gene, Escherichia coli , nucleotide sequence, relationship- 
nonsense mutant 1023. 

lacI gene, promoter, Escherichia coli , nucleotide sequence 
1021. 

B-lactamase, Escherichia coli , DNA repeated segments, 
isolation/characterization 7064. 

Leu-enkephalin, polynucleotides, synthesis 3424. 

Leu-enkephalin, synthetic, cloning/expression-Escherichia 
coli 6365. 

leu2 gene, containing, plasmids, use-isolation/ 
characterization-Saccharomyces cerevisiae chromosomes 
DNA fragments 6951. 

lipoproteins, Escherichia coli , restriction endonuclease 
mapping 7061. 

localization, use-chromosomes fractionation 5228. 

loci, y-globin, human, restriction endonuclease mapping 5531. 

lysozyme, chickens, isolation/characterization 6233. 

lysozyme, chickens, organization 3128. 

lysozyme mRNA, cloning 484. 

malB gene regions, Escherichia coli , restriction endonuclease 
mapping 3112. 

manipulation, bacteria, review 3354. 

mapping, influenza B virus RNA 2455. 

mapping, use-radiation (u.v.), review 5713. 

mot gene, mutation, phage T4, effects on RNA biosynthesis 
3018. 

mutagenesis, radiation (u.v.)-induced, Saccharomyces 
cerevisiae , cdc mutant, effects on 7150. 

nif gene, Klebsielia pneumoniae , cloning, review 4576. 

nif gene, Klebsiella pneumoniae , mapping 6210. 

nif gene, sequence, Klebsiella pneumoniae , cloning/ 
characterization 7068. 

O gene, phage A, nucleotide sequence 377. 

ocr gene, prevention-phage T7/phage T3 modification, 
Escherichia coli 5594. 

old gene, role-phage P2-phage A interference 477. 

organization, influenza A virus recombinants 6184. 

ovalbumin, chickens, cloned, organization/5’-terminus 
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Genes,(continued) 
nucleotide sequence 3773. 

ovalbumin, chickens, cloning 5114. 

ovalbumin, chickens, cloning/organization 4362. 

ovalbumin, chickens, intervening sequence mutation, cloning 
4467. 

ovalbumin, chickens, introns, nucleotide sequence analysis 
4363. 

ovalbumin, chickens, junctions regions, nucleotide sequence 
3774. 

ovalbumin, chickens, leader sequence 1050. 

ovalbumin, chickens, restriction endonuclease Eco RI 
fragments, characterization 2665. 

ovalbumin, chickens, transcription 2490. 

ovalbumin, cloning, DNA, chickens 483. 

ovalbumin, DNA, liver, chickens, cloning/molecular 
organization 5520. 

ovalbumin, intervening sequences, chickens 402. 

ovalbumin, oviduct, chickens, in vitro transcription, 
oestrogen, effects on 3588. 

ovalbumin, structure/organization 4992. 

ovalbumin gene, chickens, sequence 1046, 1047. 

ovomucoid, chickens, DNA mapping/electron microscopy 
STIs 

phage @X174, produets analysis 2153. 

phage T7 DNA, modification-alkylated RNA 6094. 

phr gene, Escherichia coli , cloning, methodology 5600. 

pol gene, Rous sarcoma virus, role-recombination 3867. 

proinsulin, rats, cloning-Escherichia coli 480. 

protamine, number/frequency, Salmo gairdneri testis 3054. 

quantitation, DNA, errors 4292. 

rec gene, role-Escherichia coli radiation (u.v-) mutagenesis 
2160. 

recA gene, Escherichia coli , mapping 7062. 

recA gene, products, effects on DNA degradation, 
Escherichia coli 5610. 

recA gene, proteins, Escherichia coli , catalysis-single- 
stranded-superhelical DNA interaction 4885. 

recA gene, proteins, Escherichia coli , catalysis-DNA 
recombination 6539. 

recA gene, proteins, Escherichia coli, DNA renaturation 
3344. 

recA gene/polA1 geneyexrA gene, mutations, Escherichia 
coli. effects on DNA repair, N-methyl-N-nitrosourea- 
induced single-stranded breaage 7140. 

recombination, review 6550. 

recombination during Bacillus subtilis transformation, role- 
DNA methylase 7268. 

recombination exchange, review 5690. ; 

recombination/selection, role Bacillus subtilis evolution 
7267. 

regulation, role-Escherichia coli mutants RNA polymerase 
6409. 

regulation-phage A repressors, review 668. 

rep gene proteins, Escherichia coli , catalysis-phage pX174 
DNA strand separation 573. 

rep gene proteins, Escherichia coli , catalysis-DNA strand 
separation, utilization-ATP 574. : 

repressors, transposon Tn3 translocation, plasmid pMC391, 
identification/characterization 7251. 

rho gene, effects on histidine operon expression, Escherichia 
coli 3024. 

ribosomal protein L22, Escherichia coli mutants, ribosomal 
subunits assembly 6726. 

ribosomal protein S1, mutation, Escherichia coli , genetic 
analysis 7271. 

ribosomal protein $20, localization-Escherichia coli 5508. 


ribosomal proteins, clusters, Escherichia coli , nucleotide 
sequence 4973. 

ribosomal proteins, Escherichia coli temperature sensitive 
mutant, mapping 2642. 

ribosomal proteins/RNA polymerase, ColE1, Escherichia 
coli, gene amplification, effects on transcription/translation 
7238. 

ribosomal proteins/RNA polymerase, Escherichia coli , 
expression-plasmids clones 7273. 

ribosomal proteins rplJ gene/rpIL gene/RNA polymerase 
rpoBC gene, cotranscription, Escherichia coli 2161. 

ribulosebisphosphate carboxylase subunits, location-Zea 
mays chloroplasts genome 3140. 

tRNA, Escherichia coli , transcription organization, 
determination, use-rifampicin 4340. 

mRNA, localization-DNA, mitochondria, liver, rats 5528. 

tRNA, nucleosomes DNA, embryos, chickens, purification/ 
cloning 7282. 

tRNA, phage BF23, mapping 1592. 

tRNA, phage T4, isolation, tRNA biosynthesis in vitro 4264. 

tRNA, Saccharomyces cerevisiae mitochondria DNA, 
mapping 4982. 

tRNA, Schizosaccharomyces pombe /Drosophila 
melanogaster , transcription-Xenopus laevis germinal vesicle 
extracts 749. 

rRNA, transcription, kidney cells, mice, ethidium bromide, 
effects on 6037. 

rRNA, Xenopus laevis cells, spacer sequence transcription 
6872. 

tRNA Cys/tRNA His, Saccharomyces cerevisiae 
mitochondria, nucleotide sequence 7076. 

tRNA Ile, Escherichia coli rRNA operons regions, 
nucleotide sequence 3114. 

tRNA Ile, localization-Spinacia oleracea chloroplasts DNA 
7291. 

RNA polymerase/ribosomal proteins, transcription, 
coordination, Escherichia coli 4970. 

RNA polymerase f-subunit, Escherichia coli , transcription, 
rifampicin, effects on 6836. 

tRNA Tyr , cloned, yeasts, transcription/processing, 
Xenopus laevis oocytes 4831. 

tRNA Tyr, Escherichia coli , nucleotide sequence 1020. 

tRNA Tyr, structure/organization, Escherichia coli 
chromosomes 4342. 

tRNA Tyr, yeasts, cloning-phage 4 3877. 

tRNA Tyr suppressors, DNA, enzymatic synthesis 5817. 

tRNA Tyr suppressors, promoters regions, synthesis 5816. 

tRNA Tyr suppressors, promoters regions 
digodeoxyribonucleotides, synthesis 5792. 

tRNA Tyr suppressors, synthetic, cloned, transcription/ 
biological activity 5990. 

tRNA Tyr suppressors, synthetic, transcription 5989. 

tRNA Tyr suppressors, termini regions 
oligodeoxyribonucleotides, synthesis 5793. 

tRNA Val, Drosophila melanogaster chromosomes, 
localization/characterization 5227. 

tRNA Val, yeasts, 5’-terminus fragments, synthesis 5796. 

rRNA 16S/rRNA 238, localization-Escherichia coli 
chromosomes 5673. 

rRNA 18S, cloned, human, analysis 1629. 

RNA 18S, Saccharomyces cerevisiae , nucleotide sequence 
2654. 

rRNA 18S/rRNA 28S, activity, relationship-embryonic 
development, parthenogenone, mice 1699. 

rRNA 19S/rRNA 26S, containing chromatin, Physarum 
polycephalum , structure 3762. 

rRNA 23S, mitochondria, Saccharomyces cerevisiae , 
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Genes,(continued) 
insertion sequences, characterization 5514. 

rRNA 25S, Tetrahymena pigmentosa , intervening sequence 
4347. 

RNA 4S, Chlamydomonas reinhardtii , localization- 
chloroplasts genomes 2648. 

rRNA 5.88, localization-chromosomes, human/mice 5672. 

rRNA 5S, Drosophila melanogaster , cloning, mapping/ 
nucleotide sequence determination 4989. 

rRNA 5S, evolution, vertebrates 3125. 

RNA SS. location-lampbrush polytene chromosomes, 
Drosophila 5670. 

rRNA 5S, organization, Vicia faba 3139. 

RNA 5S, replication, HeLa cells, S phase 423. 

tRNA 5S, tandem repeats, lethal mutation, corrections 
mechanisms, Xenopus 3126. 

RNA 5S. transcription-Xenopus laevis extract 1522. 

rRNA 5S, Xenopus laevis-deletion mutant, analysis 4466. 

rplL gene, regulation sites, Escherichia coli , nucleotide 
sequence 6205S. 

rpo gene, ColE1, location/expression 7237. 

S gene/U gene, mapping, phage Mu DNA 3718. 

Saccharomyces cerevisiae amber mutant, cloning, 
suppression-Escherichia coli , roletRNA 6369. 

silent gene, rRNA, human x mice hybrids cells, reactivation- 
SV40 6887. 

silk fibroin, Bombyx mori DNA, mapping 399. 

spoT gene, products, Escherichia coli , degradation- 
guanosine tetraphosphate 1229. 

src gene, activation, Rous sarcoma virus, induction-DNA * 
biosynthesis, myotubes, embryos, chickens 1646. 

src gene, avian sarcoma virus, nucleotide sequence, 
occurrence-uninfected vertebrates 946. 

stc gene, avian sarcoma virus, translation/proteins 
characterization 2004. 

src gene, proteins, avian sarcoma virus, identification 2156. 


sre gene, Rous sarcoma virus, proteins characterization 1532. 


structural gene, bradykinin, synthesis 5317. 

structural gene, eukaryotes, amplification/characterization, 
methodology 6936. 

structural gene, identification, use-R-looping 5368. 

structural protein, adenovirus (human) 2, regulation 2155. 

structural protein, vesicular stomatitis virus gnomes RNA, 
mapping 6792. 

synthesis, methodology 4057. 

tetracycline resistance, plasmid pBR313/plasmid pBR322, 
promoters, characterization 7027. 

tetrahydrofolate dehydrogenase, mice, containing, plasmids, 
formation/expression, Escherichia coli 1694. 

thymidine kinase, herpes simplex virus 1, cloning-Escherichia 
coli , recombinants plasmids characterization 7263. 

thymidine kinase, herpes simplex virus 1, chromosomes- 
mediated transfer, cell lines, mice 7290. 

tra gene, Escherichia coli F factors, DNA mapping 4304. 

transformation, avian leucosis virus MC29, nucleotide 
sequence 1593. 

transformation, DNA-mediated, Neurospora crassa 7275. 

trpC gene, Escherichia coli , phage A attachment sites, 
nucleotide sequence 3715. 

tumorigenesis, avian myelocytomatosis virus, nucleotide 
sequence detection-chickens fibroblasts DNA 7098. 


uvr gene, Escherichia coli , plasmids cloning/expression 6855. 


uvr gene, role-DNA repair, excision, Escherichia coli 3814. 
uvr gene, role-Escherichia coli radiation (u.v.) mutagenesis 
2160. 


vesicular stomatitis virus, oligonucleotides fingerprinting 
4173. 


Genetic code, 

origin, review 5696. 

Genetic engineering, 

book 3998, 4571. 

industrial applications, review 4587. 

microorganisms, review 5703. 

nitrogen fixation, book 5248. 

nitrogen fixation, plasmids, use-cloning vectors, review 4583. 

use-restriction endonuclease, review 5258. 

Genetics, 

microorganisms, medical applications, review 4603. 

Genomes, 

avian leucosis virus, endogenous/exogenous, mapping 1936. 

cyanobacteria, size 6200. 

DNA, African green monkeys, repeated sequence, 
organization 7096. 

DNA, Glycine max , sequence organization 4370. 

DNA, human spermatozoa, characterization 3787. 

double-stranded RNA, bluetongue virus, structure 4165. 

homology, C-type virus (gibbon) strains 2454. 

human, DNA repair 3820. 

Marek’s disease virus, transcription, lymphoblastoid cell 
lines, chickens 3581. 

mice, DNA organization 4999. 

mitochondria, Saccharomyces cerevisiae , mapping, review 7. 

non-repetitive, homology-nuclear RNA, comparison-normal/ 
regenerating liver, rats 3560. 

nuclear, DNA, Pennisetum typhoides , characterization 5534. 

regulation-expression, Rous sarcoma virus/Rous-associated 
virus 1129. 

Sendai virus defective-interfering particles, structure 2273. 

sequence, N-tropic/xenotropic oncornavirus, transcription- 
BALB/c cells, mice 5923. 

Gentamicin, 

effects on protein biosynthesis activity 2957. 

inhibition-tRNA (aminoacyl) translocation, Escherichia coli 
ribosomes 1913. 

Gentamicin C, 

inhibition-DNA biosynthesis/RNA biosynthesis, 
Staphylococcus aureus 3155. 

Geotrichum candidum, 

ribosomal subunits, structure, electron microscopy 2414. 

Gerbils, 

transcription/translation, experimental stroke, effects on 
1995. 

Germ cells, 

mice, DNA polymerase, characterization 3910. 

Geryon quinquedens, 

genomes, repetitive DNA organization 3122. 

GH cells, 

prolactin mRNA regulation, use-complementary DNA 
probes 6925. 

GH3 cells, 

growth hormone precursors mRNA, detection 5931. 

Gibberellic acid, 

effects on chromatin-bound RNA polymerase, Zea mays 
shoots 7338. 

effects on DNA cytosine (5-methyl) content, Lattuca sativa 
1073. 

effects on DNA reassociation kinetics, Daucus carota 2675. 

effects on RNA biosynthesis/DNA biosynthesis, Pinus pinea 
seeds 1986. 

effects on RNA metabolism, Hordeum , following dark 
germination 4824. 

effects on RNA metabolism, review 2888. 

induction-RNA biosynthesis, Impatiens balsamina 6017. 


I a TTT ee 


148 


IRL©1979 


Nucleic Acids Abstracts 


ee ee re ee 


Gibbon ape leukaemia virus, 

infected tissues, detection-proviruses DNA sequence 4868. 

RNA mapping, location-non homologous sequence 3549. 

transmission (vertical), gibbons 2754. 

Glial cells, 

brain, rabbits, protein biosynthesis/RNA biosynthesis 5996. 

Globin, 

biosynthesis, Friend erythroleukaemia cells 3470. 

biosynthesis, reticulocyte lysate, rabbits, inhibition-caps 
analogues 3471. 

complementary DNA, embryos, mice, cloning-plasmid 
pBR322 7284. 

complementary DNA, rabbits, purification, use-recombinant 
plasmids 2027. 

genes, chickens embryos/adults, analysis 1622. 

genes, erythrocytes, chickens, digestion-deoxyribonuclease I, 
role-lysine-rich histones 2844. 

genes, human DNA, restriction endonuclease analysis 1055. 

genes, synthetic, human, insertion-bacteria plasmids 1700. 

genomes sequence, goats, containing, recombinant DNA, 
isolation/characterization 7287. 

peptides, size distribution, MRNA, role-mRNA 3645. 

precursors, MRNA 15S, blood cells, chickens, introns 
detection 6806. 

mRNA, binding-initiation factor 2, reticulocytes, rabbits 
5918. 

mRNA, biosynthesis, erythroblasts, chickens, avian 
erythroblastosis virus, effects on 270. 

mRNA, biosynthesis, erythroleukaemia cells, mice, 
relationship-cell cycle 889. 

mRNA, biosynthesis, erythroleukaemia cells chromatin, 
DNA dependence 3036. 

mRNA, chromatin, foetal liver, mice, transcription specificity 
6876. 

mRNA, chromatography (affinity) fractionation-ribosomal 
subunit 40S initiation factors, muscles, chickens embryos 
4746. 

mRNA, concentration, gene expression, Friend 
erythroleukaemia cells, haemoglobin biosynthesis induction, 
effects on 3039. 

mRNA, defects, haemoglobin Lepore 4795. 

mRNA, deficiency, reticulocytes, Belgrade rats 1536. 

mRNA, determination-precursors size 245. 

mRNA, embryos, mice, isolation/characterization 882. 

mRNA, precursor, mice, nucleotide sequence 881. 

mRNA, precursors, occurrence-erythrocytes, ducks 4147. 

mRNA, primers-influenza virus RNA transcription in vitro 
894. 

mRNA, rabbits, nucleotide sequence 1494. 

mRNA, rabbits, translation-human cell lines, following 
liposomes-mediated insertion 2538. 

mRNA, rabbits, translation in vitro, caps requirement 4242. 

mRNA, rabbits. translation-lymphocytes, mice, following 
liposomes-mediated insertion DSS. 

mRNA, rabbits reticulocyte lysate, quantitation/localization 
6765. 

mRNA, sheep, accumulation/gene expression 916. 

mRNA, 5’-terminus caps, transfer-influenza virus 
complementary RNA, during transcription 4778. 

mRNA, transcription-Friend erythroleukaemia cells, 
interferon, effects on 3037. 

mRNA, translation in vitro, role-guanosine (7-methyl) 314. 

mRNA biosynthesis, embryo erythroid cells, mice, 
relationship-globin biosynthesis 888. 

RNA sequence, occurrence-human leukaemia cells 2436. 

mRNA translation, inhibition-translation control RNA, 
embryos muscles, chickens 2442. 


mRNA ISS, interaction-proteins, ribonucleoprotein 
(messenger), polyribosomes, reticulocytes, ducks 7415. 

mRNA 98S, chickens, interaction-eukaryotes rRNA 4157. 

specific, DNA, chromatin, distribution 615. 

a-Globin, 

genes, cloned, mice, sequence analysis, comparison-$-globin 
2668. 

genes, isolation/characterization, cloned human DNA 2563. 

genes, mice, quantitation, use-cloned DNA hybridization 
4364. 

genes, organization, human DNA, restriction endonuclease 
mapping 2671. 

mRNA precursors, Friend erythroleukemia cells RNA, 
characterization 3563. 

mRNA, content, bone marrow cells, rabbits 5930. 

mRNA, f-globin mRNA ratio, spleen, mice 3644. 

mRNA, human, 5’-terminus methylation, characterization 
256. 

mRNA, interaction-initiation factor 2. competition-B-globin 
5919. 

mRNA, mice, 5’-terminus non-coding regions, nucleotide 
sequence 1955. 

mRNA, rabbits, caps structure, comparison-£-globin 2472. 

mRNA, stability, Friend erythroleukaemia cells, herpes 
simplex virus infection, effects on 930. 

structural gene, chickens, identification 3129. 

B-Globin, 

cloned genes, nucleotide sequence, mice 2666. 

complementary DNA, rabbits, insertion-SV40, transcription- 
kidney cells, monkeys 3869. 

genes, cloned, mice, sequence analysis, comparison-a-globin 
2668. 

genes, human, organization 1627. 

genes, human #-thalassaemia, structure 6247. 

genes, intervening sequence, comparison-mice/rabbits 1624. 

genes, isolation/characterization, cloned human DNA 2563. 

genes, localization, haemoglobin/haemoglobin Lepore 1628. 

genes, mice, DNA organization 4998. 

genes, mice, quantitation, use-cloned DNA hybridization 
4364. 

genes, rabbits, DNA methylation, tissues specificity 2669. 

genes, sheep, double-stranded DNA, synthesis/cloning/ 
characterization 7288. 

like, mRNA, occurrence-haemoglobin Lepore 5929. 

mRNA precursors, Friend erythroleukemia cells RNA, 
characterization 3563. 

precursors mRNA, sequence organization 254. 

rabbits, complementary DNA, point mutations, cloned 
plasmids 2089. 

mRNA, content, bone marrow cells, rabbits 5930. 

mRNA, a-globin mRNA ratio, spleen, mice 3644. 

mRNA, human, 5’-terminus methylation, characterization 
256. 

mRNA, human f-thalassaemia, nucleotide sequence 5984. 

mRNA, interaction-initiation factor 2, competition-a-globin 
5919. 

mRNA, mice, 5’-terminus non-coding regions, nucleotide 
sequence 1955. 

mRNA, rabbits, caps structure, comparison-a-globin 2472. 

mRNA, stability, Friend erythroleukaemia cells, herpes 
simplex virus infection, effects on 930. 

mRNA, 3’-terminus, role-in vitro translation 3646. 

mRNA, translation-Friend erythroleukaemia cells, control- 
haemin 2542. 

y-Globin, 

genes, loci, human, restriction endonuclease mapping 5531. 

genes, loci structure, human foetuses 3783. 
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y-Globin,(continued) 

genes, sheep, double-stranded DNA, synthesis/cloning/ 
characterization 7288. ; 

mRNA, human, 5/-terminus, nucleotide sequence 1054. 

mRNA, human, 3’-terminus, nucleotide sequence 2476. 

6-Globin, 

genes, human, organization 1627. 

genes, localization, haemoglobin/haemoglobin Lepore 1628. 

Globulin, 

biosynthesis, Vicia faba cotyledons, relationship-RNA 
metabolism/membrane-bound polyribosomes 6894. 

a-Globulin, 

protein biosynthesis/mRNA, hepatocytes, rats, induction- 
glucocorticoids, in vitro 793. 

mRNA. induction-glucocorticoids, hepatocytes, inhibition- 
cycloheximide 6015. 

mRNA, induction-glucocorticoids, liver, castrated rats 1893. 

mRNA, liver, rats, induction-actinomycin D 4209. 

stimulation-exogenous DNA uptake, L cells 4438. 

translation, control-growth hormone, liver, rats 1895. 

Gloeocapsa alpicola, 

radiation (u.y.)-induced damage, DNA repair 7152. 

Glucocorticoids, 

agonists/antagonists, regulation-growth hormone 
biosynthesis/mRNA levels, pituitary cell lines, rats 3013. 

effects on chromatin structure, pituitary tumour cells. rats/ 
human skin fibroblasts/lymphoma cells, mice 7445. 

effects on DNA biosynthesis, liver, rats 429. 

effects on protein biosynthesis initiation, skeletal muscle/ 
heart, rats 791. 

induction-a-globulin protein biosynthesis/mRNA, 
hepatocytes, rats, in vitro 793. 

induction-a-globulin mRNA, hepatocytes, inhibition- 
cycloheximide 6015. 

induction-a-globulin mRNA, liver, castrated rats 1893. 

receptors, binding-DNA, anaiysis 364. 

receptors, liver, rats, DNA binding site, pyridoxal, effects on 
654. 

receptors complex, interaction-DNA, liver, rats, kinetics 
3995. 

regulation-DNA biosynthesis/DNA polymerase, pancreas, 
rats 7123, 7124. 

regulation-gene expression, pituitary cells, rats 277. 

Glucose, 

stimulation-proinsulin mRNA, pancreas, rats 2400. 


Glucose-6-Phosphate dehydrogenase, 
mRNA. liver, rats, carbohydrates-induced biosynthesis 291. 


B-Glucuronidase, 
mRNA, activity, mice, control-Gus gene Gur locus 3643. 


Glutamic acid, 


effects on puffing patterns, Drosophila melanogaster 
chromosomes 1275. 


excretion, Citrobacter intermedius , rcle-plasmids DNA 7223. 


Glutamine synthetase, 


mRNA, control-hydrocortisone, retina, chickens embryos 
271. 


mRNA, levels, Neurospora crassa , regulation-nitrogen 
sources 3047. 


mRNA, retina polyribosomes, chickens embryos, interferon 
suppression-induction 6068. 


Glutathione, 
inhibition-protein biosynthesis initiation, mechanisms 829. 
radioprotection-radiation (y) treated calf thymus DNA 3073. 


Glyceraldehyde-phosphate dehydrogenase, and 

genes, Saccharomyces cerevisiae , isolation/characterization 
6220. 

mRNA, Saccharomyces cerevisiae , isolation/identification 
1929. 

Glycerol, 

effects on lactose repressor-operator interaction 1304. 

effects on RNA polymerase activity, liver, rats 522. 

stimulation-transcription, eukaryotes 1175. 

use-DNA biosynthesis preservation, HeLa cells, during low 
temperature storage 4428. 

Glycerol-3-Phosphate, 

transport genes, Escherichia coli , cloning/expression 1137. 

Glycine, 

effects on DNA biosynthesis, human bone marrow cells 459. 

Glycine max, 

binding-Salmonella typhimurium DNA, autoradiography 
3201. 

cells/protoplasts, DNA biosynthesis, exponential/uridine 
(fluorodeoxy) synchronized cultures, comparison 2738. 

cotyledons, ribosomes, ribonuclease activity 493. 

genomes DNA, sequence organization 4370. 

hypocotyls, Phytophthora megasperma infection, 
actinomycin D/blasticidin S-mediated resistance, role- 
mRNA biosynthesis/protein biosynthsis 279. 

hypocotyls, RNA polymerase/chromatin templates activity, 
auxins, effects on 2192. 

hypocotyls, RNA polymerase interaction chromatin, 
induction-auxins 2193. 

leghaemoglobin genes, preparation-complementary DNA/ 
localization 2169. = 

leghaemoglobin genes DNA, cloning 6374. 

mitochondria, DNA, characterization 415. 

mitochondria, DNA, restriction endonuclease analysis 5533. 

nuclei, fate-phage fd DNA 471. 

ribonucleotide reductase/DNA polymerase, characterization 
4523. 

tRNA Leu, purification/characterization 5324. 

tRNA Leu, ribosomes binding/cytokinins content 5325. 

RNA polymerase, auxins sensitivity, role-development 7335. 

roots/Rhizobium -infected nodules, poly (A)-containing 
mRNA sequence complexity 6811. 

seeds, occurrence-storage proteins mRNA 3649. 

seeds, mMRNA/polyribosomes, isolation 202. 

suspension culture, polyribosomes associated poly (A)- 
containing RNA, stability 4186. 

suspension culture cells, poly (A)-containing RNA, sequence 
complexity 5988. 


Glycine soja, 
mitochondria, DNA, restriction endonuclease analysis 5533. 


Glycinin, 
biosynthesis, wheat germ cell-free system 5343. 


Glycopeptides, 

asparagine-bound, horses pancreas ribonuclease, primary 
structure 1154. 

complex-oligonucleotides, antitumour activity 5312. 


Glycoproteins, 


occurrence-wheat germ ribosomes, aggregation-concanavalin 
A 1909. 


mRNA, Semliki Forest virus, translation, mechanisms 5430. 


Glycosyltransferases, 
genes, carrying plasmids, selection 3852. 
rfa gene, carrying plasmids, selection 3853. 
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Glycyl-glycine, 

complex-copper (II) + 5-fluorouracil + water, synthesis/ 
characterization, e.s.r. 686. 

Glycyl-tyrosine, 

complex-palladium, coordination-ATP/ADP 5784. 

GMP, 

alkyl esters, interaction-ribonuclease T1, kinetics 502. 

analogues, imidazo| 1,2-a]-s-triazine, synthesis/antiviral 
activity 2306. 

binding-sodium, correlation time 6622. 

complex-copper, spectroscopy (i.r.)/e.s.r./magnetic 
susceptibility 5304. 

complex formation-pyrene 2923. 

interaction-ribonuclease I, spectroscopy (u.v.) 1707. 

methyl derivatives, cap analogues, effects on RNA initiation 
factors/RNA polymerase 1861. 

reaction-hypochlorous acid 5300. 

reaction-p-nitroacetophenone, role-radiosensitization 5303. 

self-assembly 2347. 

8 -tert-butyl/8-(a-hydroxyisopropyl) derivatives, synthesis/ 
conformation 4652. 

zwitterion, characterization 721. 

dGMP, 

interaction-f-alanine derivatives 1367. 

GMP (cyclic), 

effects on RNA release, liver nuclei, rats 2001. 

GMP (dibutyryl cyclic), 

effects on chromatin phosphorylation/proteins content, 
salivary gland, rats 2859. 

GMP (7-Methy)), 

analogues, inhibition-translation re-initiation, sensitivity, 
reticulocyte lysate 831. 

antibodies, rabbits, isolation/characterization 5177. 

Goats, 

chromosomes, repetitive DNA, characterization 2090. 

satellite DNA, comparison-sheep 3781. 

Gold, 

interaction-yeasts RNA, kinetics 2446. 

photosensitization-DNA 334. 

Gomphosphaeria aponina, 

DNA biosynthesis, salinity effects 4420. 

Gorilla gorilla gorilla, 

rRNA gene distribution, comparison-Pan troglodytes / 
Gorilla gorilla beringei /man 3055. 

Gossypium, 

seeds, tRNA isolation 4075. 

Gramicidin D, 

dissociation-DNA-tyrocidine complex 1560. 

Granuioma, 

cells, rats, DNA/RNA metabolism, silicon oxide-treated 
macrophages supernatants, effects on 6316. 

lung, rabbits, DNA content 2023. 

rats, DNA, damage-muagens 6987. 

Griseolutein, 

inhibition-DNA biosynthesis, Escherichia coli 3152. 

‘ Growth factors, 

stimulation-DNA biosynthesis initiation, fibroblasts, mice 
6282. 

Growth hormone, 

biosynthesis, pituitary, sheep, oestrogen, effects on 5862. 

biosynthesis/mRNA accumulation, pituitary, rats, thryoid 
hormones, effects on 6009. 

biosynthesis/mRNA levels, regulation-triiodothyronine/ 
glucocorticoids agonists/antagonists, pituitary cell lines, rats 
3013. 

control-a-globulin translation, liver, rats 1895. 

effects on albumin mRNA levels, liver, rats 3591. 


fragments, cattle, stimulation-protein biosynthesis/RNA 
biosynthesis/DNA biosynthesis, fibroblasts, human 191. 

genes, rats, intervening sequence, identification SD Die 

precursors, mRNA, detection, GH3 cells 5931. 

mRNA, induction-thyroid hormone, pituitary, rats 2507. 

GTP, 

binding-elongation factor Tu, kirromycin, effects on 5911. 

complex formation-elongation factor Tu + tRNA 
(aminoacy]), inhibition-pulvomycin 1914. 

complex-initiation factor 2, reticulocyte lysate. rabbits, 
haeme-controlled translation inhibition, mechanisms 4750. 

hydrolysis, induction-elongation factor Tu complex- 
kirromycin, role-cations 6755. 

interaction-elongation factor Tu, kirromycin, effects on 2965. 

regeneration, effects on translation errors frequency 5857. 

role-initiation complex formation, Escherichia coli 4742. 

role-initiation complex formation, reticulocytes, rabbits 5306. 

GTP (azidosalicy}), 

binding-Escherichia coli ribosomes, characterization 1901. 

GTP (O°-Methyldeoxy), 

synthesis/properties 3385. 

dGTPase, 

activity, ribosomes-dependent, Bombyx mori silk gland, 
elongation factor 1, effects on 219. 

Guanine, 

+ uracil, role-RNA helix stability 6773. 

amino groups, acidity 3368. 

analogues, imidazo| 1,2-a]-s-triazine, synthesis/antiviral 
activity 2306. 

binding-zine 5724. 

complex-arginyl-glutamic acid 6558. 

complex formation-7,7,8,8-tetracyanoquinodimethane 38. 

complex-zinc, n.m.r./spectroscopy (i.r.) 2903. 

derivatives, binding-triostin A 673. 

derivatives, spectroscopy (i.r.)/spectroscopy (Raman) 22. 

protonated, binding-anions 680. 

reaction-terbium, fluorescence, DNA/rRNA 847. 

residues, detection-Candida utilis rRNA 5S 1950. 

separation-nucleoside (deoxyribo), use-chromatography 
(high-performance liquid) 5740. 

transport, Streptococcus lactis 4036. 

triallyl phosphate derivatives, synthesis 5730. 


Guanine (8-Aza), 

inhibition-hypoxanthine phosphoribosyltransferase, mice 
5735. 

interaction-vitamin B12a, kinetics/thermodynamics 1805. 

Guanine (3-Deaza), 

derivatives, synthesis/antiviral activity 3365. 

Guanine (3,9-Dialkyl), 

synthesis 2307. 

Guanine (1,7-Dimethy!) 3-Oxide, 

reaction-anhydrides 1804. 

Guanine (1,9-Dimethyl), 

reaction-tetraammineruthenium 21. 

Guanine (9-(2-Hydroxyethoxymethy})), 

effects on herpes simplex virus | infection, mice 4644. 

herpes simplex virus, antiviral agents, phosphorylation- 
thymidine kinase 3922. 


Guanine (9-[2-Hydroxyethoxymethyl]), 
treatment-herpes simplex virus cornea ulcers, man 2908. 


Guanine (methyl), 

separation-chromatography (gas-liquid) 3366. 

Guanine (O°-Methyl), 

accumulation-DNA, mammary gland, rats, N-methyl-N- 
nitrosourea, effects on 6984. 
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Guanine (O°-Methy1),(continued) 

distribution-DNA. organs. rats, following pretreatment-N- 
methyl-N-nitrosourea 6110. 

enzymatic removal-DNA, mammals cells extracts 2122. 

excision, DNA, liver, rats, dimethylnitrosamine, effects on 
7159. 

excision, DNA repair. dimethylnitrosamine-induced damage, 
liver, rats 2712. 

excision, DNA repair, dipropylnitrosamine/ 
diethylnitrosamine pretreatment, effects on 7161. 

formation, dimethylnitrosamine-induced, DNA, liver/kidney, 
rats 1567. 

N-methyl-N’-nitro-N-nitrosoguanidine induced, DNA repar, 
Escherichia coli 2703. 

N-methyl-N’-nitroN-nitrosoguanidine induced, DNA, me 
lymphoblastoid cell lines, xeroderma pigmentosum, excision 
selectivity 5562. 

removal-DNA, liver/kidney, rats/mice, inhibition- 
dimethylnitrosamine 1089. 

removal-Micrococcus luteus DNA use-N-methyl-N’-nitro-N- 
nitrosoguanidine-treated Escherichia coli 7146. 

Guanine (1-Methy]), 

transformation-CHO cells 5265. 

Guanine (3-Methy]), 

synthesis 2307. 

Guanine (7-Methy]), 

adenovirus (human) 2 mRNA 5'-terminus caps, antibodies 
recognition 5948. 

distribution-DNA, dimethylnitrosamine-treated rats 1052. 

Escherichia coli uracil-DNA glycosidase release-damaged 
DNA 7399. 

transformation-CHO cells 5265. 

Guanine (9-Methyliso), 

structure, X-ray diffraction 23. 

Guanine (6-Thio) nucleoside, 

synthesis 697. 

Guanine (6-Thio) nucleotide, 

synthesis 697. 

Guanine (6-Thio), 

inhibition-hypoxanthine phosphoribosyltransferase, mice 
5735. 

Guanine arabinoside, 

2'-azido-2'-deoxy/2'-amino-2'-deoxy derivatives, synthesis 
5271. 

derivatives, synthesis/antitumour activity 5747. 

Guanine deaminase, 

brain, pigs, purification/characterization 1227. 

Guanine-insertion enzyme, 

Drosophila melanogaster , role-nucleoside Q biosynthesis 
2815. 

Escherichia coli , use-tRNA detection, tumours 179. 

Escherichia coli , action mechanisms 1228. 

Escherichia coli , nucleoside Q precursors bases, insertion- 
tRNA 5171. 

Escherichia coli , purification/characterization 5170. 

interaction-Q factor, amniotic fluid, cattle 6684. 

rabbits erythrocytes, purification/characterization 2944. 

Guanine nucleosides, 

D- mannofuranose, synthesis 68. 

Guanine nucleotides, 

HeLa cells, incorporation-Chlamydia psittaci 6318. ° 

role-Artemia salina elongation factor 1 binding tRNA 
(phenylalany!) 3507. 

Guanosine, 

N-acetoxy-2-acetylaminofluorene-modified, antibodies 
reactivity 5649. 

analogues, imidazo| 1,2-a]-s-triazine, synthesis/antiviral 


activity 2306. ; 

caps analogues, inhibition-brome mosaic virus mRNA 
translation-wheat germ cell-free system 6911. 

combination-uracil (5-fluoro), potentiation-chemotherapy 
activity, sarcoma, mice 5737. 

derivatives, interaction-copper 700. 

nitrogen isotopes substituted, spectroscopy (Raman) 6592. 

nitrosourea derivatives, synthesis/antitumour activity 5763. 

reaction-trimethyl phosphate 1829. 

residues, localization-oligonucleotides, methodology 2365. 

5'-terminus, protecting groups, polynucleotides synthesis 139. 

8-tert-butyl/8-(a-hydroxyisopropy]) derivatives, synthesis/ 
conformation 4652. 

Guanosine (acyclo), 

herpes simplex virus | keratitis treatment, rabbits 3409. 

Guanosine (7-(cyano)-7-Deaza), 

occurrence, nucleoside Q precursors, tRNA, Escherichia coli 
mutants 1348. 

Guanosine (1-Deaza), 

synthesis 699. 

Guanosine (1-Deaza-8-Aza), 

synthesis, methodology 4630. 

Guanosine (deoxy), 

carcinogens adducts, DNA double helix, models 3063. 

effects on cytokinesis, Allium sativum 5288. 

effects on human lymphocytes, growth/function 4642. 

effects on lymphocytes T/lymphocytes B 103. 

interaction-actinomycin D, c.d. 1830. 

interaction-spin labelled platinum-containing drugs 6583. 

Guanosine (2'-Deoxy), 

alkylation-chloroethy] ethyl sulphide, products 
characterization 1827. 

Guanosine (a-2'-Deoxythio), 

pharmacology/toxicology, cancer patients 5287. 

Guanosine (7-Ethyl), 

containing, mRNA 5’-terminus caps, reovirus, biosynthesis/ 
translation 6906. 

Guanosine (O°-Ethyldeoxy), 

ethylnitrosourea damaged DNA, radioimmunoassay 4035. 

Guanosine (1-Methy]), 

reaction-tetraammineruthenium 21. 

Guanosine (2-N-Methyl), 

structure, X-ray diffraction 97. 

Guanosine (3-Methyl), 

synthesis 2325. 

Guanosine (7-Methy]), 

antibodies, inhibition-Antheraea polyphemus chorion 
mRNA translation-wheat germ cell-free system 7400. 

caps, role-vesicular stomatitis virus/reovirus mRNA 
translation 3638. 

native/alkali-hydrolyzed, recognition-antibodies 4526. 

quantitation-Escherichia coli tRNA 4681. 

role‘globin mRNA translation in vitro 314. 

Guanosine (6-Thio), 

incorporation, BHK cells, use-RNA isolation, 
chromatography (affinity) 4156. 

Guanosine (2',3',5’-Tri-O-acetyl), 

6-O-mesitylene sulphonyl derivatives, structure, X-ray 
diffraction 98. 

Guanosine diphosphate, 

Proteus mirabilis , purification/structure 4653. 

Guanosine 5'-Diphospho-5'-Guanosine, 

occurrence-Artemia salina embryos 121. 

Guanosine nucleotides, 

complex-elongation factor G + ribosomes, dissociation 4744. 

Guanosine pentaphosphate, 

biosynthesis, regulation, roletRNA 3’-terminus sequence, 
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Guanosine pentaphosphate,(continued) 
Escherichia coli 1401. 

Guanosine tetraphosphate, 

biosynthesis, role-ribosomal protein L11 methylation, 
Escherichia coli 4119. 

degradation, Escherichia coli , mechanisms 725. 

degradation-Escherichia coli spoT gene products 1229. 

effects on colicin E1/colicin E3 biosynthesis 726. 

effects on Escherichia coli lactose operon expression in vitro 
4655. 

effects on rRNA biosynthesis, Escherichia coli ribosomes- 
free extracts 2510. 

effects on rRNA biosynthesis, Escherichia coli temperature- 
sensitive mutant 3615. 

effects on tryptophanase/f-galactosidase induction, 
Escherichia coli 2926. 

role-protein degradation, Escherichia coli 761. 

Guanosine 5'-Triphospho-5'-Adenosine, 

occurrence-Artemia salina embryos 121. 

Guanosine5’-Diphosphate-3’-Monophosphate, 

occurrence/role-stringent response, Escherichia coli 3416. 

Guanosinetriphosphatase, 

activity, initiation factor 2-dependent, regulation 3270. 

Guanylyl-(3’,5’)-Cytidine, 

interaction-ethidium/9-aminoacridine/proflavine, energetics 
6639. 

Guanylyltransferase, 

mRNA, vaccinia virus, activity, characterization 568. 

mRNA, vaccinia virus, purification 567. 

Guerin tumour, 

DNA biosynthesis/RNA biosynthesis, inhibition-radiation, 
hypothermia, effects on 4433. 


Haemanthamine, 

effects on DNA biosynthesis, Allium cepa roots 7219. 

Haeme, 

controlled inhibitors, mechanisms, protein biosynthesis 
regulation, reticulocyte lysate, rabbits, use-immune serum 
4710. 

controlled inhibitors, reticulocyte lysate, rabbits, translation 
inhibition mechanisms 4748. 

Haemin, 

control-B-globin mRNA translation 2542. 

control-protein biosynthesis, translation repressors formation/ 


activity, dithiothreitol, effects on, reticulocytes, rabbits 1422. 


control-protein biosynthesis, translation repressors, 
reticulocytes, rabbits 1899. 

stimulation-protein biosynthesis, Friend erythroleukaemia 
cells 795. 

Haemoglobin, 

biosynthesis, role tRNA His, reticulocytes, rabbits 766. 

haemoglobin Lepore, globin mRNA/DNA defects 4795. 

mRNA, Artemia salina , absence during gastrulae 
development 6914. 

mRNA, structure, o.r.d./c.d./spectroscopy (u.v.) 879. 

B-Haemoglobin, 

mRNA sequences, assays during haemoglobin A- 
haemoglobin C switching, sheep 226. 

Haemoglobin A, 

human, gene expression, role-mRNA stability 1896. 

Haemophilus, 

transformation, sequence-specific DNA uptake 3861. 


Haemophilus aphrophilus, 

methylated DNA, cleavage-restriction endonuclease MspI 
513. 

Haemophilus ducreyi, 

plasmids, characterization, mediated antibiotic resistance, 
ampicillin 4866. 

Haemophilus gallinarium, 

DNA-unwinding protein, purification/characterization 7460. 

Haemophilus influenzae, 

cloned DNA, uptake-Escherichia coli 6366. 

DNA biosynthesis/RNA biosynthesis/protein biosynthesis, 
association-competence 1095. 

exodeoxyribonuclease III, associated 
endodeoxyribonuclease, characterization 509. 

B-lactamase genes-containing plasmids, characterization 
4301. 

plasmid pLU121/plasmid pFR16017, DNA characterization/ 
transfer 3096. 

R factors, characterization 6347. 

restriction endonuclease, purification/characterization 5137. 

transforming DNA, inctivation-proflavine 4271. 

Haemophilus parainfluenzae, 

membrane vesicles, DNA binding activity 6527. 

methylated DNA, cleavage-restriction endonuclease MspI 
Byles 

Halobacterium cutirubrum, 

ribonucleoproteins, stabilization-potassium chloride 584. 

ribosomal subunit 50S, RNA 5S-ribosomal proteins complex, 
purification/characterization 1904. 

rRNA 5S, complex-proteins characterization, RNA-binding 
protein 6528. 

rRNA 5S proteins complex, structure analysis 5244. 

Halobacterium halobium, 

cloned replicons, replication/gene expression 5078. 

plasmids, DNA, characterization 7020. 

Halogens, 

nucleoside (2’-deoxyribo) derivatives, synthesis, methodology 
5274. 

Halothane, 

inhalation, effects on RNA precursors uptake, liver, mice 
3032. 

Hamsters, 

see also Chinese hamsters 

embryo cells, DNA, binding-7,12- 
dimethylbenz(a)anthracene/benzo(a)pyrene, light, effects on 
2574, 

embryo cells, DNA, uridine (5-bromodeoxy) + radiation 
(u.v.), induction-neoplastic transformation 960. 

embryo fibroblasts, transformation-herpes simplex virus | 
restriction endonuclease fragments 2168. 

fibroblasts, polynucleotide adenylyltransferase, 
characterization 161. 

heterochromatin, function, review 2293. 

liver, dimethylnitrosamine-induced DNA methylation, 
methylated purines, formation/loss 5042. 

liver, dimethylnitrosamine-treated rRNA, methylated 
products, analysis 4159. 

mitochondria, rRNA 13S, occurrence-cytidine (N*-methyl) 
1492. 

protein biosynthesis, tRNA (phenylalanyl) binding, muscular 
dystrophy, effects on 4127. 

Hapalosiphon welwitschii, 

DNA biosynthesis/RNA biosynthesis/protein biosynthesis, 
penicillin G, effects on 6020. 

Harman, 

effects on DNA biosynthesis/DNA repair, human alveolar 
tumour cells 5052. 
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Harman,(continued) 

effects on radiation (u.v.)/spontaneous mutagenesis, Chinese 
hamsters cells 3164. 

Heart, 

rats. protein biosynthesis initiation, fasting, effects on 828. 

rats/mice, DNA biosynthesis, doxorubicin, effects on 2117. 

Heat shock, 

loci, Drosophila melanogaster , sequence organization/ 
transcription 1621. 

Hedamycin, 

binding-DNA/chromatin, testis/liver, rats 339, 592. 

interaction-phage PM-2 closed circular DNA 6101. 

HeLa cells, 

adenosine (N-6-methyl)-labelled mRNA, frequency 918. 

adenovirus (human) 2 DNA accumulation-nucleosomes-like 
particles 6484. 

adenovirus (human) 2-infected, DNA biosynthesis, 
aphidicolin, effects on 7132. 

adenovirus (human) 2 infected, RNA biosynthesis initiation 
3007. 

adenovirus (human) 2-infected, RNA/proteins, comparison- 
cytoplasmic/nuclear polyribosomes 5947. 

adenovirus (human) 5 infected, proteins-DNA association, in 
vitro 4562. 

cell-free system, translation-poliovirus RNA, 
characterization-initiation products 4132. 

chromatin, binding-chlorozotocin/1-(2-chloroethyl)-3- 
cyclohexyl-1-nitrosourea 3311. 

chromatin, DNA, double-stranded break age-adrenalone 
aromatic reductones 358. 

chromatin, endonuclease, purification/properties 6379. 

chromatin, nucleosomes, poly (ADP-ribose) polymerase 
localization 618. 

chromatin, nucleosomes periodicity 4544. 

chromatin RNA, covalent linkage-double-stranded 
chromosomes DNA 6512. 

chromatin structure, histone HI phosphorylation, effects on 
5664. 

cytoplasmic RNA, circular forms detection-electron 
microscopy 6808. 

DNA, damage-macromomycin 2043. 

DNA, methylation patterns 3135. 

DNA, radiation (u.v.), pyrimidine dimers excision 2717. 

DNA-binding protein, isolation/characterization 3337. 

DNA biosynthesis, cis-platinum diamminedichloride(II), 
effects on 4409. 

DNA biosynthesis, radiation (y), effects on 1661. 

DNA biosynthesis/DNA polymerase a/DNA polymerase f/ 
DNA polymerase y activity, aphidicolin, effects on 5049. 

DNA biosynthesis initiation 2692. 

DNA biosynthesis preservation, during low temperature 
storage, use-glycerol 4428. 

DNA biosynthesis/RNA biosynthesis, neothramycin, effects 
on 5035. 


DNA biosynthesis stimulating factors, characterization 1105. 


DNA polymerase a, separation/binding-DNA 1736. 

DNA polymerase a/DNA polymerase £, polyanions, effects 
on 539. 

DNA polymerase f stimulating protein, isolation/ 
characterization 1737. 

DNA repair, induction-carcinogens, assays 1091. 

DNA repair, induction-neocarzinostatin 2120. 

DNA repair, inhibition-aphidicolin 5563. 

DNA replication, comparison-CHO cells/human fibroblasts 
6330. 

DNA replication, radiation (y), effects on 3823. 


guanine nucleotides, incorporation-Chlamydia psittaci 6318. 


ee 


G1 phase, DNA replication, radiation (y), effects on 7172. 

herpes simplex virus 2, DNA polymerase induction, 
inhibition-2-mercapto- 1 -(8-4-pyridethyl)benzimidazole 2797. 

histones, deacetylation, sodium butyrate, effects on 600. 

histones, N-terminus-lacking, DNA folding 597. 

histones genes, transcription unit localization 3789. 

histones mRNA translation control, role-proteins 
phosphorylation 3051._ 

initiation complex formation, inhibition-poliovirus infection 
5361. 

interferon-treated, 2’,5’-oligo (A) polymerase activity, 
relationship-encephalomyocarditis virus RNA biosynthesis 
inhibition 5631. 

interferon-treated, 2'5'-oligo (A) polymerase, assays 6419. 

low molecular weight RNA biosynthesis, sensitivity-radiation 
(u.v.) 6022. 

lysosomes, ribonuclease, characterization 7315. 

mitochondria, replication origin-containing DNA fragments, 
nucleotide sequence 3788. 

neocarzinostatin-induced DNA damage/DNA repair 7174. 

normal/interferon-treated, oligo (A) stability, oligo (A)- 
dependent endonuclease activity 4068. 

nuclear DNA replication/methylation, timing 6267. 

nuclei, chromatin structure, role-histone H1 6487. 

nuclei, DNA biosynthesis, role DNA polymerase a/DNA 
polymerase B/DNA polymerasey 5637. 

nuclei, ribonucleoprotein (heterogeneous nuclear), 
characterization 588. 

nucleosides uptake, inhibition-IMP (nitrobenzylthio) 2351. 

nucleosides uptake during replication cycles 5278. 

poly (A)-containing RNA (heterogeneous nuclear), MRNA 
sequence content 3564. 

radiation (u.v.)-induced DNA damage 5469. 

radiation (u.v.)-treated, DNA/RNA binding-psoralen 
derivatives 6969. 

radiation (u.v.)-treated, single-stranded DNA breakage 353. 

radiation (X) induced DNA repair, cytosine arabinoside, 
effects on 3824. 

radiation (X)-induced DNA repair, hyperthermia, effects on 
6305. 

ribonuclease, isolation/characterization 492. 

ribonucleoprotein (heterogeneous nuclear), occurrence- 
ribonuclease activity 7416. 

ribosomal proteins, cross-linking-RNA, sodium periodate 
1440. 

ribosomes antibodies, detection-human liver diseases 7402. 

mRNA, abundance, relationship-lifetime 1457. 

tRNA (formyl methionyl) deacylase, purification/ 
characterization 5841. 

RNA (heterogeneous nuclear), detection-double-stranded 
regions, use-psoralen derivatives photochemical cross-linking 
4796. 

RNA (heterogeneous nuclear), poly (A) sequence, properties 
3633. 

RNA (heterogeneous nuclear)-ribonucleoproteins particles, 
organization 587. 

RNA (2'-O-methyladenosine-N°-)-methyltransferase, MRNA 
5'-terminal capping specificity 296. 

RNA biosynthesis, pulvomycin/kirromycin, effects on 3017. 

RNA double-stranded regions, structure, probes, use- 
psoralen derivatives cross-linking 3565. 

S phase, DNA biosynthesis rates 1640. 

S phase, RNA 5S genes replication 423. 

specific chromatin antisera 3289. 

ultrasound-induced DNA repair 7173. 

dUMP incorporation, accumulation-DNA fragments 728. 

vaccinia virus-induced DNA polymerase, purification/ 
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HeLa cells,(continued) 
properties 7367. 

vaccinia virus-infected, phosphorylated ribosomal proteins, 
identification/characterization 4101. 

vaccinia virus infected, RNA biosynthesis, nuclei/cytoplasm, 
comparison 4818. 

vaccinia virus infection, DNA biosynthesis induction, 
characterization 3108. 

vaccinia virus replication, 2-mercapto-1-(8-4-pyridethyl) 
benzimidazole, effects on 3804. 

vesicular stomatitis virus-infected, extracts, RNA 
biosynthesis in vitro 6007. 

vesicular stomatitis virus-infected, RNA biosynthesis 6006. 

Helianthus tuberosus, 

tRNA accumulation, auxins, effects on 4823. 

tubers, RNA metabolism following excision, 2,4- 
dinitrophenol, effects on 6047. 

tubers, MRNA utilization, age, effects on 2546. 

Heliothis, 

nuclear polyhedrosis virus, DNA, characterization 2075. 

Heliothis armigera, 

cytoplasmic polyhedrosis virus, RNA, characterization 3551. 

Heliothis zea, 

nuclear polyhedrosis virus, DNA, characterization 4332. 

Helix-coil transition, 

poly d(G-C)/poly d(A-T), hydrogen ion, effects on 152. 

Hemicentrotus pulcherrimus, 

DNA polymerase a/DNA polymerase , polyanions, effects 
on 539. 

embryos, DNA polymerase y, characterization 4509. 

embryos cleavage, chromosomes, DNA replication, role: 
DNA polymerase a 2800. 


Heparin, 

effects on DNA biosynthesis, nuclei, Ehrlich ascites tumour 
cells 7185. 

inhibition-ribonuclease 491. 


Hepatitis A virus, 
isolation-single-stranded DNA 2025. 


Hepatitis B, 
patients, liver, DNA, transfection-BSC cells 2739. 


Hepatitis B virus, 
Dane particles, associated DNA polymerase, inhibition- 
trisodium phosphonoformate 5150. 
DNA, cloning-Escherichia coli , restriction endonuclease 
mapping 5498, 6182. 
DNA, detection-liver tumours, human 1544. 
DNA, genomes, cloning, Escherichia coli 3862. 
DNA fragments, cloning-plasmid pBR322, expression- 
Escherichia coli 5597. 
DNA polymerase, human serum, changes during infection 
7361. 
plasma, DNA polymerase, assays 7366. 
Hepatocarcinogens, 
induction-tRNA methylase activity, liver, rats 1405. 
Hepatocytes, 
mice, DNA single-stranded breakage/chromosome - 
aberrations, age, effects on 2062. 
‘nuclei, rats, DNA base, composition, age, effects on 410. 
rats, DNA repair 3168. 
rats, a-globulin protein biosynthesis/mRNA, induction- 
glucocorticoids, in vitro 793. 
ribonucleoproteins, liver regeneration, effects on 1242. 
suspensions, RNA biosynthesis, characterization 6886. 
Hepatoma, 
see also Morris, Novikoff, Yoshida, etc. 


cell lines, rats, chromosomes, rRNA gene content 3978. 

cells, calcium distribution, during sodium pyruvate-induced 
DNA biosynthesis 1678. 

cells, chromatin nonhistone proteins, purification/affinity- 
single-stranded DNA 6478. 

cells, nuclear proteins, inhibition-DNA replication 5579. 

cells, rats, mammary tumour virus DNA integration sites. 
characterization 3864. 

cells, rats, poly (A)-containing/lacking mRNA, translation- 
cell-free system 6077. 

rats, initiation factor 2, preparation/properties 5916. 

tissue culture, chromatin, copying-single-stranded DNA 
templates 1778. 

Herpes simplex virus, 

acute infection/DNA sequences, detection-infected trigeminal 
ganglion, mice 1061. 

cornea ulcers, treatment-guanine(9-|2- 
hydroxyethoxymethylj), man 2908. 

DNA, arrangement, infected cells 3738. 

DNA, characterization, review 4597. 

DNA, drug resistance. phosphonoacetic acid, loci, mapping 
3735. 

DNA, expression-transformed cells, review 659. 

DNA, infected cells, cleavage-nuclease, structure probes 
5499. 

DNA, mapping 3734. 

DNA, occurrence-bound proteins 7471. 

DNA biosynthesis, chromatin, infected BHK21/C13 nuclei 
1644. 

DNA biosynthesis, chromatin, infected kidney cells, 
monkeys 6273. 

DNA biosynthesis, infected BHK cells, role-poly (ADP- 
ribose) biosynthesis 5541. 

DNA biosynthesis, inhibition-adenine arabinoside 7113. 

DNA biosynthesis-cell-free system, polyamines, effects on 
2719. 

DNA biosynthesis/protein biosynthesis, inhibition, hosts, 
genes, control 3608. 

encephalitis, mice, treatment-uridine (5-ethyl-2'-deoxy) 3410. 

infected cells, isolation-DNA, methodology 4880. 

infected cells, self-complementary RNA stability 1937. 

infected cells, thymine arabinoside antiviral activity, 
mechanisms 6607. 

infection, effects on a-globin/B-globin mRNA stability, 
Friend erythroleukaemia cells 930. 

infection, treatment, adenine arabinoside/uridine (5'-iodo-2'- 
deoxy) 1362. 

infection/replication, degradation-hosts DNA 2147. 

keratitis, human, treatment-uridine (5'-iodo-2'-deoxy)/ 
adenine arabinoside 1363. 

keratitis, treatment-thymidine (trifluoro) + interferon, man 
5296. 

keratitis, treatment-uridine (trifluoro) 2337. 

C-nucleosides, antiviral activity 6610. 

radiation (u.v.)-treated, host cell reactivation, caffeine/ 
hydroxyurea/uridine (5-bromodeoxy), effects on mess 

replication, DNA accumulation, nuclei 947. 

replication, inhibition-erythro-9-(2-hydroxy-3-nonyl) adenine 
687. 

replication, review 4599. 

mRNA biosynthesis, control, infected cells 2495. 

suppression-protein biosynthesis, infected Vero cells 785. 

transformed lymphoblastoid cell lines, DNA biosynthesis, 
inhibition-insulin 3806. 

uridine (5-cyano)/uridine (5-cyano-2’-deoxy), antiviral agents 
107. 
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Herpes simplex virus 1, i 

Angelotti DNA, genomes structure analysis, reassociation 
kinetics 3739. 

arginine-deprived, DNA analysis 2625. 

defective, DNA, electron microscopy 384, 1595. 

defective DNA, origin 4327. 

defective-interfering particles, genomes, comparison-herpes 
simplex virus 2 4330. 

DNA, bound proteins, mapping, electron microscopy 7472. 

DNA. Escherichia coli /calf thymus RNA polymerase 
transcripts, size/sequence analysis 4166. 

DNA, photoinactivation-psoralen derivatives 345. 

DNA, repetitive sequences, diploidy 385. 

DNA, restriction endonuclease analysis 1596. 

DNA. transfection-human lymphoblastoid cell lines 4453. 

DNA, transformed cells, hamsters, efficiency of plating, 
enhancement 5073. 

DNA biosynthesis, predntsolone/hydrocotisone/ 
dexamethasons/progesterone, effects on 1072. 

DNA fragments, cloning-phage A vectors 5092. 

DNA polymerase, inhibition-trisodium phosphonoformate 
2796. 

DNA replication, muscle cells, embryos, chickens 1649. 

induced deoxyribonuclease, KB cells, purification/ 
characterization 507. 

induced thymidine kinase, inhibition/regulation-uridine 
(trifluoromethyl-2'-deoxy), HEp-2 cells 1213. 

infected/transformed cell lines, mice, thymidine kinase/dTMP 
kinase activity 6451. 

infection, effects on DNA polymerase activity, cell culture, “ 
mice 1645. 

infection, mice, adenine arabinoside/AMP arabinoside/ 
uridine (5’-iodo-2'-deoxy), effects on 1846. 

infection, mice, guanine (9-(2-hydroxyethoxymethy])), effects 
on 4644. 

keratitis, treatment-adenine arabinoside/guanosine (acyclo)/ 
uridine (5'-iodo-2’-deoxy), rabbits 3409. 

mutation, mapping 1006. 

pyrimidine nucleosides derivatives, antiviral activity 4039. 

recombinants-herpes simplex virus 2, DNA, mapping 1007, 
1018. 

regulation-RNA transcription 6819. 

replication, thymine arabinoside, effects on 4647. 

restriction endonuclease fragments, transformation-embryo 
fibroblasts, hamsters 2168. 

mRNA, isolation/localization 5376, 6781. 

mRNA, separation/characterization 5950. 

serial passage, defective DNA, characterization 3736. 

temperature-sensitive mutant, DNA biosynthesis, infected 
BHK-21 cells 1071. 

temperature-sensitive mutant, DNA biosynthesis, defective 
QT 

temperature-sensitive mutant, mapping, markers rescue 1008. 

temperature-sensitive mutant, rescue-defective DNA 1687. 

thymidine analogues, antiviral agents 703. 

thymidine kinase genes, chromosomes-mediated transfer, cell 
lines, mice 7290. 

thymidine kinase genes, cloning-Escherichia coli , 
recombinants plasmids characterization 7263. 

uridine ((E)-5-(2-bromovinyl)-2'-deoxy) antiviral activity 
6600. 

Herpes simplex virus 2, 

defective-interfering particles, genomes, comparison-herpes 
simplex virus | 4330. 

DNA. transformation-embryo cells, hamsters 5091. 

DNA polymerase, inhibition-trisodium phosphonoformate 
2796. 


HeLa cells, DNA polymerase induction, inhibition-2- 
mercapto- | -(8-4-pyridethyl)benzimidazole 2797. 

induced deoxyribonuclease, KB cells, purification/ 
characterization 507. 

infected human embryos fibroblasts, thymidine kinase 
activity 6441. 

poly (A)-containing RNA, characterization 3539. 

recombinants-herpes simplex virus 1, DNA, mapping 1007, 
1018. 

replication, thymine arabinoside, effects on 4647. 

RNA, detection-human ganglia 5363. 

stimulation-DNA biosynthesis, human embryo fibroblasts, 
mechanisms 2698. 

Herpes zoster, 

human, treatment-cytosine arabinoside 1361. 

human infection, treatment-uridine (5’-iodo-2'-deoxy) 6608. 

treatment, adenine arabinoside/uridine (5'-iodo-2'-deoxy) 
1362. 

Herpesvirus, 

DNA, activation-C-type virus, BALB/c cells 1114. 

DNA, intramolecular recombination, models 4329. 

DNA, Tupaia belangeri |ymphosarcoma, restriction 
endonuclease EcoRI analysis 6183. 

infection, AMP arabinoside, adenine arabinoside 
monophosphate 723. 

infection, purines/pyrimidines derivatives, chemotherapy, 
review 3360. 

Herpesvirus (equine), 

induced thymidine kinase, 3T3 cells, purification/ 
characterization 3923. 

Herpesvirus (equine) 1, 

defective-interfering particles, characterization 3737. 

DNA, transformation/transfection activity 5583. 

infection, mammals, cell lines, induction-thymidine kinase 
activity 1742. 

Herpesvirus (turkey), 

DNA, comparison-Marek’s disease virus 4952. 

DNA homology-Marek’s disease virus 4328. 

Herpesvirus ateles, 

DNA, induction-tumours, Saguinus 1679. 

Herpesvirus papio, 

DNA, lymphoblastoid cell lines, baboons, characterization 
7051. 

superinfection, Epstein-Barr virus-carrying cell lines, 
inhibition-DNA biosynthesis 4387. . 

Herpesvirus saimiri, 

DNA, induction-tumours, Saguinus 1679. 

DNA methylation-lymphoid tumour cell lines 7112. 

Heterochromatin, 

see also Chromatin 

condensation, role-disulphide-bonds 2855. 

DNA, Peromyscus eremicus , nuclease digestion 3776. 

Drosophila melanogaster , satellite DNA, localization- 
adjacent copia gene 1620. 

hamsters/man, function, review 2293. 

liver, rats, c.d., comparison-euchromatin 5203. 

satellite DNA compaction, relationship-histone H1 
phosphorylation, Drosophila virilis 6489. 

Secale cereale , localization-repetitive DNA 3960. 

sees camschatiene , thymidine labelling, cold, effects on 

64. 

Heteropneustes fossilis, 

muscles, DNA distribution 4870. 

Hexose phosphate, 

stimulation-protein biosynthesis, reticulocyte lysate 2970. 

HF cells, 

varicella-zoster virus-infected, thymidine kinase, purification/ 
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HF cells,(continued) 
properties 7383. 

Histamine, 

release, induction-RNA/DNA, human leucocytes 
(basophilic), rheumatoid arthritis/systemic lupus 
erythematosus 929, 

Histidine, 

a yeasts tRNA (phenylalanyl) synthetase, properties 

Histidinol, 


inhibition-DNA biosynthesis, lymphocytes, guinea-pigs 7199. 


Histone A24, 

chromatin, nuclei, leukaemia cells, mice, carbodiimide cross- 
linking-histone HI 5662. 

Histone H1, 

binding-linkage DNA-lacking nucleosomes, induction-urea 
3304. 

biosynthesis, G1 phase, BHK ceils 1760. 

calf thymus, binding-adenine + thymine-rich DNA 5661. 

calf thymus, secondary structure, n.m.r. 4540. 

chromatin, nuclei, leukaemia cells, mice, carbodiimide cross- 
linking-histone H2a/histone A24 5662. 

chromatography (affinity), purification-phage PM2 DNA 
6948. 

complex-DNA, aggregation, ionic strength, effects on 4539. 

complex-DNA, structure, spectroscopy (i.r.), comparison- 
histone H2A/histone H4 7419. 

complex-poly (ADP-ribose), formation, effects on, spermine/ 
spermidine/putrescine/magnesium/calcium 603. 

containing, nucleosomes, separation, erythrocytes, chickens 
3322. 

dephosphorylation, metaphase chromosomes isolation 637. 

depletion, chromatin, calf thymus, effects on nuclease 
digestion 5211. 

effects on SV40 chromosomes structure following 
reconstitution 7450. 

interaction-actin, role-mitotic spindle formation 1252. 

interaction-DNA 2245. 

interaction-DNA, deoxyribonucleoproteins double fibres 
formation 7420. 

interaction-DNA, phosphorylation, effects on 6474. 

localization-calf thymus chromatin 3953. 

methylation/displacement, chromatin, liver, rats, polycations, 
effects on 2840. 

occurrence, SV40 chromosomes 639. 

occurrence-SV40-infected CV-1 cells chromosomes 2244. 

Ovibos pancreas, isolation 1767. 

phosphorylation, Drosophila virilis , relationship-satellite 
DNA compaction, heterochromatin 6489. 

phosphorylation, effects on chromatin structure, HeLa cells 
5664. 

phosphorylation-protein kinase, heart, cattle 595. 

production, species-specific suppression, human/mice 
hybrids 2246. 

proximity-histone H3, chromatin 1759. 

role-HeLa cells nuclei chromatin structure 6487. 

role-nucleosomes conformation 3305. 

subfragments, interaction-DNA, c.d./viscosity 3948. 

testis, rats, electrophoresis 596. 

Histone H2a, 

aggregates-histone H4, structure 2842. 

chromatin, nuclei, leukaemia cells, mice, carbodiimide cross- 
linking-histone H1 5662. 

complex-DNA, structure, spectroscopy (i.r.), comparison- 
histone H1/histone H4 7419. 

Psammechinus miliaris , amino acid sequence 2247. 
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Histone H2b, 

Parechinus angulosus , amino acid sequence 1761. 

phosphorylation-protein kinase, heart, cattle 595. 

production, species-specific suppression, human/mice 
hybrids 2246. 

mRNA, Stronglyocentrotus purpuratus , 5'-terminus 
nucleotide sequence 5975. 

Histone H3, 

association-DNA 2834. 

calf thymus, reaction-5,5/-dithiobis(2-nitrobenzoic acid) 2837. 

containing, nucleosomes-like particles, preparation/ 
characterization 6485. 

dephosphorylation, metaphase chromosomes isolation 637. 

interaction-histone H4, chromatin, models 3296. 

proximity-histone H1, chromatin 1759. 

specific histone kinase, purification/characterization, thymus, 
cattle 598. 

testis, trouts, sulphydryl groups, reaction-N-ethylmaleimide, 
nucleosomes structure 1793. 

Histone H4, 

acetylated, distribution-chromatin, Salmo testis 3946. 

aggregates-histone H2a, structure 2842. 

association-DNA 2834. 

complex-DNA, structure, spectroscopy (i.r.), comparison- 
histone H1/histone H2A 7419. 

containing, nucleosomes-like particles, preparation/ 
characterization 6485. 

interaction-histone H3, chromatin, models 3296. 

Salmo gairdnerii , association-chromatin template activity 
1246. 

Histone HS, 

containing, nucleosomes, separation, erythrocytes, chickens 
3322. 

erythrocytes, chickens, conformation 1251. 

erythrocytes, chickens, n.m.r. 2237 

Histone kinase, 

histone H3-specific, purification/characterization, thymus, 
cattle 598. 

Histones, 

acetyl groups turnover, inhibition-sodium butyrate, Friend 
erythroleukaemic cells 1762. 

acetylation, brain, rats, 17f-oestradiol/butyric acid, effects 
on, relationship-ageing 5660. 

acetylation, chromatin, effects on structure/transcription 624. 

acetylation, heart, rats, thyroid hormone deficiency, effects 
on 4204. 

acetylation, relationship-nucleosomes spacer regions 
susceptibility-deoxyribonuclease 1 3961. 

affinity-DNA, role-non-ionic interaction 1768. 

arginine-rich, DNA folding 593. 

arginine-rich, inhibition-protein kinase 2836. 

arrangement-nucleosomes DNA 599. 

binding-chromatin core particles, n-m.r. 1266. 

binding-DNA, dissociation/reassociation 601. 

biosynthesis, DNA biosynthesis inhibition, effects on 2242. 

biosynthesis, following radiation (X), thymus, rats, 
relationship-DNA biosynthesis 3163. 

biosynthesis, Friend erythroleukaemia cells, differentiation, 
relationship-DNA biosynthesis 2691. 

biosynthesis, liver, rats, stimulation following cycloheximide 
treatment 6499. 

biosynthesis, Paracentrotus lividus , trypsin, effects on 51 99. 

Bombyx mori larvae, characterization 1250. 

bound, plasmids DNA, Saccharomyces cerevisiae , isolation/ 
characterization 6933. 

calf thymus, characterization/biological properties 1254. 

calf thymus/CHO cells/sea urchins cells, association-SV40 
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Histones,(continued) 
DNA, formation-nucleosomes 634. 
Chironomus thummi chromosomes, localization 2261. 
Choriotoneura fumiferana chromosomes, characterization 
3297. 
chromatin, review 1317. 
chromosomes, fractionation/characterization, use- 
hydroxyapatite 1279. 
complex, DNA conformation, spectroscopy (i.r.) 4917. 
complex-DNA, digestion, nucleosomes cores formation, 
characterization 4547. 
complex-DNA, physical properties, erythrocytes, chickens 
602. 
complex-nonhistone proteins, calf thymus, characterization 
1766. 
composition, Cucumis sativus cotyledons, kinetins, effects on 
6476. 
composition, Triticum , temperature effects 3300. 
contact sites, chromatin 5208. 
content, Bombyx mori spermatocytes 2019. 
content, Lilium candidum , during development 604. 
cores, association-Escherichia coli restriction endonuclease 
fragments, nucleosomes formation 5205. 
cores, complex, calf thymus chromatin, characterization 
3298. 
cross-linking-formaldehyde, nucleosomes organization 1764 
dephosphorylation, phosphoprotein phosphatase activators 
characterization 2238. 
detection, use-DNA binding 3299. 
distribution-DNA, nucleosomes 4548. 
- DNA complex, transcription-Saccharomyces cerevisiae 
RNA polymerase II 1728. 
Echinus eggs, characterization 2843. 
effects on dimethy! sulphate reaction-nucleosomes DNA, 
erythrocytes, chickens 5223. 
effects on ethidium bromide/quinacrine hydrochloride 
binding-DNA 4537. 
effects on nonhistone proteins phosphorylation, nuclei, liver, 
rats 1260. 
enhancement-poliovirus RNA transfection, mechanisms 
2526. : 
erythrocytes chickens, association-synthetic 
polydeoxyribonucleotides, chromatin cores particles 
formation, characterization 5204. 
fibres, X-ray crystallography 3302. 
gene expression, during cell cycle, Psammechinus miliaris 
2516. 
genes, activity, during embryogenesis, Paracentrotus lividus , 
mRNA characterization 3031. 
genes, analysis, DNA, Stylonychia mytilus macronuclei 
3116. 
genes, HeLa cells, transcription unit localization 3789. 
genes, organization, chickens genomes DNA 4993. 
genes, Psammechinus miliaris , nucleotide sequence 2084. 
genes, Psammechinus miliaris , 3'-terminus sequence 6475. 
groups, purification-chromatin, ducks/chickens erythrocytes, 
use-hydroxylapatite 3950. 
HeLa cells, deacetylation, sodium butyrate, effects on 600. 
heterototic, liver, rats, comparison-chromatography 1763. 
histone H1, role-chromatin structure, SV40 3314. 
aes H1 biosynthesis, Strongylocentrotus purpuratus eggs 
histone H3 + histone H4-DNA complex, formation- 
nucleosomes-like structure 2838. 
human, role-carcinogenesis, review 669. 
interaction-DNA, assays, fluorescence 3339. 
interaction-DNA, chromatin replication regions 3303. 


interaction-DNA, nucleosomes cores assembly 3949. 

interaction-nonhistone proteins, chromatography (affinity) 
605. 

interactions, chromatin 3970. 

isolation, DNA-histones adducts, radiation (u.v.)-induced, 
nuclei, calf thymus 2240. 

isolation/characterization, book 7484. 

isolation-chromatin 1247. 

lysine-rich, binding-DNA, e.s.r. 7418. 

lysine-rich, role-deoxyribonuclease I digestion-globin genes, 
erythrocytes, chickens 2844. 

lysine-rich/arginine-rich, content, neurons/neuroglial cells, 
microscopy 1253. 

mixtures, chickens/Nicotiana , reconstitution-nucleosomes 
cores particles 6501. 

mobility, SV40 chromosomes 2259. 

models; complex-DNA, synthesis/characterization 4538. 

N-terminus-lacking, HeLa cells, DNA folding 597. 

nuclei, hepatocytes, rats, binding-heparin 2839. 

nuclei, liver, rats, aralkylation-benzo(a)pyrene 2578. 

oligomers, equilibrium, sodium chloride concentration, effects 
on 5198. 

packing, nucleosomes, chromatin 613. 

phosphorylation, cerebrum/cerebellum/liver, rabbits 3301. 

phosphorylation, heart, hamsters, cardiomyopathy 2248. 

photochemical cross-linking-DNA, nucleosomes 1278. 

polyd(A-T), reconstitution-nucleosomes cores 5213. 

mRNA, Arbeacia punctulata , occurrence, association- 
transcription 935. 

mRNA, late, identification, Strongylocentrotus purpuratus 
6066. : 

mRNA, purification, methodology 2977. 

mRNA, translation, control, HeLa cells, role-proteins 
phosphorylation 3051. 

mRNA biosynthesis, Lytechinus pictus , association- 
embryogenesis 285. 

RNA transcription, Strongylocentrotus purpuratus / 
Lytechinus pictus , RNA polymerase II 1727. 

role-nucleosomes structure 1765. 

Saccharomyces cerevisiae , isolation/conservation 1249. 

salivary gland, rats, phosphorylation, stimulation- 
isoproterenol 2848. 

sea urchins, electrophoresis 1248. 

segregation, during chromatin replication, Ehrlich ascites 
tumour cells 4545. 

segregation, during chromosomes replication 3952. 

stability, phospholipids, effects on 3951. 

structure, SV40 nucleoproteins 4535. 

SV40 minichromosomes, acetyl groups, turnover 3947. 

SV40 replicative form nucleoproteins complex-associated, 
characterization 2241. 

trout/chickens erythrocytes/calf thymus, electrophoretic 
mobility, EDTA, effects on 6472. 

HIX virus, 

ribonuclease T1 oligonucleotides, comparison-Moloney 
leukaemia virus 1940. 

RNA, nonhomology region-Moloney leukaemia virus, 
heteroduplexes analysis 857. 

Holothuria tubulosa, 

nucleosomes organization during germ cells development 
7443. 

Homocysteine, 

effects on DNA biosynthesis, human bone marrow cells 459. 

Hordein, 

mRNA, endosperm, Hordeum wild type/mutants, isolation/ 
translation 4767. 
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Hordeum, 

ee rRNA 5S/rRNA 18S, hybridization-sarcoma, mice 

protoplasts, depolymerization-plasmid pBR313, protection- 
poly-L-ornithine 7292. 

RNA metabolism following dark germination, gibberellic 
acid/indole acetic acid/ascorbic acid, effects on 4824. 

tRNA Phe, primary structure, comparison-wheat germ 4684. 

seedlings, nucleoside phosphotransferase, thiophosphoryl 
groups transfer, stereochemistry 5646. 

wild type/mutants endosperm, hordein mRNA, isolation/ 
translation 4767. 

Hordeum vulgare, 

infection-brome mosaic virus RNA, efficiency 925. 

leaves, ribonuclease, activity during early Erysiphe graminis 
infection 6386. 

ribonuclease activity, Erysiphe graminis infection, effects on 
4476. 

rRNA gene, cistrons, analysis 3971. 

rRNA/mRNA hydrolysis, during Erysiphe graminis 
infection 4861. 

tRNA Val characterization 1399. 

satellite DNA, denaturation/reassociation properties 416. 

Hormones, 

control-mRNA biosynthesis, review 10. 

effects on DNA biosynthesis, mammary gland epithelial cells, 
rats 2140. 

effects on transcription/translation, review 11. 

protection-interferon treated cells, double-stranded RNA- 
induced cytolysis 5421. 

regulation-mRNA biosynthsis, liver, rats, review 4006. 

stimulation-DNA biosynthesis, liver, rats 6281. 

Host cell reactivation, 

radiation (u.v.)-treated herpes simplex virus, caffeine/ 
hydroxyurea/uridine (5-bromodeoxy), effects on 71 33. 

HTC cells, 

dexamethasone-induced mRNA activity, effects on/ 
hormones withdrawal, effects on 846. 

Human, 

bone marrow cells, DNA biosynthesis, homocysteine/ 
methionine/serine/glycine, effects on 459. 

bone marrow cells, DNA biosynthesis, systemic lupus 
erythematosus lymphocytes, effects on 3181. 

burns, effects on human serum/urine ribonuclease (alkaline) 
activity 495. 

cell culture, abnormal, chromosomes DNA biosynthesis 
2098. 

choriogonadotropin, a-subunit/B-subunit MRNA 
identification 315. 

chromosomes, measurement/purification 5229. 

chromosomes, rRNA gene expression 1505. 

chromosomes, structure, electron microscopy 1782. 

DNA, damage-N-acetoxy-2-acetylaminofluorene/ 7,12- 
dimethylbenz(a)anthracene, carcinogenesis 957. 

DNA, fractionation 331. 

DNA, globin genes, restriction endonuclease analysis 1055. 

DNA, rRNA gene isolation 2028. 

DNA biosynthesis, psoriasis/normal epidermis 462. 

DNA repair defect, radiation (u.v.)-induced damage 438. 

embryo fibroblasts, transcription in vitro, age, effects on 917. 

embryo lung cells, cytomegalovirus-infected, chromatin- 
associated factors, effects on chromatin structure/template 
activity 1779. 

erythrocytes, hypoxanthine phosphoribosyltransferase, 
purification/structure 569. 

erythrocytes, 5'-nucleotidase determination 560. 

fibroblasts, interferon mRNA, localization 2011. 


i 


fibroblasts, protein biosynthesis/RNA biosynthesis/DNA 
biosynthesis, stimulation-cattle growth hormone fragments 
191. 

fibroblasts, sister chromatid exchange, induction-mitomycin/ 
ethyl methanesulphonate/N-acetoxy-2-acetylamino-fluorene, 
age, effects on 1780. 

foetal oocytes, rRNA gene, assays 4262. 

5-globin/B-globin genes, organization 1627. 

a-globin/B-globin mRNA, 5’-terminus methylation, 
characterization 256. 

y-globin mRNA, 5’-terminus, nucleotide sequence 1054. 

y-globin mRNA, 3’-terminus, nucleotide sequence 2476. 

haemoglobin A, gene expression, role-mRNA stability 1896. 

heavy chain disease, MRNA, translation/purification 939. 

insulin DNA, oligonucleotides fragments, synthesis/ 
purification-chromatography (reversed-phase) 4059. 

insulinoma, mRNA translation, cell-free system 316. 

kidney, adenosine deaminase-binding protein, purification/ 
characterization/assays 562. 

lymphoblasts, adenosine/adenine, effects on 711. 

lymphocytes, aplastic anaemia, DNA, characterization 411. 

milk, stimulation-DNA biosynthesis, fibroblasts, cell culture 
2139. 

mixed leucocyte culture, DNA biosynthesis, role-DNA 
polymerase (RNA-dependent) 2099. ; 

myelocytes, DNA biosynthesis/contentrelationship-size 1639. 

oocytes, meiosis, RNA biosynthesis 1974. 

Philadelphia chromosome-positive leukaemia cells, sister 
chromatid exchange 1297. 

plasma/leucocytes, ribonuclease I activity, nutrition, effects 
on 1156. 

psoriasis/normal epidermis, DNA biosynthesis 461. 

purine nucleoside phosphorylase deficiency, effects on 
purines/pyrimidines metabolism 551. 

repetitive DNA, homology-primates 3784. 

spermatozoa, DNA content 1SSiJe 

spermatozoa, portamines, amino acid sequence 2835. 

synthetic globin genes, insertion-bacteria plasmids 1700. 

TMP synthetase, interaction-folate analogues 575. 

tonsil lymphocytes, DNA excretion 472. 

Human chorionic gonadotropin, 

biosynthesis, stimulation, choriocarcinoma cells, relationship- 
DNA biosynthesis inhibition-hydroxyurea/cytosine 
arabinoside/uridine (5-fluoodeoxy) 6315. 

Human placental lactogen, 

effects on DNA biosynthesis, human benign breast tumours 
431. 

effects on DNA biosynthesis, human breast tumours, 
athymic nude mice 1093. 

mRNA, translation-wheat germ cell-free system, products 
analysis 4098. 

Humulus lupulus, 

cones, occurrence-cis-zeatin riboside 4625. 

Hycanthone, 

effects on DNA biosynthesis/RNA biosynthesis, 
Schistosoma mansoni 2129. 

Hydrocortisone, 

complex-transcortin, inhibition-RNA polymerase, chromatin, 
thymus 7341. , 

control-glutamine synthetase mRNA, retina, chickens 
embryos 271. 

effects on chromatin templates activity, liver, rats 6504. 

effects on cytosine (5-methyl) content, DNA, rats, during 
ontogeny 3144. 

effects on DNA biosynthesis, herpes simplex virus 1 1072. 

effects on nonhistone proteins phosphorylation, 
lymphosarcoma, mice 7425. 
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Hydrocortisone,(continued) 

effects on RNA biosynthesis, liver, rats 6831. 

effects on tyrosine aminotransferase mRNA levels, liver, rats 
DAS: 

regulation-RNA biosynthesis, liver, rats, age, effects on 6832. 

Hydrogen peroxide, 

radiation (u.v.), induced DNA proteins cross-linking, phage 
T7 7466. 

N-Hydroxy-1-naphthylamine, 

interaction-DNA, role-carcinogenesis 3067. 

N-Hydroxy-4-Acetylamino-4-Fluorobiphenyl, 

reaction-DNA, kidney/liver, rats 6980. 

N-Hydroxy-2-Aminofluorene, 

effects on DNA conformation 4300. 

4-Hydroxyaminoquinoline 1-Oxide, 

free radical formation, comparison-4-nitrosoquinoline 1- 


oxide free radical formation/binding-polyguanylic acid 735. 


Hydroxyapatite, 

use-histones/nonhistone proteins fractionation/ 
characterization, chromosomes 1279. 

7-HydroxymethyI-12-methylbenz(a)anthracene, 

binding-DNA, embryo cells, mice, comparison-7, 12- 
dimethylbenz(a)anthracene 6108. 

Hydroxyurea, 

effects on Bacillus subtilis chromosomes/Staphylococcus 
aureus R factors DNA replication 3175. 

effects on chromosomes, Rhynchosciara angelae 3326. 

effects on DNA biosynthesis, dorsal roots ganglia, rats 6328. 

effects on DNA biosynthesis, embryos, mice 2727. 

effects on DNA repair, CHO cells 5558. 

effects on host cell reactivation, radiation (u.v.)-treated 
herpes simplex virus 7133. 

effects on radiation (u.v.)-induced excision DNA repair, 
human lymphocytes B/lymphocytes T 6308. 

induced damage, DNA repair, LL cells 5050. 

induction-DNA repair, lymphoblastoid cell lines, liver 
microsomes, effects on 6309. 

induction-endogenous murine leukaemia virus, AKR cells, 
involvement-DNA repair 5046. 

inhibition-radiation (u.v.)-induced DNA repair, human skin 
fibroblasts 7171. 

inhibition-thymidine incorporation, dimethylnitrosamine- 
treated liver/kidney, rats 1088. 

la-Hydroxyvitamin D3, 

effects on RNA polymerase II activity, intestine, rats 1185. 

Hygromycin B, 

inhibition-translocation, protein biosynthesis, yeasts, 
mechanisms 3501. 

Hymenolepis diminuta, 

ribonuclease, degradation-RNA 4860. 

Hymnoptera, 

tRNA (aminoacyl) isoacceptors, codons recognition patterns 
3455. 

Hyperthermia, 

effects on DNA biosynthesis/RNA biosynthesis/protein 
biosynthesis, CHO cells 7209. 

effects on radiation (X)-induced DNA repair, HeLa cells 
6305. 

Hypochlorous acid, 

reaction-AMP/CMP/GMP/UMP 5300. 

reaction-uracil 684. 

Hypophysectomy, 

effects on albumin mRNA levels, liver, rats 3591. 

Hypothalamus, 

cattle, mRNA, translation-wheat germ cell-free system, 
neurophysin-containing products identification 6924. 


extracts, effects on RNA biosynthesis, pituitory, rats 3589. 

regulation-RNA biosynthesis, liver, rats, age, effects on 6832. 

Hypothermia, 

effects on radiation inhibition-DNA biosynthesis/RNA 
biosynthesis, Guerin tumour 4433. 

Hypoxanthine, 

levels, plasma/erythrocytes, determination, chromatography 
(column) 1818. 

substituted derivatives, Spectroscopy (i.r.) 4616. 

Hypoxanthine-DNA glycosylase, 

Escherichia coli , purification/characterization 2214. 

Hypoxanthine phosphoribosyltransferase, 

genes, transfer, mice cells 4468. 

human, kinetics 1230. 

human erythrocytes, purification/structure 569. 

kinetic isotope effects 549. 

mice, inhibition-guanine (8->aza)/guanine (6-thio) 5735. 

Hypoxia, 

effects on RNA/DNA content, prosencephalon, rats 455. 


Imidate esters, 

interaction-cytidine (4-amino) 77. 

B,y-Imidoadenylyl, 

inhibition-5’-triphosphate polynucleotide kinase 1211. 

Imidodiesters, 

inhibition-DNA biosynthesis, lymphocytes 4429. 

2-Iminothiolane, 

cross-linking, identification-ribosomal proteins pairs, 
Escherichia coli ribosomal subunit 50S 3476. 

cross-linking-Escherichia coli ribosomal proteins 2409. 

modification-ribosomal proteins, Escherichia coli ribosomal 
subunit 30S 2408. 

Immune RNA, 

see also RNA 

activation-lymphocytes, kinetics analysis 5181. 

biosynthesis-macrophages/tumour-specific cell-mediated 
cytotoxicity transfer, guinea-pigs 3282. 

experimental allergic orchitis transfer, guinea-pigs 4527. 

lymphoblastoid cells, transfer-immune information 3283. 

properties 5182. 

review 1328, 4580. 

role-antitumour activity stimulation, review 5255. 

transfer-hypersensitivity (delayed), guinea-pigs 5180. 

transfer-immunity (cell-mediated), review 5700. 

uptake, spleen cells, mice 5183. 

Immunofluorescence, 

localization-protein biosynthesis, plasma, hepatocytes, 
embryos, chickens 6708. 

Immunoglobulin G, 

inhibition, DNA polymerase, human seminal fluid 1735. 

Immunoglobulins, 

Fc fragments, stimulation-DNA biosynthesis, spleen cell 
culture, mice 3191. 

genes, differentiation, review 1331. 

genes, recombination, DNA cloning, mice 2744. 

heavy chains, complementary DNA, mice, cloning/ 
nucleotide sequence analysis 7090. 

heavy chains, genes, excision/splicing, mRNA production, 
mechanisms 6343. 

heavy chains, genes, location-human chromosomes 7449, 

heavy chains, genes, mice, sequence homology 5524. 

heavy chains, genes, organization, mice, analysis, use- 
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Immunoglobulins,(continued) 
myeloma clone 4365. 

heavy chains, mice, DNA coding sequence 4997. 

heavy chains, mRNA, myeloma, mice, isolation/ 
characterization 4799. 

heavy chains, MRNA, 3’-terminus, homologous sequence, 
occurrence-thymocytes RNA 4760. 

heavy chains, mRNA precursors, plasmacytoma cells, 
nucleotide sequence specificity 6810. 

heavy chains expression, role-RNA processing 6054. 

human serum, DNA antibodies activity 5653. 

light chain, genes, containing, mice DNA clones, 
characterization 1625. 

light chain, MRNA, complementary DNA, characterization 
1051. 

light chain, MRNA, use-recombinant DNA synthesis 1142. 

light chains, biosynthesis/processing, Xenopus laevis 
oocytes, mRNA, plasmacytoma cells, mice 4857. 

light chains, genes, formation-sites-specific recombination 
7285. 

light chains, genes, liver/myeloma, mice, cloning/ 
characterization 7286. 

light chains, mice, genes, recombination sites, nucleotide 
sequence 7091. 

light chains, MRNA, biosynthesis, lipopolysaccharide 
activated spleen cells, mice, mechanisms 4816. 

light chains, mRNA, human, isolation/translation 2444. 

light chains, mRNA, precursors patterns, plasmacytoma, 
mice, comparison 6929. 

light chains, MRNA, purification-myeloma, mice, 
methodology 2438. 

light chains, MRNA, transcription unit, mapping 3790. 

light chains, mRNA translation, role-tRNA Met 2531. 

light chains genes, DNA fragments, nucleotide sequence 
7089. 

light chains genes, localization-chromosomes, mice 6515. 

mRNA, biosynthesis/processing. MPC-11 cells 2493. 

mRNA, mice, nucleotide sequence determination, 
methodology 2471. 

mRNA/genes, review 1323. 

subepidermal deposits, mice, relationship-DNA biosynthesis, 
epidermis 5184. 

subepidermal deposits, relationship-DNA antibodies, 
systemic lupus erythematosus 45 30. 

variable region/constant region, RNA 27S, spliced nucleotide 
sequence, nucei, MOPC 21 cells, mice 1960. 

Immunosuppressive factor, 

deoxyribonucleoproteins, Ehrlich ascites tumour cells, fluids, 
characterization 5195. 

spleen, cattle, inhibition-pyrimidine nucleosides 
incorporation, DNA 5767. 

IMP, 

binding-platinum diamminedichloride (II), stoichiometry 
1857. 

complex-copper, structure, X-ray crystallography 5785. 

complex-cis-dichlorodiammine platinum I, structure 5786. 

zwitterion, characterization 721. 

IMP (nitrobenzylthio), 

inhibition-nucleosides uptake, HeLa cells 2351. 

Impatiens balsamina, 

RNA biosynthesis, induction-gibberellic acid/photoperiod 
6017. 

Ina-flacherie virus, 

DNA, characterization 1009. 

Indole acetic acid, 

effects on RNA biosynthesis/DNA biosynthesis, Pinus pinea 
seeds 1986. 


effects on RNA biosynthesis/protein biosynthesis, 
Escherichia coli 5405. 

effects on RNA metabolism, Hordeum , following dark 
germination 4824. 

Indolylalkylamines, 

radioprotection, radiation (y)-induced damage, Escherichia 
coli, mechanisms 1081. 

Influenza A virus, 

capsids, association-chromatin, infected cells 5678. 

genomes RNA, gene mapping 6783. 

glycoproteins genes, characterization 4167. 

infected cell culture, RNA polymerase (RNA-dependent) 
induction/pelyribosomes formation, ribavirin, effects on 
3260. 

infected MDCK cells, RNA biosynthesis, inhibition-ribavirin, 
mechanisms/specificity 5776. 

infection, effects on ribosomes, chorioallantoic membranes, 
eggs, chickens 4732. 

matrix protein, N-terminus coding region, nucleotide 
sequence 7052. 

occurrence-associated DNA sequences 1545. 

protein biosynthesis, embryo cells, chickens, actinomycin D, 
effects on 3466. 

protein biosynthesis, infected cells, control 6061. 

recombinants, genes organization 6184. 

recombinants, genomes RNA, analysis 1938. 

replication, human embryo fibroblasts/diploids fibroblasts 
7114. 

ribonucleoproteins, assembly, inhibition-canavanine 5190. 

ribonucleoproteins, association-chromatin, infected cells 
5657. 

RNA, comparison-epidemics strains 5377. 

RNA biosynthesis initiation, role-protein P1 3579. 

RNA biosynthesis/protein biosynthesis, florenal, effects on 
2496. 

strains, genomes RNA, structure, comparison 5952. 

strains, RNA, nucleotide sequence analysis 5953. 

wild type/temperature-sensitive mutant, RNA polymerase, 
phenotypes, comparison 7343. 

Influenza B virus, 

RNA, genes mapping 2455. 

Influenza virus, 

complementary RNA, transfer-globin mRNA 5'-terminus 
caps, during transcription 4778. 

defective-interfering, RNA, characterization 1927. 

defective-interfering particles, RNA, nucleotide sequence 
mapping 6782. 

genomes segments, RNA, size determination, methodology 
4168. 

infected chorioallantoic membrane, ribosomes, ammonium 
chloride/potassium chloride/puromycin, effects on 5350. 

infection, purines/pyrimidines derivatives, chemotherapy, 
review 3360. 

ribonucleoproteins, characterization 2232; 

RNA, capping/methylation, mechanisms 1963. 

RNA, free/ribonucleoproteins, secondary structure 5951. 

RNA, polyadenylation/reverse transcription 4374. 

RNA, transcription in vitro, globin mRNA primers 894. 

RNA biosynthesis, inactivation-radiation (u.v.) 6835. 

RNA polymerase, properties 6420. 

RNA structure, review 2300. 

RNA/temperature-sensitive mutant/gene mapping, review 
5261. 

mRNA transcription, radiation (u.v ), effects on 6834. 

RNA transcription products, accumulation-nuclei, MDCK 
cells, antibiotics, effects on 3580. 

strains, DNA sequence, occurrence 6085. 
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Influenza virus,(continued) 
strains, haemagglutinin coding RNA, genetic relationship 
2988. 
strains, nucleoproteins antigens, cross-reactivity 4534. 
von Magnus particles, RNA, origin 3513. 
Informosomes, 
formation, role-R NA-binding protein, Rana temporaria 
oocytes 3335. 
incorporation-Rana temporaria RNA-binding protein 5236. 
isolation, methodology, review 4608. 
proteins, review 2894. 
mRNA, CHO cells, formation/polyadenylation, kinetics, 
comparison-polysomes 3576. 
Initiation, 
activity, protein biosynthesis, liver, rats proteins depletion/ 
refeeding, effects on 4709. 
protein biosynthesis, reticulocyte lysate, inhibitors, 
lymphocytes cytoplasm, characterization 1926. 
Saccharomyces cerevisiae cell-free system, analysis 5341. 
Initiation complex, 
eukaryotes, destabilization-ApUpG 216. 
formation, Escherichia coli , role-GTP 4742. 
formation, Escherichia coli ribosomal! subunit 308, role- 
initiation factor 3 825. 
formation, HeLa cells, inhibition-poliovirus infection 5361. 
formation, phage QB RNA binding-ribosomes, inhibition- 
oligonucleotides complementary-Escherichia coli rRNA 
16S 3’-terminus 4131. 
formation, reticulocytes, rabbits, roleeGTP 5306. 
formation, ribosomes, rabbits reticulocyte lysate, inhibition 
haemin controlled translation repressors 4137. 
Initiation factor M3, 
dependent translation-capped/uncapped mRNA, reticulocyte 
lysate cell-free system 830. 
Initiation factor 1, 
binding-Escherichia coli ribosomal subunit 308, role- 
ribosomes dissociation 826. 
effects on Escherichia coli polyribosomes dissociation 6729. 
Escherichia coli , amino acid sequence 5912. 
purification/characterization, reticulocyte lysate, rabbits 220. 
Initiation factor 2, 
binding/release-ribosomes, during initiation complex 
formation, rabbits reticulocyte lysate 4138. 
complex-GTP, reticulocyte lysate, rabbits, haeme-controlled 
translation inhibition, mechanisms 4750. 
- cross-linking-ribosomal proteins, liver, rats 4723. 
Escherichia coli , isolation/activity-B-galactosidase 
biosynthesis 1921. 
interaction-a-globin/B-globin mRNA, competition 5919. 
liver, cattle, purification/characterization 6757. 
liver/hepatoma, rats, preparation/properties 5916. 
phosphatase activity, reticulocyte lysate, rabbis 4747. 
phosphorylation, catalysis-interferon, L929 cells, mice 4136. 
phosphorylation, human amnion cells, interferon, effects on 
Sole 
reticulocyte lysate, analysis-phosphorylation 833. 
reticulocytes, dissociations mRNA 1924. 
reticulocytes, rabbits, activity-complex formation-GTP + 
tRNA (formylmethionyl) 4751. 
reticulocytes, rabbits, binding-globin mRNA 5918. 
subunits phosphorylation during protein biosynthesis 
initiation inhibition, reticulocyte lysate 4749. 
Initiation factor 3, 
binding-Escherichia coli ribosomal subunit 30S, role RNA 
16S 3’-terminus 824. 
binding/release-ribosomes, during initiation complex 
formation, rabbits reticulocyte lysate 4138. 


effects on Escherichia coli polyribosomes dissociation 6729. 

effects on ribosomes conformation, Escherichia coli 1432. 

Escherichia coli , effects on rRNA 16S-ribosoma! proteins 
cross-linking 2966. 

phosphorylation-protein kinase, reticulocytes, rabbits 1925. 

role-initiation complex formation, Escherichia coli ribosomal 
subunit 30S 825. 

role-phage MS2 RNA translation in vitro 4130. 

role ribosomal subunits 30S + tRNA (aminoacyl) + 
polynucleotides complex dissociation 3506. 

structural gene regions, Escherichia coli chromosomes, 
organization 4343. 

Initiation factor 4C, 

purification/characterization, reticulocyte lysate, rabbits 220. 

Initiation factor 4D, 

purification/characterization, reticulocyte lysate. rabbits 220. 

Initiation factor 5, 

purification/characterization, reticulocyte lysate, rabbits 220. 

reticulocyte lysate, rabbits, role-initiation complex formation 
6760. 

Initiation factors, 

activity, cytosol, liver/muscles, rats/ascites cells 6756. 

assays, Escherichia coli lysates 4743. 

Co-EIF-1, rabbits reticulocytes, purification/characterization 
1923. 

complex formation, reticulocyte lysate protein biosynthesis, 
factors requirement 4139. 

identification, reticulocytes, use-polyacrylamide gel 
electrophoresis 6759. 

inhibition, induction-interferon 2432. 

interaction-RNA, GMP methy]! derivatives, cap analogues, 
effects on 1861. 

Krebs II ascites cells, purification/characterization 4752. 

rabbits reticulocytes, mechanisms 1453. 

reticulocytes, rabbits, stimulation-vesicular stomatitis virus 5’- 
terminus guanosine (7-methyl)-lacking mRNA translation 
4133. 

ribosomal subunit 40S, muscles, chickens embryos, 
chromatography (affinity) fractionation, myosin/globin 
mRNA 4746. 

wheat germ, purification 4141. 

Inosine, 

acidic hydrolysis 2323. 

derivatives, interaction-copper 701. 

levels, plasma/erythrocytes, determination, chromatography 
(column) 1818. 

methyl derivatives, spectroscopy (Raman) 5757. 

methylation-trimethyloxosulphonium hydroxide 679. 

platinum diethylenetriamine (II), structure, X-ray 
crystallography 2331. 

Inosine (deoxy), 

detection-acids soluble fractions, embryos, chickens 5739. 

Inosine (3-Methy)), 

synthesis/chemical properties 4631. 

Insects, 

see also various species 

DNA biosynthesis/RNA biosynthesis/protein biosynthesis, 
review 3356. 

Insertion sequence 1, 

integration sites, Escherichia coli galactose operon leaders 
sequence, analysis 3758. 

Insertion sequence 2, 

bacteria, control-tryptophan synthetase gene expression, 
Saccharomyces cerevisiae 3217. 

DNA, nucleotide sequence 3703. 

Escherichia coli , nucleotide sequence 2077. 
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Insertion sequence 3, 

Escherichia coli , enumeration/identification 6087. 

Insertion sequences, 

Escherichia coli , review 1136. 

F factors, identification 3203. 

rRNA 23S genes. mitochondria, Saccharomyces cerevisiae , 
characterization 5514. ; 

Insulin, 

binding sites development, lymphocytes T, role-RNA 
biosynthesis/protein biosynthesis 6889. 

DNA, human, oligonucleotides fragments, synthesis/ 
purification-chromatography (reversed-phase) 4059. 

effects on DNA biosynthesis, human benign breast tumours 
431. 

effects on tRNA (valyl) synthetase/tRNA (alanyl) synthetase 
activity, muscles, rabbits 2389. 

effects on RNA biosynthesis/protein biosynthesis, 
mitochondria. liver, rats, diabetes 4205. 

genes, human, oligodeoxyribonucleotides, synthesis 2355. 

inhibition DNA biosynthesis, herpes simplex virus 
transformed lymphoblastoid cell lines 3806. 

regulation-RNA biosynthesis 2900. 

stimulaticn-DNA biosynthesis, human/mice cells 7126. 

stimulation-DNA biosynthesis/protein biosynthesis, 
Notophthalmus viridescens blastemata, association-nerve 
function 427. 

Insulinoma, 

human, mRNA translation, cell-free system 316. 

Interferon, 

activity, role-ribonuclease F 3228. 

effects on DNA biosynthesis, embryos, mice 5061. 

effects on DNA biosynthesis, lectins-treated thymocytes 
2142. 

effects on globin mRNA transcription, Friend 
erythroleukaemia cells 3037. 

effects on initiation factor 2 phosphorylation, human amnion 
cells 3511. 

effects on poxviruses replication, review 2288. 

effects on proteins phosphorylation, human fibroblasts 6900. 


effects on reovirus mRNA caps methylation, L929 cells 5957. 


effects on RNA biosynthesis/RNA structure, review 2297. 

effects on rRNA metabolism, relationship-chromosome 21 
ploidy, human fibroblasts 4223. 

effects on tRNA methylation, cell culture 5320. 

effects on vesicular stomatitis virus RNA biosynthesis/ 
protein biosynthesis, human/monkeys cells 3008. 

human leucocytes, inhibition-DNA biosynthesis, RSa cells 
1109. 

human lymphoblastoid cell lines, ribonuclease activity 6388. 

induced, initiation factor 2 protein kinase/oligo-isoadenylate 
synthetase, isolation/purification 2217. 

induced mRNA translation inhibitors, L cells, effects on 
protein biosynthesis initiation 5917. 

induction, L cells, relationship-double-stranded RNA protein 
biosynthesis inhibition 4231. 

induction, poly (I.C)-lysine complex, dogs 5813. 

induction-double-stranded RNA, in vivo, review 2295. 

induction-initiation factors inhibition 2432. 

induction-modified poly(I-C) 1868. 

induction-poly (I:C), chickens, efficacy/applications 742. 

induction-poly (I.C), conformation dependence 3431. 

induction-poly (I-C), mechanisms, review 2294. 

induction-poly (I-C), modification-poly-L-lysine/ 
carboxymethylcellulose, effects on 1384. 

induction-poly (I-C), role-poly (I-C) structure 741. 

induction-poly (I.C)/DEAE-dextran, L-929 cells 5315. 

induction-poly (I-C)/Newcastle disease virus, in vitro, review 


2303. 

induction-polynucleotides, mechanisms, review 2281, 2289. 

induction-pyrimidine (hydroxy) derivatives, chickens 4024. 

inhibition-mRNA translation, viruses 2292. 

mediated RNA degradation, properties, L-929 cells 1541. 

priming, effects on interferon mRNA, cells, mice 6075. 

production, human fibroblasts, induction-poly (I.C), 
superinduction, mechanisms 3437. 

mRNA, human fibroblasts, stability-Xenopus laevis oocytes, 
role-3’-terminus poly (A) 928. 

mRNA, human lymphoblastoid cell lines, characterization 
6389. 

mRNA, induction-antiviral activity, L929 cells 4849. 

mRNA, localization human fibroblasts 2011. 

mRNA, L929 cells, translation in vitro/in vivo 940. 

mRNA, translation, review 2278. 

mRNA analysis, comparison-antiviral protein 4851. 

mRNA degradation, mechanism, vesicular stomatitis virus- 
infected cells 2013. 

superinduction-5,6-dichloro1-B-D- 
ribofuranosylbenzimidazole, human fibroblasts, rolemRNA 
stability 2002. ; 

superinduction-poly (I-C), human fibroblasts, actinomycin/a- 
amanitin/camptothecin effects on 1869. 

suppression-glutamine synthetase mRNA induction, retina 
polyribosomes, chickens embryos 6068. 

translation regulation, review 2296. 

treated, Ehrlich ascites tumour cells, mRNA accumulation 
6927. 

treated, embryo cells, chickens, double-stranded RNA, 
effects on mRNA degradation 4230. 

treated, HeLa cells, hosts/encephalomyocarditis virus 
mRNA degradation, specificity, mechanisms 6901. 

treated, HeLa cells, 2’5'-oligo (A) polymerase, assays 6419. 

treated cells, poly (I.C), effects on 5316. 

treated cells, ribosomes-associated proteins, translation 
inhibition, review 2287. 

treated cells, mRNA methylation/translation/regulation 2520. 

treated L929 cells, mice, catalysis-initiation factor 2 
phosphorylation 4136. 

treated L929 cells, poly (I.C), effects on 6649, 6650. 

Introns, 

detection- genes, mice 7283. 

ovalbumin, genes, chickens, effects on ovalbumin 
biosynthesis, Escherichia coli 7270. 

ovalbumin genes, chickens, nucleotide sequence analysis 
4363. 

lodine, 

effects on RNA biosynthesis, liver, chickens 5406. 

lodine-125, 

decay, induced DNA breakage, DNA repair, Micrococcus 
radiodurans 3815. 

Iodoacetamide, 

effects on ribosomal subunit 60S elongation activity, liver. 
rats 3510. 

Ionic strength, 

effects on chromatin cores particles conformation 6498. 

effects on DNA dynamics, quasielastic light scattering 4287. 

effects on histone H1-DNA complex aggregation 4539. 

effects on ribonuclease activity 7305. 

effects on translation, normal/adenovirus (human) 5-infected 
human cells/cell-free system 5338. 

role-lactose operator-lactose repressor association 4565. 

Ions, 

concentration, effects on lactose repressor-lactose operator 
interaction 3340. 
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Ipomoea batatas, 

roots, DNA/RNA/proteins content, Rhizopus stolonifer 
infection, effects on 4435. 

Irehdiamine A, 

complex-DNA, conformation 337. 

Iron, 

complex-AMP, preparation/structure 4651. 


determination-spectrophotometry, use-pyrimidine (6-amino-S- 


nitroso-1,2,3,4-tetrah derivatives 1810. 
effects on DNA biosynthesis, lymphocytes, iron-deficiency 
anaemia 5578. 
inhibition-Aspergillus ribonuclease II 2177. 
stimulation-ferritin biosynthesis, role-ribosomes 3469. 
Isocyanate, 


reaction-diaminomaleonitrile, use-pyrimidines synthesis 1809. 


Iso-1-Cytochrome c, 

genes, Saccharomyces cerevisiae , nucleotide sequence 4983. 

Isoleucine, - 

analogues, inhibition-protein biosynthesis 4733. 

starvation, myeloma cells, effects on RNA biosynthesis 1987. 

Isonicotinic acid hydrazide, 

complex-copper, effects on Rous sarcoma virus RNA/DNA 
polymerase (RNA-dependent) 5640. 

Isoprenaline, 

effects on mitogens-induced DNA biosynthesis, lymphoid 
cells, rabbits 1671. 

Isoproterenol, 

complex formation-adenine/thymine/cytosine/uracil 6559. 

effects on DNA biosynthesis circadian rhythms, ehrlich 
ascites tumour cells/normal cells 3842. 

induced DNA biosynthesis, tissues, mice, f- 
aminopropionitrile, effects on 7202. 

stimulation-histones/nonhistone proteins phosphorylation, 
salivary gland, rats 2848. 


JC virus, 

DNA, restriction endonuclease cleavage mapping 3740. 
DNA homology-BK virus/SV40 7045. 

Juncopox virus, 


DNA, characterization/molecular weight determination 1016. 


Juvenile hormone, 

analogues, effects on DNA biosynthesis/RNA biosynthesis, 
Bombyx mori silk gland 2105. 

effects on RNA biosynthesis/protein biosynthesis, 
Drosophila melanogaster 901. 


K virus, 

DNA, comparison-polyoma virus 1013. 

genome DNA, characterization 4331. 

Kainic acid, 

injection-striate cortex, rats, effects on protein biosynthesis/ 
RNA biosynthesis 4836. 

Kanamycin, 

antibiotic resistance, transposons, transfer-Rhizobium 
leguminosarum 3851. 

inhibition-tRNA (aminoacyl) translocation, Escherichia coli 
ribosomes 1913. 

interaction-ribosomes/ribosomal subunits, Escherichia coli , 
inhibition-translocation 1443. 

resistance determinants, phage P! DNA, mapping 7038. 

transposons, insertion sites, plasmids ColE1, nucleotide 
sequence 3704. 


Kanamycin B, 

interaction-Escherichia coli ribosomal subunits 6743. 

Kaolinite, 

effects on oligonucleotides formation during prebiosis 5794. 

KB cells, 

adenovirus (human) 2-infected, DNA complex-proteins 3988. 

adenovirus (human) 2 temperature-sensitive mutant-infected, 
high molecular weight DNA biosynthesis 6269. 

adenovirus (human) 5 infected, occurrence-hosts + viruses 
DNA cotranscripts 892. 

adenovirus (human) 5 temperature-sensitive mutant-infected, 
DNA, characterization 6175. 

adenovirus-transformed, DNA integration 1127. 

cytosine arabinoside N‘-acyl derivatives uptake/cytotoxicity 
5769. 

deoxyribonuclease, herpes simplex virus 1/herpes simplex 
virus 2-induced, purification/characterization 507. 

DNA, strands scission-macromomycin 4912. 

DNA-binding protein, deoxyribonuclease inhibitors, 
purification/characterization 5239. 

DNA damage, labelled thymidine combination-frog virus 3, 
effects on 6599. 

DNA polymerase a, characterization 7373. 

human, endodeoxyribonuclease, purification/characterization 
508. 

methyl methanesulphonate/4-nitroquinoline-1-oxide, DNA 
repair/damage 3169. 

RNA polymerase I, heat, effects on 6414. 

Keratitis, 

herpes simplex virus, human, treatment-uridine (5’-iodo-2'- 
deoxy)/adenine arabinoside 1363. : 

herpes simplex virus, treatment-uridine (trifluoro) 2337. 

Keronopsis pulchra, 

chromatin fibres, electron microscopy 3313. 

Ketoxal, 

modification, phage MS2 RNA fragments 1469. 

Kilham rat virus, 

DNA, 3'-terminus nucleotide sequence 7053. 

single-stranded DNA, 3’-terminus nucleotide sequence 6185. 

single-stranded templates, use-double-stranded DNA 
biosynthesis 386. 

Kinetin, 

effects on histones composition/RNA content, Cucumis 
sativus cotyledons 6476. 

effects on RNA biosynthesis/DNA biosynthesis, Pinus pinea 
seeds 1986. 

effects on tobacco ringspot virus infectivity, Nicotiana 
glutinosa 5276. 

Kinetochores, 

PtK, cells, ribonucleoproteins localization 5194. 

Kinetoplasts, 

DNA, Crithidia acanthocephali , partial transcription 6857. 

DNA, Crithidia fasciculata , characterization 6213. 

DNA, structure/function, review 4005. 

DNA, Trypanosoma cruzi , characterization-sedimentation 
analysis 4978. 

Trypanosoma cruzi, DNA, characterization 1038. 

Kirromycin, 

complex-elongation factor Tu, induction-hydrolysis GTP, 
role-cations 6755. 

effects on elongation factor Tu binding-GDP/GTP 5911. 

effects on elongation factor Tu-GTP interaction 2965. 

effects on RNA biosynthesis, HeLa cells/Ehrlich ascites 
tumour 3017. 

Kirsten sarcoma virus, 

transformation, in vitro, evaluation-cytidine derivatives, 
antiviral activity 6603. 
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Kirsten sarcoma virus,(continued) 

transformed fibroblasts, mice, revertants, loss-proviruses 
DNA 7264. 

transformed human cells, reversion, loss-DNA 6359. 

Klebsiella pneumoniae, 

nif gene, cloning, review 4576. 

nif gene, mapping 6210. 

nif gene analysis, nitrogen fixation, genetic engineering 5103. 

nif gene DNA sequence, cloning/characterization 7068. 

nitrogen fixation, nif gene, cloning-plasmid pAC 184/plasmid 
pCRA1O0 5102. 

nitrogen fixation genes, phage Mu DNA integration, induced 
mutants 2162. 

restriction endonuclease KpnI, DNA recognition sequence 
1717. 

Kluyveromyces lactis, 

B-galactosidase genes, cloning, Escherichia coli 1696. 

permeabilized cells, DNA biosynthesis 1637. 

Krebs II ascites cells, 

encephalomyocarditis virus infected, mRNA-containing 
ribonucleoproteins, characterization 5189. 

initiation factors, purification/characterization 4752. 

ribonuclease H, isolation/characterization 7318. 

ribosomal protein L14/ribosomal protein $3 phosphorylation 
206. 


L cells, 

cell division, roletRNA Lys 6679. 

chromosomes, deoxyribonucleoproteins attachment sites, 
DNA, nucleotide sequence 2870. 

DNA biosynthesis inhibition-nitroheterocycles, mechanisms 
7176. 

DNA replication, cycloheximide, effects on 463. 

DNA-unwinding protein purification 1295. 

encephalomyocarditis virus polynucleotide 
adenylyltransferase activity 745. 

interferon treated, ribonuclease activity, mengovirus 
infection, effects on 3882. 

mengovirus-infected, polypeptides-associated RNA 
polymerase, characterization 7342. 

methyl methanesulphonate/ 4-nitroquinoline-1-oxide, DNA 
repair/damage 3169. 

nucleosomes fractions, isolation/characterization 6483. 

protein biosynthesis patterns 5864. 

radiation (X)-induced DNA single-stranded/double-stranded 
breaks, cysteamine/2-aminoethylisothiuronium bromide/2- 
mercaptopropionylglycine, ffects on 6998. 

ribonuclease F, isolation/characterization, role-interferon 
activity 3228. 

ribosomal proteins phosphorylation patterns, ricin, effects on 
4738. 

ricin-resistant, Sindbis virus/Semliki Forest virus replication 
2498. 

mRNA abundance, relationship-size/stability 5399. 

RNA degradation/ATP depletion, temperature effects 1526. 

satellite DNA, nucleotide sequence determination, use-phage 
T4 endonuclease IV 2092. 

transcription in vitro, sensitivity- 
ribosyldichlorobenzimidazole/rifamycin inhibition 4826. 

uptake-exogenous DNA, stimulation-a-globulin 4438. 

vaccinia virus-infected, ATP-independent DNA biosynthesis 
1648. 

virions, associated DNA polymerase (RNA-dependent), 
characterization 4515. 


La Crosse virus, 

RNA, identification-nucleocapsid protein coding segments 
5422. 

RNA genomes, comparison-Bunyamwera virus/California 
encephalitis virus 6784. 

Labyrinthula, 

rRNA, molecular weight 5972. 

Lachrymal gland, 

human, deoxyribonuclease, detection/role 3891. 

a-Lactalbumin, 

mRNA, content-mammary gland, rats, during gestation/ 
lactation 6012. 

mRNA, isolation-normal/tumours, human mammary gland 
3522. 

mRNA, regulation, mammary gland, rats 276. 

mRNA, translation, mammary gland, rats 938. 

B-Lactamase, 

genes, Escherichia coli , DNA repeated segments, isolation/ 
characterization 7064. 

Lactobacillus acidophilus, 

adenosine (N®%(A?-isopentenyl)) containing tRNA, half-life 
3448. 

Lactobacillus casei, 

TMP synthetase, inhibition- UMP (5(a-bromoacetyl)-2’- 
deoxy) 5648. 

TMP synthetase, sulphydryl groups modification, 
polyoxyanions, effects on 3280. 

TMP synthetase, UMP (5-fluoro-2'-deoxy) dissociation, 5,10- 
methylenetetrahydrofolate, effects on 2220. 

Lactobacillus leichmannii, 

ribonucleoside-triphosphate reductase, inhibition-CTP 
arabinoside 4055. 

Lactogen, 

mRNA, human placenta, translation-Xenopus laevis oocytes 
5436. 

B-Lactoglobulin, 

precursors, biosynthesis-wheat germ cell-free system, 
mRNA, mammary gland, cattle, translation 4250. 

Lagenaria vulgaris, 

leaves, RNA content, bottlegourd mosaic virus, effects on 
2501. 

Lanthanide, 

interaction- ADP/dADP, n.m.r. 5301. 

Lanthanum, 

binding-DNA 6954. 

Lattuca sativa, 

DNA, cytosine (5-methyl) content, gibberellic acid, effects on 
1073. 

Lead, 

compounds, catalysis-oligonucleotides synthesis 6630. 

exposure, effects on membrane-bound ribosomes, 
Micrococcus luteus 4731. 

Ledakrin, 

inhibition-RNA biosynthesis in vitro, mechanisms 3601. 

Leghaemoglobin, 

complementary DNA, preparation/leghaemoglobin genes 
localization, Glycine max 2169. 

genes, Glycine max , cloning 6374. 

mRNA, Lupinus , isolation/translation 6930. 

Legionnaire’s disease agent, 

DNA, characterization 2646. 

Leishmania tarentolae, 

kinetoplasts DNA, isolation-components 4881. 

Lemna gibba, 

nuclei, RNA polymerase I/RNA polymerase II activity 
during continuous light 7344. 

mRNA, regulation-light 920. 
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Lemna gibba, (continued) 

RNA biosynthesis, light radiation, effects on 6023. 

Lemna minor, 

DNA biosynthesis/RNA biosynthesis, atrazine, effects on 
3193. 

Lettuce necrotic yellow virus, 

RNA polymerase (RNA-dependent), assays, infected plants 
3258. 

Lettuce speckles mottle virus, 

double-stranded RNA, sedimentation 5967. 

Leu-enkephalin, : 

synthetic genes, cloning/expression-Escherichia coli 6365. 

Leucocytes, 

human, DNA nucleotidylexotransferase, assay 4512. 

human. interferon, inhibition- DNA biosynthesis, RSa cells 
1109. 

human, radiation (u.v.)-induced DNA repair, age, effects on 
7177. 

Leucocytes (mononuclear), 

subpopulations, human, yellow fever virus vaccination, DNA 
biosynthesis 3183. 

Leucocytes (polymorphonuclear), 

human, RNA biosynthesis/protein biosynthesis 4817. 

phagocytosis, role-protein biosynthesis 1897. 

Leucomycin, 

derivatives, antibacterial activity, Escherichia coli , 
relationship-ribosomes binding 209. 

Leucovorin, 

combination-high-dose methotrexate, treatment, osteogenic 
sarcoma, effects on DNA biosynthesis, bone marrow 460. 

Leukaemia, 

cells, human, detection-oncornavirus DNA polymerase 
(RNA-dependent) 6437. 

cells, human, detection-viruses-related DNA 6943. 

cells, human, DNA, homology-RNA, Moloney leukaemia 
virus 7100. 

cells, human, Philadelphia chromosome-positive, sister 
chromatid exchange 1297. 

cells, human, RNA, occurrence-oncornavirus nucleotide 
sequence-oncornavirus, nucleotide sequence, occurrence- 
human leukaemia cells RNA 2477. 

cells. human, TMP synthetase, purification/characterization 
3931. 

cells. human, uptake-DNA complex-daunorubicin/ 
doxorubicin 7229. 

cells, mice, DNA, trans-dichlorodiammine platinum (II)- 
induced cross-linking-proteins, quantitation, methodology 
6542. 

cells, mice, quantitation-intercalating agents-induced DNA 
strands breaks 6251. 


diagnosis, human, role-DNA nucleotidylexotransferase 1201. 


human, oncornavirus association/detection, review 2282. 

induction-N-butyl-N-nitrosourea, chromosomes, rats 636. 

myeloblasts, stimulation-DNA biosynthesis, inhibition- 
lymphocytes B antisera 3174. 

Leukaemia (acute), 

anatysis-human peripheral blood cells DNA content during 
treatment 4874. 

cells, human, DNA reassociation kinetics 5007. 

chromosomes, human, hybridization-satellite DNA 1790. 

treatment, use- DNA complex-daunorubicin/doxorubicin 
7234. 

Leukaemia (acute nonlymphatic), 

cells, sensitivity: DNA complex-daunorubicin 7233. 

treatment, use-DNA complex-daunorubicin 7232. 

Leukaemia (acute nonlymphoblastic), 

human, treatment, use- DNA complex-daunorubicin 7235. 


Leukaemia (chronic lymphatic), 

human, lymphcytes B, DNA biosynthesis, mitogens, effects 
on 3192. 

lymphocyte, RNA (heterogeneous nuclear), double-stranded 
RNA content 1459. : 

lymphocytes, DNA biosynthesis/poly(ADP-ribose) 
biosynthesis, human 1666. 

lymphocytes, RNA (heterogeneous nuclear), double-stranded 
RNA content 230. ~ 

Leukaemia (chronic lymphocytic), 

effects on DNA methylation, lymphocytes, cattle 6888. 

Leukaemia Li210 cells, 

DNA damage, induction-4'-(9-acridinylamino)-N- 
methanesulphonyl-m-anisi 355. 

Leukaemia L5222, 

treatment-cyclophosphamide, uridine (5-ethyl-2’-deoxy), 
effects on 4648. 

Leupeptin, 

effects on radiation (X)-induced sister chromatid exchange, 
C3H cells, mice 5226. 

Levamisole, 

effects on DNA biosynthesis, macrophages 4431. 

Light, 

effects on chromosome aberrations, cells, mice 6516. 

effects on 7,12-dimethylbenz(a)anthracene/benzo(a)pyrene 
binding-DNA, embryo cells, hamsters 2574. 

effects on neocarzinostatin DNA cleavage 341. 

effects on wheat germ tRNA Phe nucleotide sequence 6673. 

Lilium candidum, 

DNA/histones content during development 604. 

Lilium longiflorum, j 

chromosomes, DNA biosynthesis during meiosis, electron 
microscopy + autoradiography 7221. 

Limnaea, 

embryos, RNA biosynthesis, inhibition-cerulenin 6838. 

Linear dichroism, 

DNA, binding-N-acetoxy-2-acetylaminofluorene 3678. 

Lipiarmycin, 

inhibition-RNA polymerase transcription initiation, bacteria 
4485. 

Lipid membranes, 

adsorption, polynucleotides, denaturation, effects on 3425. 

Lipoproteins, 

Escherichia coli outer membranes, genes regions, restriction 
endonuclease cleavage sites 7066. 

genes, Enterobacteriaceae, DNA homology 4965. 

very low density lipoprotein, production, liver, rats, 
stimulation-fatty acids, role-RNA biosynthesis 2518. 

Liposomes, 

adsorption-polynucleotides 3435. 

immobilization-plasmid pMB9 DNA 6335. 

use-nucleotides/oligonucleotides derivatives incorporation- 
mammalian cells 6645. 

B-Lipotropin, 

corticotropin, precursors, cattle, cloned complementary 
DNA, nucleotide sequence 3779. 

precursors mRNA, distribution-pituitary, cattle 4148. 

precursors mRNA, pituitary, cattle, purification/ 
characterization 5398. 

mRNA, mice, complementary DNA fragments cloning/ 
sequence analysis 5523. 

Locusta migratoria, 

testis DNA, quantitation 5938. 

Lucanthone, 


effects on rRNA gene transcription, Tetrahymena pyriformis 
5411. 
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Lumazine, 

nucleotides derivatives, synthesis/properties 6615. 

Lupinus, 

cotyledons, tRNA Met aminoacylation during germination 
6685. 

leghaemoglobin mRNA, isolation/translation 6930. 

nodules, Rhizobium bacteroids protein biosynthesis, 
polypeptides labelling 6705. 

seedlings. cotyledons, nucleoside phosphotransferase, 
purification/characterization 7382. 

Lupinus augustifolius, 

genomes DNA, sequence folding, isolation/characterization 
7102. 

Lupinus luteus, 

tRNA (aminoacyl) synthetase activity, proteins interaction, 
effects on 6687. 

tRNA (seryl) synthetase/tRNA (valyl) synthetase 
intermediates, characterization 4089. 

seeds, tRNA (methionyl) synthetase, purification/properties 
2392. 

seeds, tRNA Lys base composition 759. 

tRNA adenylyltransferase, characterization 781. 

tRNA adenylyltransferase, purification 780. 

Luteinizing hormone-releasing hormone, 

effects on RNA biosynthesis, brain regions, rats 3590. 

effects on RNA biosynthesis, pituitary cells, rats 1512. 

effects on RNA biosynthesis, pituitory, rats 3589. 

Lycopersicon esculentum, 

leaves, RNA/proteins content, (2-chloroethyl)-trimethy] 
ammonium chloride/sodium chloride, effects on 297. 

mRNA content, during ripening 1538. 

tomato white necrosis virus infection, inhibition-ribavirin 
2697. 

tumour cells, citrus exocortis viroid + Agrobacterium 
tumefaciens infection, detection-citrus exocortis viroid RNA 
837. 

Lycorine, 

effects on DNA biosynthesis, Allium cepa roots W219; 

Lygodium japonicum, 

DNA biosynthesis, spores germination 1067. 

Lymantria dispar, 

cytoplasmic polyhedrosis virus, RNA, properties 3536. 

nuclear polyhedrosis virus, DNA, characterization 6188. 

Lymph nodes, 

cells, rats, tritiated thymidine/cytidine (deoxy) utilization, 
comparison 5290. 

rats, RNA base composition/ribosomes aggregation, skin 
xenografts, effects on 4734. : 

Lymphoblastoid cell lines, 

baboons, Herpesvirus papio DNA, characterization 7051. 

DNA repair, induction-hydroxyurea, liver microsomes, 
effects on 6309. 

herpes simplex virus-transformed, DNA biosynthesis, 
inhibition-insulin 3806. 

high molecular weight DNA nucleotidylexotransferase, 

characterization 5157. 

histocompatibility antigens heavy chains/light chains 
mRNA, translation-cell-free system 5437. 

human, DNA, occurrence-initiator RNA 5932. 

human, infectious mononucleosis-derived, Epstein-Barr virus 
circular DNA, size 3732. 

human, interferon, ribonuclease activity 6388. 

human, interferon mRNA, characterization 6389. 

human, transfection-herpes simplex virus 1 DNA 4453. 

immune RNA, transfer-immune information 3283. 

xeroderma pigmentosum, N-methyl-N/-nitroN- 
nitrosoguanidine induced guanine (0®-methy]), DNA, 


excision selectivity 5562. 

Lymphoblastoma, 

cells, DNA biosynthesis/RNA biosynthesis, neothramycin/ 
effects on 5035. 

cells, mice, DNA biosynthesis, auromomycin-induced 
strands breaks 7182. 

Lymphoblasts, 

human, adenosine/adenine, effects on 711. 

human, DNA glycosylase, purification/characterization 
4521. 

Lymphoblasts B, 

adenosine (deoxy) toxicity, role-5'-nucleotidase 5284. 

Lymphoblasts T, 

adenosine (deoxy) toxicity, role-5'-nucleotidase 5284. 

Lymphocytes, 

activation-immune RNA, kinetics analysis 5181. 

cattle, DNA methylation, leukaemia (chronic lymphocytic), 
effects on 6888. 

cattle, DNA methylation specificity 1675. 

cattle, leukaemia, DNA polymerase activity 5149. 

chromatin, replication in vitro, structure 1269. 

cytolysis, inhibition-adenosine (3-deaza) 4640. 

DNA biosynthesis, induction-concanavalin A, kinetics 1107. 

DNA biosynthesis, induction Neisseria gonorrhoeae , 
Reiter’s disease 3841. 

DNA biosynthesis, inhibition-methy] acetimidate/ 
dimethyladipimate 4429. 

DNA biosynthesis, inhibition-thymus extracts 5067. 

DNA biosynthesis inhibitors, characterization 3190. 

DNA sedimentation properties, erythrocytes, effects on 2093. 

guinea-pigs, DNA biosynthesis, amino acids, effects on 3188. . 

human, aplastic anaemia, DNA, characterization 411. 

human, cell culture, nucleoproteins, occurrence-RNA 589. 

human, DNA biosynthesis, inhibition-macrophages 
immunosuppressive factor 2135. 

human, DNA biosynthesis, stimulation-Escherichia coli 
lipopolysaccharides 2137. 

human, DNA biosynthesis, stimulation-organomercurials 
5577. 

human, DNA biosynthesis/RNA biosynthesis/protein 
biosynthesis, a-difluoromethylornithine/methylglyoxal 
bis(guanylhydrazone), effects on 3187. 

human, DNA repair, excision, recurrent herpes simplex virus 
4405. 

human, DNA replication, anaemia (megaloblastic), effects on 
7218. 

human, excision DNA repair, radiation (u.v.) saturation, 
effects on 6311. 

human, growth/function, adenosine (deoxy)/guanosine 
(deoxy), effects on 4642. 

human, normal/leukaemia (chronic lymphatic), DNA 
biosynthesis/poly(ADP-ribose) biosynthesis 1666. 

human, normal/leukaemia, nuclei/cytoplasm, content- 
poly(A)-containing RNA 2437. 

human, phytohaemagglutinin induced stimulation, inhibition- 
cytokinins 5280. 

human, phytohaemagglutinin-stimulated, CDP reductase 
activity 3924. 

human, phytohaemagglutinin-stimulated, poly (A)-containing 
mRNA, degradation phytohaemagglutinin 6055. 

human, cis-platinum diamminedichloride(II) mutagenesis 
2718. 

human, ribosomes-bound translation inhibitors, 
characterization 5902. 

human, sister chromatid exchange, chemicals-induced DNA 
damage 7448. 

human, tritiated thymidine/cytidine (deoxy) utilization, 
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Lymphocytes,(continued) 
comparison 5291. 

human, uracil-DNA glycosidase-induction during stimulation 
6452. 

human Jung tumours, adenosine deaminase/purine-nucleoside 
phosphorylase activity 2813. 

inhibition-bone marrow stem cells, RNA, liver, cattle, effects 
on 5650. 

irradiated, DNA alkaline denaturation, kinetics, relationship- 
single-stranded breaks frequency 5468. 


lymphocytes B, man, Epstein-Barr virus transformation 5596. 
mammals, purine-nucleoside phosphorylase distribution 1740. 


normal/leukaemia (chronic lymphatic), RNA (heterogeneous 
nuclear), double-stranded RNA content 230, 1459. 

phytohaemagglutinin stimulated, DNA repair following 
radiation (u.v.) 6310. 

phytohaemagglutinin-stimulated, DNA synthesis, 
measurement 6332. 

pigs, irradiated, DNA repair 436. 

spleen, mice, mRNA-containing ribonucleoproteins, 
characterization 2234. 

stimulation-concanavalin A, effects on ribosomes biological 
activity 2429. 

systemic lupus erythematosus, effects on DNA biosynthesis, 
human bone marrow cells 3181. 

transformation, induction-autologous DNA 3200. 

transformation, role-glycolysis 1141. 

Lymphocytes B, 

adenosine (deoxy)/guangsine (deoxy), effects on 103. 

antisera, inhibition-leukaemia myeloblasts DNA biosynthesis 
stimulation 3174. 

binding-poly (I.C), mice 4673. 

DNA biosynthesis, mitogens, effects on 3192. 

DNA metabolism, inhibition-Epstein-Barr virus 2102. 

human, 5’-nucleotidase activity 5164. 

human, radiation (u.v.)-induced excision DNA repair, 
hydroxyurea/cytosine arabinoside, effects on 6308. 

mice, binding-poly (I.C) 4673. 

Lymphocytes T, 

adenosine (deoxy)/guanosine (deoxy), effects on 103. 

human, 5’-nucleotidase activity 5164. 

human, radiation (u.v.)-induced excision DNA repair, 
hydroxyurea/cytosine arabinoside, effects on 6308. 


human malignant, adenosine (deoxy)/thymidine toxicity 5285. 


insulin binding sites development, role-RNA biosynthesis/ 
protein biosynthesis 6889. 

Lymphoid cell lines, 

normal/abnormal, human, carcinogens/mutagens effects on 
DNA repair/chromosome aberrations/sister chromatid 
exchange 5051. 

Lymphoid cells, 

DNA, damage-N-acetoxy-2-acetylaminofluorene 2573. 

rabbits, mitogens-induced DNA biosynthesis, nucleotides 
(cyclic)/isoprenaline/cholera toxin, effects on 1671. 

Lymphoma, 

see also Burkitt’s lymphoma 

cells, mice, chromatin structure, glucocorticoids, effects on 
7445, 

cells, mice, DNA methylation during growth 6845. 

diagnosis, human, roleeDNA nucleotidylexotransferase 1201. 

human, DNA nucleotidylexotransferase activity 5639. 

Thy-1 antigen-positive, DNA biosynthesis/RNA 
biosynthesis, mitogens, effects on 5580. 

Lymphosarcoma, 

mice, nonhistone proteins phosphorylation, hydrocortisone, 
effects on 7425, 

rats, phage T2 antibodies induction-infected spleen RNA 
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6899. 

Tupaia belangeri , herpesvirus DNA, restriction 
endonuclease EcoRI analysis 6183. 

Lysine, ae 

codons, suppressors, isolation/characterization, Escherichia 
coli 2939. 

complex-poly (I.C), interferon induction, dogs 5813. 

copolymers-amino acids (aromatic), interaction-DNA 547 A. 

deficiency, rats, effects on DNA/chromatin metabolism, liver 
452. 

interaction-phage JI DNA 4265. 

Lysosomes, y 

liver, mice, deoxyribonuclease II activity, Friend leukaemia 
virus infection, effects on 5135. 

Lysozyme, 

genes, chickens, isolation/characterization 6233. 

genes, chickens, organization 3128. 

mRNA, control during oestrogen administration/withdrawl, 
chickens 3012. 

mRNA, genes, cloning 484. 

Lytechinus pictus, 

histones, RNA transcription-RNA polymerase II 1727. 

histones mRNA biosynthesis, association-embryogenesis 285. 

repetitive DNA frequency, evolutionary genetics 2085. 

zygotes, maternal mRNA poly (A), complex formation- 
proteins following fertilization 5245. 

Lytechinus variegatus, 

rRNA gene, structure 6225. 

rRNA gene clusters, restriction endonuclease analysis/ 
cloning 4987. 

tRNA gene regions, mapping 7083. 

sperm, satellite DNA, characterization 397, 1617. 

spermatozoa, high molecular weight satellite DNA, isolation 
955. 

spermatozoa/embryos, DNA, cytosine (5-methyl) content 
Sil2a: 

L1210 cells, 

DNA, cross-linking-nonhistone proteins, bis(2-chloroethyl) 
methylamine 961. 

DNA biosynthesis, 1,3-bis(2-chloroethyl)-1-nitrosourea, 
effects on 5561. 


_ DNA polymerase a/DNA polymerase B/DNA polymerasey/ 


DNA polymerase (RNA-dependent), inhibition- 
phosphonoacetic acid 2798. 

mice, RNA polymerase, characterization 520. 

5'-nucleotidase activity 7387. 

RNA biosynthesis, inhibition-adenine (9-6-D-xylofuranosyl), 
coformycin (2'-deoxy), effects on 2512. 

L929 cells, 

interferon-mediated RNA degradation, properties 1541. 

interferon mRNA, translation in vitro/in vivo 940. 

interferon-treated, mice, catalysis-initiation factor 2 
phosphorylation 4136. 

interferon-treated, poly (I.C), effects on 6649, 6650. 

mice, interferon-treated/viruses-infected, proteins 
phosphorylation, double-stranded RNA, effects on 2524. 

poly (I.C)/DEAE-dextran, interferon-induction 5315. 

reovirus mRNA caps methylation, interferon, effects on 5957, 


Macaca arctoides, 


C-type virus, related sequence, occurrence-carnivores DNA 
4257. 
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Macromomycin, 

damage-DNA, HeLa cells 2043. 

DNA strands scission, KB cells 4912. 

effects on DNA biosynthesis/DNA strands breakage, 
tumour cells 5564. 

Macromycin, 

inhibition-DNA biosynthesis/DNA damage, Novikoff 
hepatoma ascites cells 6102. 

Macronuclei, 

Stylonychia mytilus , chromatin structure 3334. 

Macrophages, 

DNA levels, assays 3057. 

human, immunosuppressive factor, inhibition-DNA 
biosynthesis, lymphocytes 2135. 

human, immunosuppressive factor, inhibition-DNA 
biosynthesis/RNA biosynthesis/protein biosynthesis, 
lymphocytes 2136. 

mice, differentiation stimulating factor production, 
stimulation-poly (I-C)/poly (A-U) 2368. 

mice, DNA biosynthesis, foreign-body tumourigenesis 2124. 

silicon oxide-treated supernatants, effects on DNA/RNA 
metabolism, granuloma cells, rats 6316. 

Magnesium, 

binding-oligonucleotides 3433. 

effects on Bacillus stearothermophilus elongation factor Tu 
properties 4745. 

effects on DNA biosynthesis inhibition-calcium deprivation, 
3T3 cells 465. 

effects on DNA biosynthesis/RNA biosynthesis/protein 
biosynthesis, Novikoff hepatoma/normal liver cells 2730. 

effects on Escherichia coli ribosomes translocation assays 
53511. 

effects on Escherichia coli tRNA (phenylalany!) synthetase 
catalytic properties 6692. 

effects on histone H1-poly (ADP-ribose) complex formation 
603. 

effects on phage QB read-through protein biosynthesis, 
Escherichia coli cell-free system 6701. 

effects on protein biosynthesis/DNA biosynthesis, BALB/ 
c3T3 cells 7208. 

effects on ribosomal proteins iodination 5352. 

role-tRNA Ile aminoacylation, Escherichia coli 770. 

starvation, effects on ribosomal proteins dissociation- 
Escherichia coli polyribosomes 6728. 

Magnesium chloride, 

effects on tRNA (aminoacyl) synthetase chromatography 
(affinity) 2387. 

Maleic hydrazide, 

effects on RNA biosynthesis, Pisum seeds 6048. 

Malic enzyme, 

mRNA, liver, chickens, translation-wheat germ lysates/ 
Xenopus laevis oocytes 6069. 

Malobacterium cutirubrum, 

rRNA 5S, nucleotide sequence 249. 

Mammalian cells, 

DNA, replication initiation sites, spatial distribution, 
statistical analysis 4367. 

role-adenosine/adenosine (2’-deoxy), review 5701. 

Mammary gland, 

human, normal/tumours, isolation-caseins/a-lactalbumin 
mRNA 3522. 

mice, DNA biosynthesis, Nocardia rubra cell walls skeleton, 
effects on 2724. 

rats, a-lactalbumin mRNA translation 938. 

rats, ribonuclease activity, stimulation-calcium 2773. 

Mammary gland tumours, 

mice strains, DNA, mammary tumour virus proviruses 


sequence detection 6086. 

Mammary tumour virus, 

DNA, endogenous, comparison-normal/feral mice 4454. 

DNA, integration sites-hepatoma cells, rats, characterization 
3864. 

DNA, integration-viruses infected normal mammary gland/ 
tumours, mice 3863. 

DNA-binding protein, purification/characterization 2268. 

expression, during mammary gland tumourigenesis, BALB/c 
mice 3598. 

expression-BALB/c cells, dexamethasone, effects on 6829. 

intracellular RNA, structure analysis 5378. 

proviruses DNA sequence detection-mammary gland 
tumours, mice strains 6086. 

related DNA sequence, rats, distribition 7092. 

RNA, detection-BALB/c cells 2435. 

mRNA, detection-producer cells, mice 4754. 

RNA, expression during mammary gland development, mice 
4237. 

RNA, expression-mammary gland cells, mice 2755. 

RNA, translation, precursors polypeptides phosphorylation 
2395. 

mRNA, translation-cell-free system 4093. 

RNA biosynthesis, regulation-embryos carcinoma cells/ 
teratocarcinoma myoblasts 6003. 

RNA biosynthesis, urethane/radiation (X)/hormones- 
induced mammary gland tumours, BALB/c cells 6820. 

mRNA 35S/mRNA 24S, translation, reticulocyte lysate, 
rabbits, identification-products 4852. 

specific DNA, distribution-chromosomes, mice 4258. 

transformed cells, adenosine (5'-deoxy-5'-S-isobutyl), effects 
on 1848. 

Manduca sexta, 

larvae, fat bodies, RNA polymerase II, isolation/ 
characterization 2791. 

Manganese, 

ATP complex, e.s.r./n.m.r. 1856. 

complex-ADP, n.m.r. 119. 

effects on RNA biosynthesis/protein biosynthesis, Zea mays 
coleoptiles 2509. 

interaction-ADP/dADP, n.m.r. 5301. 

interaction-ATP, n.m.r./e.s.r. 6621. 

interaction--RNA-derived nucleosides analogues, n.m.r. 4626. 

D-Mannofuranose, 

adenine nucleosides/guanine nucleosides, synthesis 68. 

Marek’s disease virus, 

DNA, comparison-herpesvirus (turkey) 4952. 

DNA, integrated-tumour cell lines, chickens 7054. 

DNA homology-herpesvirus (turkey) 4328. 

genomes, transcription-lymphoblastoid cell lines, chickens 
3581. 

transcription control, induced tumours, chickens 4189. 

transformed lymphoid cell lines, avian sarcoma virus 
restriction 1686. 

Mason-Pfizer monkey virus, 

proviruses sequence detection, DNA, placenta, Macaca 
mulatta 6089. 

Mass spectroscopy, 

analysis-DNA base composition 2593. 

characterization-DNA modified bases 6130. 

dinucleoside monophosphates methylation products 2348. 

ionization, purines/pyrimidines/nucleosides/nucleotides 6556. 

mass spectrometryformycin B, antibiotics, strature 1844. 

nucleoside monophosphate 4654. 

oligonucleotides pyrolysis products 145. 

uracil (1,3-dimethyl) + thymine (1,3-dimethyl) base stacking 
4617. 
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Mass spectroscopy,(continued) 

uracil methyl derivatives 45. 

Mastocytoma, 

cells. mice, DNA inverted repeat sequence, distribution/ 
methylation 7101. 

Mastomys natalensis, 

papilloma virus DNA, characterization 2631. 

Matrix protein, 

nuclei, mice, DNA binding 3984. 

Matthiola incana, 

seedlings, nuclei, uptake-homologous DNA 6341. 

MDCK cells, 

nuclei, accumulation-influenza virus RNA transcription 
products, antibiotics, effects on 3580. 

Measles virus, 

infected Vero cells, RNA translation-wheat germ cell-free 
system 6905. 

proviruses, DNA, detection-systemic lupus erythematosus 
5440. 

replication, inhibition-ribavirin 1647. 

Medroxyprogesterone acetate, 

effects on RNA polymerase I/RNA polymerase II/chromatin 
template activity, kidney, mice 1184. 

Meiosis, 

chromosomes, condensation/duplication 2864. 

pigs/rabbits oocytes, fate-RNA/proteins 307. 

Saccharomyces cerevisiae , inhibition-ammonia 789. 

Melanin, 

biosynthesis, tissues/cell lines, melanoma, relationship-tRNA 
Tyr 4686. j 

Melanoma, 

cell lines, human, chromosomes damage-melphalan 1274. 

cell lines, human, resistance-radiation (u.v.)/radiation 
(ionizing), cloning methodology, effects on 2584. 

cells, DNA biosynthesis, prostaglandins, effects on 6283. 

cells, hamsters, DNA uridine (5-bromodeoxy) distribution, 
cytidine (deoxy), effects on 7095. 

cells, mice, DNA biosynthesis, N-alkyl-N-nitrosoureas, 
effects on 6293. 

human, DNA polymerase (RNA-dependent), purification/ 
characterization 5162. 

tissues/cell lines, tRNA Tyr, relationship-melanin 
biosynthesis 4686. 

Melanoma B16, 

mice, high molecular weight RNA, characterization 2480. 

Melittin, 

mRNA, isolation/translation 5707. 

Melphalan, 

damage-chromosomes, human melanoma cell lines 1274. 

Membrane proteins, 

role-vesicular stomatitis virus inhibition-DNA polymerase 
(RNA-dependent), in vitro 3268. 

Membrane vesicles, 

Haemophilus parainfluenzae , DNA binding activity 6527. 

Membranes, 

components, reticulocytes, inhibition-protein biosynthesis 
elongation 5362. 

mitochondria, adsorption-polynucleotides 3435. 

reticulocytes, rabbits, ribonuclease M, isolation/ 
characterization 3886. 

role-DNA biosynthesis, radiation-treated Escherichia coli 
5013. 

Mengovirus, 

antiviral agents, pyrimidines derivatives 1346. 

double-stranded RNA, replicative form infectivity, 
conversion-replicative intermediates 6895. 

infected L cells, polypeptides-associated RNA polymerase, 


characterization 7342. 

infection, effects on ribonuclease activity, interferon treated L 
cells 3882. 

infection, protection-poly (I.C)/interferon 6653. 

C-nucleosides, antiviral activity 6610. 

RNA, infectivity, characterization 3629. 

RNA, isolation, methodology 3528. 

RNA, isolation/characterization 5379. 

RNA, 5’-terminus proteins lacking, translation-cell-free 
system 4238. 

RNA, translation-Acetabularia cytoplasm 1529. 

2-Mercaptopropionylglycine, 

effects on radiation (X)-induced DNA single-stranded/ 
double-stranded breaks, L cells 6998. 

2-Mercapto- 1-(6-4-Pyridethyl) benzimidazole, 

inhibition- DNA polymerase induction, herpes simplex virus 
2, HeLa cells 2797. 

effects on vaccinia virus replication, HeLa cells 3804. 

Mercurialis annua, 

ribosomes, binding-cytokinins 6575. 

Mercuric chloride, 

complex formation-nucleosides 81. 

Mercury, 

effects on Escherichia coli DNA hydroxyapatite 
chromatography 328. 

Metaliothionein, 

mRNA, liver, rats, purification/characterization, translation- 
wheat germ cell-free system 2475. 

mRNA, liver, rats, translation-wheat germ cell-free system 
2540. 

Metals, 

see also specific metals 

activators, effects on Escherichia coli DNA polymerase I 
DNA biosynthesis in vitro, fidelity 4504. 

binding-cytidine, n.m.r./spectroscopy (Raman) 2327. 

colouration-pyrimidine (6-amino-5-nitroso-1,2,3,4-tetrah 
derivatives 2309. 

complex-DNA, dielectric dispersion 980. 

complex-DNA, spectroscopy (u.v.) 6955. 

complex-tetracycline, binding-DNA/polynucleotides 4269. 

complex-uridine/thymidine, preparation 1838. 

complexes-bleomycin, effects on DNA, V79 cells 338. 

effects on adenosine (etheno) derivatives fluorescence 4629. 

effects on adenosine/AMP/ADP/ATP electrophoresis 3392. 

effects on deoxyribonucleoproteins 1755. 

effects on DNA electrochemical insolubilization 5473. 

interaction-ATP, spectroscopy (Raman) 5783. 

interaction-nucleosides/nucleotides 69. 

role-daunomycinone/daunomycin/adriamycin binding-DNA/ 
polynucleotides 4268. 

Metepa, 

effects on DNA biosynthesis, Blepharisma intermedium 
6291. 

effects on RNA biosynthesis, Blepharisma intermedium 
6019. 

effects on Stylonychia notophora RNA biosynthesis/protein 
biosynthesis 1990. 

Methadone, 

perinatal, effects on DNA biosynthesis/RNA biosynthesis/ 
protein biosynthesis, brain, rats 3835. 

Methanobacterium thermoautotrophicum, 

genomes DNA, organization 7069. 

Methionine, 

analogues, effects on rRNA biosynthesis, Saccharomyces 
cerevisiae 3015. 

deprivation, effects on Sindbis virus RNA biosynthesis, 
Aedes albopictus cells 4192. 
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Methionine,(continued) 

effects on DNA biosynthesis, human bone marrow cells 459. 

starvation, Vero cells, base Y-lacking tRNA Phe biosynthesis 
175. 

Methionine sulphoximide, 

effects on tRNA methylation, brain, rats 4689. 

Methotrexate, 

effects on RNA polymerase I/RNA polymerase II, Rauscher 
leukaemia virus-infected spleen, mice 7345. 

high-dose, combination-leucovorin, treatment, osteogenic 
sarcoma. effects on DNA biosynthesis, bone marrow 460. 

polyglutamates derivatives, accumulation, human fibroblasts, 
inhibition-DNA biosynthesis 3839. 

Methoxyflurane, 

effects on RNA biosynthesis, kidneys, rats 4835. 

8-Methoxypsoralen, 

combination-light, DNA repair, Saccharomyces cerevisiae 
radiosensitive mutants 2111. 

combination-radiation (u.v.), effects on DNA 4281. 

induction-DNA repair, lens epithelium, rats 2710. 

Methyl acetimidate, 

inhibition-DNA biosynthesis, lymphocytes 4429. 

Methyl green, 

use-Escherichia coli DNA quantitation 6081. 

N-Methy] isatin B-thiosemicarbazone, 

copper complex, effects on Rous sarcoma virus DNA 
polymerase (RNA-dependent)/ribonuclease H 1738. 

Methyl mercury, 

binding-purine nucleosides 6579. 

Methyl methanesulphonate, 

alkylation-purines/ pyrimidines/nucleosides/nucleotides 4613. 

damage/DNA repair, L cells/KB cells 3169. 

induced breakage, DNA repair, Saccharomyces cerevisiae 
55550 

induced damage, Escherichia coli mutants, DNA repair 
pathway 5547. 

induced damage/DNA repair, assays 4401. 

interaction-radiation (u.v.), induced DNA repair, Escherichia 
coli K12 7138. : 

10-Methylacridine, 

binding-calf thymus DNA 967. 

Methylazoxymethanol acetate, 

effects on DNA biosynthesis, colon organ culture, rabbits 
2138. 

inhibition-protein biosynthesis, liver, rats, mechanisms 6707. 

Methylbenzyinitrosamine, 

DNA methylation, organs, rats 6983. 

N-Methylicarbamate, 

derivatives, mutagenesis, Salmonella typhimurium 973. 

3-Methylcholanthrene, 

binding-BHK-21 cells DNA 6982. 

binding-DNA, human diploid fibroblasts 2053. 

binding-DNA, lung, mice strains 6981. 

binding-DNA, lung/liver, mice, comparison-in vivo/in vitro 
3670. 

binding-DNA, mice 2056. 

metabolites, binding-DNA 2060. 

Methylcobalamin, : 

effects on DNA methylation, Propionibacterium shermanii 
5072. 

5,10-Methylenetetrahydrofolate, 

effects on UMP (5-fluoro-2'-deoxy) dissociation, 
Lactobacillus casei TMP synthetase 2220. 

Methylglyoxal bis(guanylhydrazone), 

effects on DNA biosynthesis/RNA biosynthesis/protein 
biosynthesis, human lymphocytes 3187. 


O-Methylhydroxylamine, 

induction-mutations, phage Sd DNA, mechanisms 6111. 

N-Methylisatin-£-Thiosemicarbazone, 

complex-copper sulphate, inhibition-Escherichia coli DNA 
polymerase I 6424. 

Methylmercury, 

effects on calf thymus DNA c.d./spectroscopy (u.v.) 6245. 

induced sedimentation heterogeneity, phage T7 DNA 7041. 

Methylmercury hydroxide, 

effects on chickens oviduct ovalbumin/conalbumin mRNA 
transcription/translation-rabbits reticyulocyte lysate 6874. 

N-MethyI-N’-Nitro-N-Nitrosoguanidine, 

induced guanine (0°-methyl), DNA, xeroderma pigmentosum 
lymphoblastoid cell lines, excision selectivity 5562. 

induction-skin tumours, croton oil enhancement, role- DNA 
biosynthesis, mice 3832. 

effects on DNA polymerase I DNA repair synthesis, toluene 
treated Escherichia coli 5031. 

induced damage, adenovirus (human) 5, host cell 
reactivation, human brain tumour cells 6314. 

induction-transformation, embryo cells, hamsters, uridine(5’- 
bromo-2'-deoxy)-photolysis, effects on 3411. 

modification-chromatin, liver, rats, Escherichia coli RNA 
polymerase templates activity, effects on 6497. 

mutagenesis, Chinese hamsters cells, thymidine/cytidine 
(deoxy), effects on 4645. 

treated Escherichia coli , guanine (O%-methyl) removal- 
Micrococcus luteus DNA 7146. 

treatment, phage T4, DNA repair, recombination 7130. 

(N-Methyl-N-nitroso-carbamy!)-L-ornithine, 

DNA damage, pancreas, rats 4902. 

N-Methyi-N-Nitrosocarbamate, 

insecticides, mutagenicity, Escherichia coli , relationship- 
DNA repair capacity 3154. 

Methylnitrosocyanamide, 

mutagenesis, Escherichia coli , mechanisms 3677. 

N-MethylI-N-Nitrosourea, 

alkylation-poly d(A-T) 1378. 

induced damage, DNA repair, LL cells 5050. 

DNA alkylation products, mice, analysis, chromatography 
(high-pressure liquid) 1566. 

effects on adenine (N?-methy}) release, chromatin DNA, 
liver, rats 4551. 

effects on DNA biosynthesis/RNA biosynthesis/protein 
biosynthesis, cell culture/mengovirus 3594. 

effects on DNA content, Nicotiana mesophyll protoplasts 
2123. 

effects on DNA repair, Bacillus subtilis DNA-membranes 
complex 4396. 

effects on guanine (O%-methy!) accumulation-DNA, 
mammary gland, rats 6984. 

induced, single-stranded breakage, DNA repair, Escherichia 
coli, recA gene/polA! gene/exrA gene mutations, effects on 
7140. 

induced damage, DNA, Bacillus stearothermophilus , 
resistance 3810. 

induced damage, spermatozoa, mice, DNA repair 5044. 

methylation-chromatin DNA, inhibition-spermine/ 
distamycin A 972. 

pretreatment-DNA, organs, rats, guanine (O°-methyl) 
distribution 6110. 

treated V-79 cells, DNA repair 7178. 

treatment-DNA, deoxyribonuclease I sensitive/resistant 
regions, brain, rats, alkylation products removal 7297. 

N-Methyl-N-Nitrosourethane, 

induced damage, pancreas, guinea pigs, DNA repair 3161. 
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a-Methylornithine, 

effects on DNA biosynthesis/RNA biosynthesis, 
Chaetopterus /Acetabularia 5570. 

Metronidazole, 

interaction-DNA 4284. 

Micrococcin, 

resistant mutant, Bacillus subtilis , ribosomal proteins 
alterations 6712. 

Micrococcus luteus, 

DNA, conformation, c.d. 6198. 

DNA, guanine (O%-methyl) removal use-N-methyl-N‘-nitro- 
N-nitrosoguanidine-treated Escherichia coli 7146. 

endonuclease, isolation/characterization, role-DNA repair, 
radiation (y)-induced lesions 6383. 

endonuclease, purification/characterization 1712. 

membrane-bound ribosomes, lead exposure, effects on 4731. 

polynucleotide nucleotidyltransferase, bonds formation 4518. 

polyribonucleotide nucleotidyltransferase, characterization, 
microheterogeneity 550. 

radiation (u.v.) treated, post-replication DNA repair/sister 
chromatid exchange, chloramphenicol, effects on 5038. 


Micrococcus lysodeikticus, 
DNA polymerase, template primer activity, DNA, nuclei, 
liver/cerebellum, mice 535. 


Micrococcus radiodurans, 

DNA polymerase I-associated exonuclease, characterization 
1148. 

DNA repair, radiation (y), effects on 5039. 

iodine-125 decay-induced DNA breakage, DNA repair 3815. 


Microsomes, 

liver, mice, DNA biosynthesis, carcinogens, effects on 5045. 

membranes, pancreas, dogs, associated mRNA, translation- 
wheat germ cell-free system, products analysis 6073. 

Microtubules, 

formation, inhibition-DNA, brain, pigs 1558. 

Vero cells/HeLa cells, adenosine (3’-deoxy), effects on 4038. 

Microtus agrestis, 

cells, DNA repair/survival following radiation (u.v.) 6292. 

transformed/revertant cells, Rous sarcoma virus RNA, 
characterization 3542. 

Mildiomycin, 

nucleoside antibiotics, isolation/characterization, 
Streptoverticillium rimofaciens 3378. 

nucleoside antibiotics, structure 4639. 

Mill Hill 2 virus, 

genomes RNA, size 6785. 

RNA, specific sequence, comparison-avian 
myelocytomatosis virus MC29 4777. 

Minichromosomes, 

DNA, SV40, transcription-RNA polymerase, calf thymus/ 
Escherichia coli 6825. 

SV40, histones acetyl groups, turnover 3947. 

Mink cell focus-inducing virus, 

RNA, nucleotide sequence, homology-AKR leukaemia virus 
Ssh 

Minute virus of mice, 

RNA, electron microscopy 5954. 

Mitochondria, 

brain, rats, DNA biosynthesis/RNA biosynthesis/protein 
biosynthesis 2688. 

DNA, Chlamydomonas reinhardtii , isolation/ 
characterization 1615. 

DNA, circular, Saccharomyces cerevisiae, resolution, 
electrophoresis 1041. 

DNA, heterogeneity, liver, rats 409. 

DNA, rats, cloning 4469. 


DNA, rats liver, primary structure, comparison-ascites 
hepatoma 413. 

DNA, RNA 4S genes, Xenopus laevis , mapping, electron 
microscopy 401. 

hamsters, cells, rRNA 17S, methylated residues, 
characterization 252. 

human cells, DNA biosynthesis, ethidium bromide, effects on 
3182. 

liver, mice, DNA biosynthesis, inhibition-aflatoxin B1/ 
dimethylnitrosamine 3831. 

membrane, liver, rats, complex formation-polynucleotides 
1866. 

tRNA, review 1307. 

Saccharomyces carlsbergensis /Saccharomyces cerevisiae , 
DNA, nucleotide sequence 3118. 

Saccharomyces cerevisiae , genomes, mapping, review 7. 

Saccharomyces cerevisiae , tRNA (Phe), nucleotide sequence 
2935. 

Saccharomyces cerevisiae , tRNA Phe, nucleotide sequence 
1876. 

Mitochondrial DNA, see DNA. 

Mitogens, 

effects on DNA biosynthesis/RNA biosynthesis, Thy-1! 
antigen-positive lymphoma 5580. 

induced DNA biosynthesis, lymphocytes, role-viruses 
infection/replication 4430. 

Mitomen, 

treatment, mice, DNA repair, assay 1085. 

Mitomycin B, 

interaction-DNA 963. 

Mitomycin C, 

binding-DNA, guanine specificity 4285. 

effects on DNA biosynthesis/RNA biosynthesis, bladder 
tumours, human 1110. 

effects on SV40 DNA replication, permissive cells, kidney, 
hamsters 7120. 

induced damage, DNA repair, human lymphocytes, 
inhibition-caffeine 2121. 

induced sister chromatid exchange, frequency, human 
lymphocytes 2262. 

induced sister chromatid exchange, mice/rats, age, effects on 
1276. 

induction-viruses/DNA, SV40-transformed cells, mice 1131. 

injury, human fibroblasts-like cells, effects on DNA 
biosynthesis 5560. 

interaction-DNA 340. 

Mitosis, 

Allium cepa meristem, cytosine arabinoside, effects on 3402. 

Chinese hamsters cell culture, RNA biosynthesis/protein 
biosynthesis inhibition, effects on 295. 

chromosomes, condensation/duplication 2864. 

nucleoli dispersion, uridine (5-fluorodeoxy), effects on 109. 

Modeccin, 

effects on protein biosynthesis, ribosomes, liver, rats 5899. 

effects on tRNA (aminoacyl) binding-Artemia salina 
ribosomes 2963. 

elongation factor 2-induced sensitization-ribosomes, 
reticulocytes, rabbits 5359. 

inhibition-elongation, protein biosynthesis, Artemia salina 
1922. 

Molluscs, 

neurons, RNA biosynthesis, culture medium ionic strength/ 
osmolarity, effects on 286. 

Moloney leukaemia virus, 

chromosomes integration sites, genomes, BALB/Mo cells, 
mice, mapping 5232. 

DNA, infected fibroblasts, mice, detection-multiple 
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Moloney leukaemia virus,(continued) 
integration sites 6186. 

DNA biosynthesis, tRNA Pro interaction-genomes RNA 
7116. 

DNA polymerase, DNA biosynthesis, mechanisms 4375. 

DNA polymerase, RNA-depend, characterization 2207. 

DNA sequence, integration-chromatin, BALB/Mo cells, 
mice, structure 4954. 

gene expression/gene amplification, organs, mice, age 
dependence 4190. 

infection-cells, mice, DNA copies, effects on 2740. 

infectivity, containing, DNA, mapping 4953. 

reverse transcription, high molecular weight complementary 
DNA products 6274. 

ribonuclease T1 oligonucleotides, comparison-HIX virus 
1940. 

RNA, homology-human leukaemia cells DNA 7100. 

RNA, nonhomology region-HIX. virus, heteroduplexes 
analysis 857. 

RNA biosynthesis, interferon-treated cells, mice 1981. 

RNA splicing, electron microscopy 858. 

Moloney sarcoma virus, 

complementary DNA sequence, transcription-transformed 
cell lines, mice 2756. 

DNA fragments, induction-transformation, fibroblasts, mice 
3210. 

double-stranded DNA biosynthesis, products 
characterization 7115. 

induction-tumours, nucleases activity, mice 3880. 

strains, RNA nucleotide sequence homology 856. 

transformed 3T3 cells, revertants, loss-specific RNA 
nucleotide sequence 3209. 

Molybdenum, 

effects on RNA replication, Nicotiana tabacum 3040. 

Monkeypox virus, 

DNA, restriction endonuclease fragments, electrophoresis 
1014. 

replication, inhibition-uridine (5'-iodo-2'-deoxy), lung cells, 
rabbits 1852. 

Monophenol monooxygenase, 

mRNA, Coriolus versicolor /Pleurotus ostreatus /Pholiota 
mutabilis , characterization 1951. 

Morris hepatoma, 

a-foetoprotein mRNA, isolation 5938. 

a-foetoprotein mRNA, purification/quantitation during 
development 6922. 

tryptophan oxygenase/tyrosine aminotransferase MRNA 
activity 3600. 

Mosquitoes, 

DNA polymerase, purification/characterization 534. 

Mucor racemosus, 

RNA biosynthesis during morphogenesis 3027. 

Mudjinbarry virus, 

recombination-Wallal virus, RNA, characterization 1946. 

Multiple sclerosis, 

‘human, detection- DNA/RNA antibodies 2229. 

Multiplication-stimulating activity, 

regulation-DNA biosynthesis, embryo fibroblasts, chickens, 
role-polyamines 2699. 

Murine leukaemia virus, 

cytoplasmic virus-like particles, properties/expression, 
thymus, normal/lymphomatous AKR mice 4191. 

endogenous, AKR cells, induction-hydroxyurea, involvement- 
DNA repair 5046. 

exogenous/endogenous DNA, transfection 3865. 

hosts tRNA packaging 2456. 

linear/closed circular DNA, restriction endonuclease 


cleavage mapping 3741. 

related mRNA sequence, complexity/abundance, cell lines, 
embryos, mice 3514. 

replication, dexamethasone, effects on 6830. 

Murine sarcoma virus, 

transformed cells, mRNA, characterization 5960. 

Mus cervicolor, 

endogenous oncornavirus, RNA nucleotide sequence 
homology-A-type particles, Mus musculus 5374. 

Mus musculus, 

A-type particles, RNA nucleotide sequence homology- 
endogenous oncornavirus, Mus cervicolor 5374. 

Mutagenesis, 

association-DNA repair, mammals, review 2887. 

mammals cells, review 2285. 

relationship-carcinogenesis 2743. 

relationship-carcinogenesis, review 2302. 

role-DNA repair pathways, bacteria 2899. 

role-pH, review 5716. 

Mutagens, 

see also specific compounds 

chemicals, DNA damage, granuloma, rats 6987. 

effects on poly (U) binding-cells 6654. 

Mutants, 

cde mutant, Saccharomyces cerevisiae , effects on radiation 
(u.v.)-induced genes mutagenesis 7150. 

deletion mutant, phage A, attachment sites, DNA nucleotide 
sequence 378. 

deletion mutant, SV40, DNA nucleotide sequence analysis 
5504, 5506. 

dna mutant, Escherichia coli , phage pC DNA biosynthesis 
1977. 

dna mutant, Escherichia coli , phage 9X174 DNA 
biosynthesis 6268. 

dnaT mutant, Escherichia coli, DNA replication 3176. 

Escherichia coli , ribosomal protein $1, isolation/ 
characterization 5345. 

petite mutant, Saccharomyces cerevisiae , mitochondria 
DNA nucleotide sequence, adenosinetriphosphatase genes 
localization 6219. 

proteins, RNA polymerase/rRNA/ribosomal temperature- 
sensitive mutant 3612. 

rho mutant, Escherichia coli , transcription termination 
defective, RNA polymerase interaction, effects on 1177. 

rne mutant, Escherichia coli , RNA 9S, structure analysis 
1483. 

temperature-sensitive, phage 96, RNA biosynthesis/ 
replication, characterization 907. 

temperature-sensitive mutant, adenovirus (human) 5, RNA 
accumulation 1508. 

temperature-sensitive mutant, adenovirus (human) 5, DNA, 
infected KB cells, characterization 6175. 

temperature-sensitive mutant, Escherichia coli, tRNA 
(glutaminy!) synthetase/tRNA, biosynthesis regulation 6688. 

temperature-sensitive mutant, herpes simplex virus 1, 
mapping, markers rescue 1008. 

temperature-sensitive mutant, influenza A virus, RNA 
polymerase, phenotypes, comparison-wild type 7343. 

temperature-sensitive mutant, tRNA (leucyl) synthetase, 
CHO cells, revertants, isolation/characterization 4693. 

temperature-sensitive mutant, RNA polymerase, Escherichia 
coli , lactose operon expression 7272. 

temperature-sensitive mutant, RNA polymerase, Salmonella 
typhimurium , isolation/detection 7340. 

transversion mutant, phage 9X174 DNA, production- 
oligodeoxyribonucleotides 6090. 
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Mutations, 
induced-diethylsulphate, DNA biosynthesis during 
germination, Oryza sativa , seeds 3843. 


temperature-sensitive. mapping, adenovirus (human) 5 DNA 


2622. 

Mycobacterium, 

DNA base composition/genomes size 3115. 

DNA homology 1030. 

Mycobacterium avium-intracellulare, 

plasmids DNA, isolation 6947. 

Mycobacterium lacticolum, 

DNA base composition 1609. 

Mycobacterium smegmatis, 

phage ATCC 11759, DNA, physicochemical properties 
4313. 

ribosomal subunits, binding-viomycin, antibiotic resistance 
5896. 

ribosomes, antibiotic resistance, viomycin, localization- 
rRNA 2961. 

tRNA (valyl) synthetase, purification/properties 6697. 

rRNA 5S, nucleotide sequence 4179. 

Mycococcus, 

RNA biosynthesis/protein biosynthesis, relationship-cell 
cycle 3026. 

Mycoplasma, 

bases/nucleosides assimilation 1816. 

Mycoplasma buccale, 

radiation (u.v.)-induced damage, DNA repair 7147. 

Mycoplasma pneumoniae, 

trachea, pathogenesis, role-adenine 2907. 

Mycoplasmavirus MVL2, 

DNA, characterization 2627, 2628. 

Myeloma, 

cells, mice, cytoplasmic mRNA transcription units, 
characterization 884. 

cells, mice, low molecular weight RNA biosynthesis 3599. 

cells, mice, ribosomal proteins, phosphorylation 3489. 

cells, mice, RNA biosynthesis inhibition-radiation (u.v.) 
treated vesicular stomatitis virus 6045. 

cells, mice, vesicular stomatitis virus-infected, RNA 
polymerase activity 6411. 

cells, RNA biosynthesis, isoleucine starvation, effects on 
1987. 

mice, DNA-binding characterization, isolation/ 
characterization 1772. 

mice, immunoglobulins, heavy chains, mRNA, isolation/ 
characterization 4799. 

mice, immunoglobulins light chains mRNA, purification, 
methodology 2438. 

mice. MRNA, reverse transcription/translation-cell-free 
system 3648. 

Myoblasts, 

differentiation, skeletal muscle, quails, proteins mRNA 
accumulation 6029. 

Myocytes, 

rats, DNA biosynthesis during differentiation 4224. 

Myosin, 

heavy chains, mRNA, myoblasts/myotubes, chickens, 
distribution during differentiation 5928. 

heavy chains, mRNA, translation-cell-free system 5438. 

heavy chains mRNA, myotubes, rats, isolation/purification 
4155. 

light chains, mRNA, heart, chickens, isolation/purification 
2978. 

mRNA, chromatography (affinity) fractionation-ribosomal 


subunit 40S initiation factors, muscles, chickens embryos 


4746. 


mRNA translation, inhibition-translation control RNA, 
embryos muscles, chickens 2442. 

Myotubes, 

embryos, chickens, DNA biosynthesis, induction-Rous 
sarcoma virus src gene activation 1646. 

Myxovirus, 

RNA/gene expression, review 1327. 


N.or., 

adenine (lin-benzo) nucleotide interactions 6618. 

adenine cyclonucleosides/adenine arabinoside, structure 
1843. 

adenine nucleosides 6589. 

adenosine (8,2'-S-cyclo) dinucleoside monophosphate 115. 

adenosine -3,’5'- cyclophosphate conformation 3415. 

adenosine (8-methyl)-containing dinucleoside 
monophosphates, conformation 3426. 

adenosine/ATP/uridine/UTP self-stacking 93. 

adenylyl-(3’,5’)-uridine dimethyl derivatives/nucleotides, 
conformation 3427. 

ADP/dADP interaction-copper/manganese/lanthanide 5301. 

AMP, interaction-spermidine 4053. 

ATP interaction-manganese 6621. 

bromoacetate modified ribonuclease I 3224. 

calf thymus histone H1 secondary structure 4540. 

chromatin core particles, binding-histones 1266. 

CMP bisulphite adducts, pK 3417. 

conformational analysis-calf thymus/salmon spermatozoa 
DNA helix-coil transitions 7093. 

conformational analysis-thymidine derivatives 
diastereoisomers 6593. 

cytosine derivatives, photohydrates 1341. 

daunomycin-polyd(A-T) complex, structure 2929. 

detection-pH effects on purines 2304. 

deuterium, caffeine-DNA complex 2039. 

DNA + caffeine, solubilization-benzo(a)pyrene (6-oxy) 2052. 

DNA, interaction-quinacrine derivatives 969. 

DNA backbone conformational heterogeneity 2064. 

DNA conformation, nucleosomes cores particles 5217. 

DNA water sorption 4918. 

double-stranded tetranucleotide, tRNA fragments 1382. 

Escherichia coli lactose repressor, mobility 4569. 

Escherichia coli \actose repressor structure 4567. 

Escherichia coli ribosomal protein $1 5871. 

Escherichia coli ribosomes 197. 

gene 5 DNA-binding protein complex-DNA 2230. 

guanine/cytosine complex-zinc 2903. 

histone HS, erythrocytes, chickens 2237. 

hydrogen cyanide/formamide-derived adenine 3363. 

labelled nucleotides 719. 

manganese-ADP complex 119. 

manganese-ATP complex 1856. 

manganese interaction tRNA-derived nucleosides analogues 
4626. 

metals binding-cytidine 2327. 

nucleosomes/DNA solution structure/dynamics 4294. 

nucleotide (ribo)/nucleotide (deoxyribo) 110. 

nucleotides backbone conformations 6614. 

nucleotides interaction-amino acids derivatives 1855. 

octanucleotide helix-coil transitions 6637. 

oligo d(G-C) conformation, sodium chloride solutions 5812. 

oligodeoxyribonucleotides confc-mation transitions 4664. 

oligonucleotides, interaction-phage M13 gene 5 protein 2364. 
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oligonucleotides, synthesis 137. 

oligonucleotides complex-ethidium, DNA mutagenesis 
models 2930. 

poly d(A-T) duplex, dipyrandium insertion 2366. 

poly (U) secondary structure 4669. 

purine nucleotides conformation, phosphates groups 
substitution, effects on 3414. 

purines/pyrimidines interaction-acetamide 3369. 

pyrimidine (2-acetoacetamido) configuration 1806. 

pyrimidines 30, 34. 

pyrimidines, transformation reactions-s-triazines, 
mechanisms 1808. 

ribonuclease Ti conformation 3227. 

RNA helix stability 2447. 

tRNA structure/base-pairing 1391. 

self-complementary tetranucleotides 1383. 

6-substituted purines, regiospecific substituent effects 1803. 

5-substituted pyrimidines derivatives 5733. 

thymidine (ribo) roletRNA temperature stability 4680. 

TMP synthetase-UMP (5-fluorodeoxy) complex 1238. 

Torula RNA, interaction-alkylating agents 2981. 

trinucleoside diphosphates configuration, aqueous solution 
738. 

uracil hydrogen bonds-peptides, solution 3372. 

uracil/uracil (6-methyl)/uridine, complex sites, binding 
platinum II 681. 

uridine (5-halo) interaction-sodium bisulphite 4031. 

uridine (5-methylaminomethyl-2-thio)/uridine (5- 
methoxycarbonylmethyl-2-thio)/cytidine(2-thio)/UMP(>5- 
>methylaminomethyl-2-thio)/CMP(2-thio, conformation 
5760. 

yeasts tRNA Phe 1877. 

yeasts tRNA Phe, tertiary structure 6671. 

yeasts tRNA Phe backbone structure 6670. 

yeasts tRNA Phe protons exchange 6667. 

yeasts tRNA Phe structure, aminoacylation/Y base removal/ 
codons-anticodons interaction, effects on 6666. 

NADPH-cytochrome reductase, 

biosynthesis, endoplasmic reticulum membranes-bound 
ribosomes, liver, rats 3504. 

Naegleria fowleri, 

DNA/RNA content during growth 838. 

Naegleria gruberi, 

DNA biosynthesis, differentiation, effects on 2097. 

mRNA, poly (A) sequence, characterization 5389. 

Nafoxidine, 

effects on DNA biosynthesis stimulation-oestrogen, pituitary, 
rats 1651. 

Nalidixic acid, 

effects of phage Mu integration, mutagenesis, Escherichia 
coli 2764. 

effects on DNA repair, radiation (ionizing)-induced single- 
stranded breakage, Escherichia coli 3153. 

Nasopharynx tumours, 

’ aetiology, role-Epstein-Barr virus infection, review 2277. 

Necturus maculosus, 

DNA repetitive sequences 1045. 

Neisseria gonorrhoeae, 

chromosomes, plasmids, transfer-conjugation, use-mapping 
2868. 

genes exchange, mechanisms 7274. 

induction-DNA biosynthesis, lymphocytes, Reiter's disease 
3841. 

plasmids DNA, detection, methodology 2016. 

sequence-specific restriction endonuclease, identification 
S2305 


transformation, DNA uptake specificity 4460. 

transformation-derived plasmids, characterization 6252. 

Neocarzinostatin, 

cleavage-DNA, activation/inactivation 2044. 

cleavage-DNA, light/oxygen, effects on 341. 

damage-DNA, mechanisms 3079. 

DNA cleavage, nucleotides specificity 343. 

induced DNA damage/DNA repair, HeLa cells 7174. 

induction-DNA repair, HeLa cells 2120. 

inhibition-DNA biosynthesis, SV40 3803. 

sequence-specific cleavage-DNA 342. 

Neomycin, 

inhibition tRNA (aminoacyl) translocation, Escherichia coli 
ribosomes 1913. 

resistance mutation, Saccharomyces cerevisiae mitochondria 
ribosomes, characterization 6746. 

Neomycin B, 

interaction-Escherichia coli ribosomal subunits 6743. 

Neothramycin, 

effects on DNA biosynthesis/RNA biosynthesis, Escherichia 
coli /HeLa cells/lymphoblastoma cells 5035. 

Nepoviruses, 

RNA, molecular weight determination 872. 

Nerve growth factors, 

effects on protein biosynthesis, pheochromocytoma cells, 
rats, comparison-AMP (cyclic) analogues 6710. 

induction-tyrosine3-monooxygenase, rats, roleeRNA 
biosynthesis 4219. 

stimulation-pheochromocytoma cells, rats, role-RNA 
biosynthesis 2522. 

Netropsin, 

binding-DNA, radiation (u.v.), effects on 6116. 

binding-double-stranded DNA, nucleotide sequence, effects 
on 6122. 

complex-DNA, c.d. 2571. 

complex-DNA, spectroscopy (Raman) 2570. 

DNA-binding protein, binding-poly d(A.T) 5233. 

effects on DNA separation 951. 

Neuroblastoma, 

cells, poly (A) containing RNA, sequence complexity/ 
frequency distribution 4800. 

human, DNA polymerase 8/DNA polymerase a, inhibition- 
concanavalin A/ricin 5636. 

Neuroblastoma cells, 

polyribosomes mRNA, poly (A) content 6809. 

Neuroglial cells, 

lysine-rich/arginine-rich histones content, microscopy 1253. 

Neurons, 

cerebral cortex, rabbits, occurrence-repetitive DNA 1548. 

cytoplasm, rats, RNA, characterization 2473. 

lysine-rich/arginine-rich histones content, microscopy 1253. 

Neurophysin, 

containing, products, identification, mRNA, hypothalamus, 
cattle, translation-wheat germ cell-free system 6924. 

Neurospora crassa, 

conidia, DNA biosynthesis 3797. 

dehydroquinase genes carrying plasmids, cloning- 
Escherichia coli , transcription/translation 5603. 

DNA-mediated genes transformation 7275. 

DNA polymerase, purification/characterization 1 197. 

genomes, nucleotide sequence complexity/organization 7073. 

glutamine synthetase mRNA levels, regulation-nitrogen 
sources 3047. 

growth inhibition-purine (6-methyl) 3375. 

mitochondria, DNA, inheritance 5604. 

mitochondria, tRNA, base composition 755. 

mitochondria, tRNA Tyr, nucleotide sequence 3449. 
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Neurospora crassa, (continued) = 

mitochondria DNA, tRNA-rRNA gene regions, restriction 
endonuclease mapping 4981. 

mutants, DNA transcription 2166. 

mycelia, deoxyribonuclease, characterization 3230. 

nuclear mutant, defective mitochondria rRNA processing 
6028. 

RNA biosynthesis/protein biosynthesis, caffeine, effects on 
6027. 

rRNA gene, cloning/characterization 4980. 

rRNA gene clusters organization, restriction endonuclease 
fragments analysis/cloning-phage 4 7072. 

tRNA 5.85 rRNA gene, nucleotide sequence 6216. 

transformation-DNA 2165. 


Neutral red, 
DNA damage, pancreas, rats 4902. 
photoinactivation-DNA, KB cells 5459. 


Neutron scattering, 
nuclei 4558. 


Newcastle disease virus, 


defective-interfering particles, isolation/characterization 4755. 


mRNA (guanine-7-)-methyltransferase, inhibition-sinefungin 
2218. 
mRNA, transcription/translation, in vitro 933. 


Nicotiana, 

callus, cytokinins, incorporation-labelled adenine 1815. 

callus, RNA polymerase activity, auxins/cytokinins, effects 
on 4486. 

callus cells, DNA, purification, methodology 6952. 

DNA/RNA, gametes fusion, effects on 620. 

leaves, protoplasts, isolation-polyribosomes 4724. 

mesophyll protoplasts, DNA content, N-methyl-N- 
nitrosourea, effects on 2123. 

normal/alfalfa mosaic virus-infected, RNA polymerase 
(RNA-dependent) properties 3903. 

protoplasts, depolymerization-plasmid pBR313, protection- 
poly-L-ornithine 7292. 

protoplasts, uptake-phage A double-stranded DNA 5581. 

ribosomes, sonchus yellow net virus-infected, RNA, sequence 
complementarity-sonchus yellow net virus genomes 6787. 

Nicotiana glutinosa, 

tobacco ringspot virus infectivity, kinetin, effects on 5276. 


Nicotiana rustica, 
chloroplasts, RNA, characterization/biological properties 
1961. 


Nicotiana tabacum, 

alfalfa mosaic virus-infected, RNA translation 2532. 

callus, rRNA, distribution-synthetic cytokinins 105. 

cells, binding-cytokinin 49. 

chloroplasts, male-sterile lines, DNA, restriction 
endonuclease analysis 3792. 

chloroplasts, tRNA gene, cloning 5609. 

leaves, double-stranded RNA, characterization 6812. 

protoplasts, infection-tobacco mosaic virus/bromovirus 
RNA, methodology 2527. 

protoplasts, RNA biosynthesis/protein biosynthesis, osmotic 
stress, effects on 298. 

resistant cell lines, DNA, uridine (5-bromodeoxy) 
incorporation 2340, 

RNA, adenine (N®°-benzyl) incorporation, inhibition- 
cytokinins analogues 4621. 

RNA, translation-wheat germ cell-free system, chloroplasts 
ferredoxin biosynthesis 942. 

RNA polymerase (RNA-dependent), purification/ 


characterization 3259, 3905. 

RNA replication, molybdenum/sulphur, effects on 3040. 

tissues, nuclei, transcription 5402. 

cis-zeatin-D-riboside, isolation/identification 695. 

p-Nitroacetophencne, 

reaction-GMBP, role-radiosensitization 5303. 

5-Nitrofuran, 

inhibition-Trypanosoma cruzi DNA biosynthesis, 
mechanisms 4830. 

Nitrofurans, 

induction-damage/DNA repair, Escherichia coli 7139. 

Nitrofurantoin, 

DNA damage, human fibroblasts 354. 

inhibition-radiation (X) protection-Escherichia coli , 
radiation (u.v.) 1079. 

Nitrofurazone, 

induced DNA damage, mice 964. 

Nitrogen mustard, 

cross-linking-Bacillus subtilis DNA, transformation, effects 
on 3682. 

induced DNA-proteins cross-linking, fibroblasts, Chinese 
hamsters, DNA repair, phenylmethylsulphony!l fluoride, 
effects on 3821. 

Nitroheterocycles, 

inhibition-DNA biosynthesis, cells 7175. 

inhibition-DNA biosynthesis, L cells, mechanisms 7176. 

Nitronium tetrafluoroborate, 

nitration-cytosine/cytosine (1-methyl)/CMP (2’-deoxy) 2326. 

2-Nitropheny! sulphenyl chloride, 

modification, effects on prolactin stimulation-RNA 
biosynthesis, mammary gland, mice 2505. 

4-Nitroquinoline 1-Oxide, 

damage/DNA repair, L cells/KB cells 3169. 

inhibition-DNA biosynthesis, mechanisms 3146. 

induced damage, human fibroblasts, DNA repair 7169. 

Nitrosamines, 

+ radiation (u.v.), effects on DNA melting temperature, 
Escherichia coli /chickens erythrocytes 6992. 

detection-DNA repair assays, hepatocytes culture 6306. 

N-Nitroso-N-Butylurea, 

induced, leukaemia (myelogenous), spleen, rats, DNA 
polymerase (RNA-dependent) activity analysis 3266. 

Nitrosomorpholine, 

induced hepatoma, chromosomes, proteins, rats 2841. 

4-Nitrosoquinoline 1-Oxide, 

free radical formation, comparison-4-hydroxyaminoquinoline 
1-oxide free radical formation/binding-polyguanylic acid 735. 

Nitrosoureas, 

guanosine/xanthosine derivatives, synthesis/antitumour 
activity 5763. 

induction-DNA damage, Chinese hamsters cells 3068. 

induction-DNA single-stranded breakage, mechanisms 6996. 

Nitrous acid, 

induced damage, Escherichia coli , DNA repair, occurrence- 
specific enzymes 5032. 

Saccharomyces cerevisiae, induced DNA repair, mechanisms 
1657. 

Nocardia rubra, 

cell walls skeleton, effects on DNA biosynthesis, mammary 
gland, mice 2724. 

Nonhistone proteins, 

binding-DNA, chromatin, induction-N-acetoxy-2- 
acetylaminofluorene 4552. 

binding-DNA, liver, rats, hybridization-mRNA 7463. 

binding-DNA, sequence specificity 4541. 

binding-supercoiled DNA, carcinoma cells, mice 2845. 

biosynthesis, following radiation (X), thymus, rats, 


eee 


176 


IRL©1979 


Nucleic Acids Abstracts 


a ee a mannan nia 


Nonhistone proteins,(continued) 
relationship-DNA biosynthesis 3163. 

biosynthesis, liver, rats, stimulation following cycloheximide 
treatment 6499. 

Bombyx mori larvae, characterization 1250. 

brain, rats, characterization 3307. 


calf thymus, conformational analysis/interaction-DNA 6473. 


Se Gee a fumiferana chromosomes, characterization 

97. 

chromatin, hepatoma cells, purification/affinity-single- 
stranded DNA 6478. 

chromatin, liver, chickens, binding-DNA 7421. 

chromatin, lymphocytes, antibody response, mice 3954. 

chromatin, Paracentrotus lividus , electrophoresis 6477. 

chromatin, review 1317. 

chromosomes, fractionation/characterization, use- 
hydroxyapatite 1279. 

complex, DNA conformation, spectroscopy (i.r.) 4917. 

complex-DNA, isolation, chromatin 3963. 

complex-DNA, mice, characterization, centrifugation 3957. 

complex-histones, calf thymus, characterization 1766. 

cross-linking-DNA, L1210 cells, bis(2-chloroethyl) 
methylamine 961. 

distribution-Drosophila 1256. 


DNA-binding, characterization, erythroid cells, chickens 609. 


DNA-binding, myeloma, mice, isolation/characterization 
Gy ies 

DNA binding protein, human psoriasis, characterization 
3336. 

effects on Paracentrotus lividus transcription, in vitro 1257. 

erythroblasts chromatin, pigeons, ribonucleoproteins, 
characterization 607. 

erythrocytes, chickens, sensitivity-acids 1261. 

high mobility group, association-nucleosomes 3308. 

high mobility group, biosynthesis, regenerating liver, rats 
7429. 


high mobility group, calf thymus, role-DNA unwinding 7422. 


high mobility group, containing, nucleosomes, nuclei, 
myeloma, mice, fractionation 7426. 

high mobility group, isolation-oviduct, chickens 2849. 

high mobility group, location-chromatin, testis, Salmo 5220. 

high mobility group, nuclei, calf thymus/ducks erythrocytes, 
acetylation 1259. 

high mobility group, occurrence-nucleosomes, Salmo testis 
5216. 

high mobility group, purification/characterization 606. 

high mobility group 2, characterization 1262. 

high molecular weight, affinity-single stranded DNA 7423. 

human, role-carcinogenesis, review 669. 

identification-DNA-binding protein, psoriasis 1294. 

identity-ubiquitin, Salmo testis 3306. 

interaction-DNA, models 7424. 

interaction-histones, chromatography (affinity) 605. 

interaction sites-nucleosomes, determination, use- 
spectroscopy (Raman) 6482. 

isolation/characterization, book 7484. 

liver, mice, hydrophobic chromatography 7428. 

liver, mice, interaction-DNA, specificity 2850. 

liver, rats, actinomycin D/ a-amanitin/galactosamine/ 
cycloheximide, effects on 3956. 

liver, rats, binding-DNA, reassociation kinetics 5001. 

liver, rats, transfer-nuclei, mice cells 1769. 

low molecular weight, isolation/characterization, mice nuclei 
1258. 

metaphase chromosomes, structure, hamsters 1770. 

nucleosomes, characterization 3955. 

nucleosomes-associated/deoxyribonuclease digestion 


released, comparison 4553. 

occurrence-nucleosomes 1283. 

phosphorylated, Physarum polycephalum , purification/role- 
rRNA gene transcription 7427. 

phosphorylation, cerebrum/cerebellum/liver, rabbits 3301. 

phosphorylation, lymphosarcoma, mice, hydrocortisone, 
effects on 7425. 

phosphorylation, nuclei, liver, rats, histones/polyamines, 
effects on 1260. 

phosphorylation, Physarum polycephalum , stimulation- 
polyamines 2846. 

Pisum sativum , inhibition-Escherichia coli RNA 
biosynthesis 2514. 

plants, isolation/characterization Tail 

role-chromatin deoxyribonuclease I-sensitive structure 4550. 

salivary gland, rats, phosphorylation, stimulation- 
isoproterenol 2848. 

tissues-specific distribution, rats, Rhodamine sarcoma 
growth, effects on 2847. 

transcription inhibition factors, characterization, Pisum 
cotyledons 608. 

Norharman, 

effects on radiation (u.v.)/spontaneous mutagenesis, Chinese 
hamsters cells 3164. 

Nostoc, 

tRNA (isoleucyl), analysis chromatography (reversed-phase) 
1397. 

Notophthalmus viridescens, 

blastemata, DNA biosynthesis/protein biosynthesis, 
stimulation-insulin, association-nerve function 427. 

lampbrush chromosomes, RNA transcription 3573. 

Novikoff hepatoma, 

cells, cytoplasm, location-partial methylated mRNA 3524. 

cells, DNA biosynthesis inhibition-soluble factors 6317. 

cells, DNA biosynthesis stimulation - dimethyl! sulphoxide 
466. 

cells, dTTP biosynthesis, regulation, uridine (5-fluorodeoxy)/ 
uridine (6-deaza), effects on 717. 

DNA, restriction endonuclease EcoRI fragments, 
characterization 5532. 

nucleoli, Jocalization-DNA restriction endonuclease HindIII 
fragments 6256. 

nucleoli, rRNA precursor biosynthesis, Sarkosyl, effects on 
EPG 

rats, DNA, restriction endonuclease analysis 6254. 

tRNA, methylation-dimethylsulphate, specificity 5824. 

Novobiocin, 

effects on DNA biosynthesis, CHO cells, relationship- 
superhelical structure (Pk 

effects on DNA gyrase energy coupling, Escherichia coli 
1223: 

interaction-Escherichia coli DNA gyrase 3925. 

Nuclear polyhedrosis bundle virus, 

Orgyia pseudotsugata , DNA, molecular weight 
determination 6189. 

Nuclear polyhedrosis single-rod virus, 

Orgyia pseudotsugata , DNA, molecular weight 
determination 6189. 

Nuclear polyhedrosis virus, 

antigens, Autographa californica , stimulation-DNA 
biosynthesis, human lymphocytes 3840. 

Autographa californica , DNA, characterization 7055. 

Autographa californica , DNA, mapping 3743. 

Autographa californica , DNA, restriction endonuclease 
analysis 1598. 

Autographa californica /Trichoplusia ni /Galleria mellonella 
, DNA, restriction endonuclease mapping 6187. 
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Nuclear polyhedrosis virus,(continued) 

DNA, Adoxophytes orana /Barathra brassicae , 
characterization/comparison 3742. 

Galleria mellonella , DNA size 4956. 

Heliothis , DNA, characterization 2075. 

Heliothis zea , DNA, characterization 4332. 

Lymantria dispar , DNA, characterization 6188. 

Nuclear protein, 

interaction-DNA, spermatozoa, mechanisms 645. 

Nuclease, 

see also Endonuclease, Exonuclease, Deoxyribonuclease, 
Ribonuclease 

activity, S-adenosyl L-methionine-dependent, BHK-21 cells, 
protection-DNA methylation 7301. 

activity, Molony sarcoma virus induction-tumours, mice 
3880. 

activity, Ustilago maydis , association-viruses-induced killer 
factor 7298. 

Bombyx mori, use-DNA nucleotides mapping 3124. 

Brevibacterium ammoniagenes , characterization, effects on 
chromatin 5120. 

content, Solanum tuberosum tubers, development 2171. 

digestion, use-ribonucleoprotein (heterogeneous nuclear) 
structure determination 5656. 

digestion-chromatin, histone H! depletion, effects on 5211. 

digestion-chromatin, nuclei, liver. rats, cations, effects on 
6486. 

digestion-chromatin, thymus nuclear lysate, rabbits 1267. 

digestion-chromatin DNA, intercalation-ethidium bromide, 
effects on 3879. <i 

effects on mRNA, rabbits reticulocytes cell-free system 3647. 

endogenous, chromatin digestion 3317. 

nuclease, purification/chracterization, review 4604. 

nuclease , purification/chracterization, review 4604. 

poly (I-C) degradation, human plasma 4071. 

role-oligo (A) inhibition-protein biosynthesis, mammalian 
cells 6647. 

Serratia marcescens ,immobilization 2772. 

sheep kidney, digestion-phage 9X 174 single-stranded DNA 
1147. 

sheen kidney, purification/characterization 1146. 

single-stranded DNA-specific, cleavage-chromatin, 
erythrocytes, chickens 7299. 

single-stranded regions-specific, Aspergillus oryzae , 
purification/properties 6378. 

staphylococcal, cleavage sites, nucleosomes 2185. 

Staphylococcus aureus , interaction-nucleotides, review 4605. 


Staphylococcus aureus , proteins folding models, review 5260. 


Staphylococcus aureus , reaction mechanisms 7300. 

Staphylococcus aureus , X-ray crystallography, review 5259. 

Nuclease O, 

Aspergillus oryzae , use-DNA nucleotides mapping 3124. 

Nuclease $1, 

Aspergillus oryzae , cleavage sites, avian sarcoma-leucosis 
virus DNA intermediates 2768. 

dig2stion, effects on mercurated DNA stability 2063. 

digestion-RNA polymerase (RNA-dependent) cistrons, 
phage MS2, fragments characterization 4772. 

nicking-DNA, mitochondria 4471. 

phage PM2 DNA cleavage 489. 

use-probes, phage T4 tRNA precursors conformation 2377. 

use-probes, Saccharomyces cerevisiae rRNA 5S structure 
4789. 


use-RNA mapping 170. 

Nuclei, 

erythrocytes. chickens, DNA biosynthesis reactivation, mice 
L929 cells cytoplasts, association-cell cycle 2732. 


in vitro, RNA biosynthesis, assays, use-mercury-containing 
UTP 282. 

liver, rats, DNA/histones, aralkylation-benzo(a)pyrene 2578. 

liver, rats, ribonuclease H, purification/characterization 1710. 

liver, rats, RNA biosynthesis capacity, ammonium sulphate, 
effects on 1997. 

low molecular weight RNA localization, erythrocytes/ 
reticulocytes/bone marrow/liver cells 224. 

neutron scattering 4558. ~ 

Scilla sibirica /Secale cereale /mi-e, localization-nuclei fold- 
back sequence 1280. 

Nucleocapsids, 

Semliki Forest virus, assembly, embryo fibroblasts, chickens 
1756. 

Sendai virus, metabolism/assembly 1798. 

Sendai virus, ribonucleoproteins helix, topography 6466. 

Nuclechistone (deoxyribo), 

yeasts, isolation 1255. 

Nucleoids, 

Bacillus subtilis , growth/sporulation, characterization 1792. 

Escherichia coli , conformation 2265. 

Escherichia coli chromosomal subunits, structure, 
autoradiography 6507. 

Rhizobium , tertiary structure 3328. 

structure, Escherichia coli chromosomes, radiation 
(ionizing), effects on 6202. 

Nucleoli, 

content, Xenopus laevis kidney cells, relationshiprRNA 
biosynthesis rates 268. 

liver, rats, RNA biosynthesis, effects on, oestrogen 1985. 

liver regeneration, rats, RNA polymerase activity 523. 

Novikoff hepatoma, localization-DNA restriction 
endonuclease HindIII fragments 6256. 

Novikoff hepatoma, rRNA precursor biosynthesis, Sarkosyl, 
effects on 2521. 

Nucleolus organizer region, 

localization-Plethodon /Aneides 6517. 

rats x human somatic cells hybrids, rRNA gene activity 6511. 

Nucleoproteins, 

see also Deoxyribonucleoproteins, Ribonucleoproteins 

antigens, influenza virus strains, cross-reactivity 4534. 

complex, Artemia salina , detection-electron microscopy 
6467. 

complex, assembly, SV40, electron microscopv/biochemical 
analysis 7411. 

complex, multiple forms, SV40, detection/characterization 
2233. 

complex, structure/function, review 4. 

complex, SV40, association-antigen T 3291. 

complex, SV40, identification/characterization 7412. 

complex, SV40 replicative form-associated, histones, 
characterization 2241. 

extraction, effects on SV40 virions stability 5658. 

fragments, Escherichia coli ribosomal subunit 30S, isolation/ 
characterization 4714. 

localization, liver nuclei, mice 585. 

occurrence-RNA, human lymphocytes/frogs auricle, cell 
culture 589. 

organization, chromatin, relationshp-DNA uracil 
(bromodeoxy) distribution, embryo cells, rats 3958. 

structure, radiation (u.v.), effects on 7410. 

SV40, histones structure 4535. 

turnip yellow mosaic virus, isolation/alkalinity, effects on 
7414. 

Nucleoside (6-Chloro), 

interaction-methylene compounds 59. 
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Nucleoside (2',5'-O-Cycloimidazole), 

synthesis/c.d. 4637. 

Nucleoside (deoxyribo), 

separation-cytosine/thymine/adenine/guanine, use- 
chromatography (high-performance liquid) 5740. 

Nucleoside (2'-Deoxyribo), 

halogens derivatives, synthesis, methodology 5274. 

Nucleoside (2',5'-Di-O-Acy)), 

separation, chromatography (column) 54. 

Nucleoside (3',5'-Di-O-Acyl), 

separation, chromatography (column) 54. 

Nucleoside (3',5’-Dichloro-2',3’,5'-Trideoxy), 

dehydrohalogenation 1831. 

Nucleoside (5'-Halogeno-5'-Deoxy), 

synthesis 71. 

Nucleoside (3'-O-Methyl)5’-Triphosphate, 

termination-RNA biosynthesis, RNA/DNA nucleotide 
sequence methodology 978. 

Nucleoside (thio), 

modification-dimethyl selenoxide 682. 

Nucleoside antibiotics, 

mildiomycin, isolation/characterization, Streptoverticillium 
rimofaciens 3378. 

mildiomycin, structure 4639. 

review 4602. 

synthesis 1842. 

C-Nucleoside, 

analogues, synthesis, methodology 5751. 

cytosine, (5-(B-D-ribofuranosyl)iso) effects on 5770. 

showdomycin, halogen derivatives, synthesis 2913. 

showdomycin, synthesis, methodology 5750. 

substituted derivatives, synthesis 4633. 

synthesis 1358. 

synthesis, antiviral activity, herpes simplex virus/mengovirus 
6610. 

thiazole derivatives, synthesis/antiviral agents 1353. 

Nucleoside kinase, 

intéraction-purine nucleosides analogues 1351. 

Nucleoside monophosphate, 

mass spectroscopy 4654. 

Nucleoside phosphorylase, 

deficiency, human, association-immunodeficiency, review 6. 

Nucleoside phosphotransferase, 

chickens embryos, purification/characterization 2210. 

Hordeum seedlings, thiophosphory! groups transfer, 
stereochemistry 5646. 

Lupinus seedlings cotyledons, purification/characterization 
7382. 

Nucleoside Q, 

aglycone analogues, synthesis 708. 

biosynthesis, Drosophila melanogaster , role-guanine- 
insertion enzyme 2815. 

containing, tRNA, expression, tissue culture, relationship- 
cells density/type 1403. 

containing, tRNA, production-tissue culture, role-factor Q 
2934. 

precursors, bases, insertion-tRNA, Escherichia coli guanine- 
insertion enzyme 5171. : 

_ precursors, guanosine (7-(cyano)-7-deaza), occurrence, 

tRNA, Escherichia coli mutants 1348. 

synthesis 3386. 

synthesis, pyrimidine (pyrrolo[2,3-d]) formation 4033. 

Nucleoside triphosphatase, 

avian myeloblastosis virus, characterization 1218. 

cartilage, cattle, isolation/characterization 7389. 

role-transcription errors correction 4519. 


Nucleoside triphosphates, 

inhibition-RNA biosynthesis, nucleoli 4828. 

interaction-poly (I) 2932. 

labelled, enzymatic synthesis/purification 2352. 

phosphorus-32-labelled, synthesis, methodology 3413. 

pools, lymphoma/myeloma cells, mice, thymidine, effects on 
4434. 

synthesis 112. 

Nucleoside X, 

Escherichia coli tRNA Phe, derivatives, synthesis 3374. 

Nucleoside Y, 

bases, modified, isolation-tRNA Phe, liver, rats 3453. 

synthesis 2325. 

Nucleosidediphosphatase, 

liver, rats, activation-pyridoxal 5’-phosphate 556. 

liver cytosol, rats, purification-chromatography (affinity) 557. 

Nucleosidediphosphate kinase, 

Escherichia coli , purification/characterization 2209. 

Nucleosides, 

see also specific nucleosides 

alkylation-alkyl halides 4020. 

alkylation-tetrabutylammonium fluoride 1339. 

aminoimidazole derivatives, synthesis 1822. 

analogues, conformation, molecular orbital studies 99. 

analogues, tRNA-derived, interaction-manganese, n.m.r. 
4626. 

analogues, synthesis, use-uracil (6-hydrazino-1,3-dimethyl) 
83. 

antibiotics, strature, mass spectroscopy 1844. 

antibodies, properties, use-nucleotides conformation 
determination 4524. 

antileukaemia agents, evaluation-structure requirements 6611. 

assimilation, Mycoplasma /Acholeplasma 1816. 

Beggiatoa /Candida albicans /Sphaerotilus natans growth 
inhibition 3396. 

chromatography (high-performance liquid), retention time 
prediction 4028. 

combination-steroids, preparation/antitumour activity 1849. 

complex formation-cadmium chloride/mercuric chloride 81. 

conformation, c.d., borate, effects on 3393. 

content, Bombyx mori larvae, artificial diet 694. 

derivatives, antiviral activity, review 2881. 

fractionation, chromatography (thin-layer) 2911. 

fractionation, use-boron polymers 4056. 

5'-O-glycosyl derivatives, synthesis 4632. 

incorporation-DNA, embryos/maternal tissues, mice, uracil 
(5-fluoro), effects on 4026. 

incorporation-Periplaneta americana DNA, role-vitamin 
B12 6324. 

interaction-amino acids, specificity 2915. 

interaction-metals 69. 

ionization mass spectrometry 6556. 

isolation/identification, Panax ginseng , chromatography 
(high-speed liquid)/chromatography (thin-layer)- 
densitometry 1349. 

metabolism, Physarium polycephalum , radiation (y), effects 
on 6624. 

methylated, separation, chromatography (thin-layer) 5741. 

modified, tRNA, liver, rabbits, structure 5754. 

modified, tRNA, structure/function, review 1315. 

radiation (u.v.)-induced photooxidation, 2'-acetylformanilide, 
effects on 5749. 

separation, chromatography (column) 52. 

separation, chromatography (high-performance liquid) 5738. 

separation, methodology 693. 

separation-chromatography (high-pressure liquid) 1819. 

steroids-nucleosides, antitumour agents, binding-receptors 
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Nucleosides,(continued) 
4050. 

structure, review 1312. 

synthesis, diaminomaleonitrile ribosyl derivatives, 
intermediates 3387. 

synthesis, use-2-chloro-3-ethylbenzoxazolium 
tetrafluoroborat 65. 

synthesis, use-silyl protecting groups 72. 

2-thiolumazine derivatives, synthesis/properties 91. 

transport, embryo fibroblasts, chickens, inhibition-adenosine 
(5'-deoxy-5’-S-isobutylthio) 5283. 

transport. Escherichia coli membrane vesicles 5277. 

uptake, during replication cycles, HeLa cells 5278. 

uptake, Ehrlich ascites tumour cells, inhibition- 
methylhydrazones 1360. 

uptake, HeLa cells, inhibition-IMP (nitrobenzylthio) 2351. 

uracil (5-ethynyl)/cytosine (5-ethynyl), synthess 1834. 

Nucleosomes, 

arrangement, chromatin, liver, rats 1773. 

arrangement, Odontophrynus americanus condensed 
chromatin fibers 5218. 

arrangement, SV40 chromatin, electron microscopy 614. 

assembly 1282. 

assembly, role-protein (acidic) 2256. 

association-high mobility group nonhistone proteins 3308. 


chromatin, erythrocytes, chickens, conformations transitions, 


temperature/pH, effects on 7437. 

chromatin, HeLa cells, poly (ADP-ribose) polymerase 
localization 618. 

chromatin, histones packing 613. e 

chromatin fibres, packing 6479. 

conformation, role-histone H1 3305. 

cores, deoxyribonuclease I cleavage sites 3330. 

cores, formation-DNA-histones complex digestion, 
characterization 4547. 

cores, occurrence-histone A24 3962. 

cores, reconstitution-polyd(A-T) + histones 5213. 

cores assembly, histones-DNA interaction 3949. 

cores particles, DNA conformation, n.m.r. 5217. 

cores particles, erythrocytes, chickens, binding-ethidium 
bromide, comparison-chromatin 7430. 

cores particles, reconstitution-histones mixtures, chickens/ 
Nicotiana 6501. 

cores particles, structure, sodium chloride, effects on 5667. 

cores particles assembly 7433. 

deoxyribonuclease I/deoxyribonuclease II/staphylococcal 
nuclease cleavage sites 2185. 

determination-nonhistone proteins interaction sites, use- 
spectroscopy (Raman) 6482. 

DNA, cleavage-deoxyribonuclease I, kinetics 1166. 

DNA, distribution-phosphates groups 4297. 

DNA, embryos, chickens, tRNA genes purification/cloning 
7282. 

DNA, erythrocytes, chickens, reaction-dimethy] sulphate, 
histones, effects on 5223. 

DNA, histones arrangement 599. 

DNA, histones distribution 4548. 

DNA, liver, rats, structure analysis, use-Haemophilus 
influenzae DNA methyltransferase modification 6488. 

DNA folding, models 3698. 

electric dichroism 1284. 

erythrocytes, chickens, conformation, pH/organic solvents, 
effects on 582. 

erythrocytes, chickens, DNA conformation, c.d. 1049. 

erythrocytes, chickens, reaction-rheumatoid factor 5655. 

formation, Escherichia coli restriction endonuclease 
fragments association-histones cores 5205. 


formation, in vitro, SV40 DNA, association-calf thymus/ 
CHO cells/sea urchins cells histones 634. 

fractions, L cells/Ehriich ascites tumour cells, isolation/ 
characterization 6483. 

high mobility group nonhistone proteins-containing, nuclei, 
myeloma, mice, fractionation 7426. 

histone H1/histone H5-containing, separation, erythrocytes, 
chickens 3322. 

histones, photochemical cross-linking DNA 1278. 

histones organization, cross-linking-formaldehyde 1764. 

Holothuria tubuiosa , organization during germ cells 
development 7443. 

isolation-chromatin 1247. 

like, particles, assembly-DNA-unwinding protein 7444. 

like, subunits, adenovirus (human) 2 DNA 4321. 

like particles, histone H3/histone H4-containing, preparation/ 
characterization 6485. 

linkage DNA-lacking, binding-histone H1, induction-urea 
3304. 

nonhistone proteins, characterization 3955. 

normal/phosphorylated, liver, rats, initiation-transcription 
2491. 

normal/regenerating liver, rats, characterization 3309. 

occurrence-nonhistone proteins 1283. 

organization, chromosomes fibres, lymphocytes, cattle 6481. 

orientation, chromatin, neutron scattering 619. 

packaging, chromatin, liver, rats 2250. 

packaging, chromatin, thymus, rats 3968. 

packing-chromatin, thymus, rats, enzymatic analysis 5668. 

periodicity, HeLa cells chromatin 4544. 

phosphates groups neutralization-histones, effects on DNA 
conformation 3965. 

production pathway, mammalian nuclei chromatin 5224. 

purification, methodology 6490. 

rearrangement, human chromatin, association-radiation 
(u.v.)-induced DNA repair 631. 

reconstitution, DNA length effects on structure 6492. 

Salmo testis, occurrence-high mobility group nonhistone 
proteins 5216. 

Salmo testis nuclease digestion, characterization 5225. 

solution structure/dynamics, n.m.r. 4294. 

spacer regions, susceptibility-deoxyribonuclease I, 
relationship-histones acetylation 3961. 

spacing, chromatin, Friend leukaemia cells 2851. 

structure, role-histones 1765. 

structure/function, review 2880. 

subunits, DNA conformation 4543. 

transcription, human chromatin 626. 

trout testis, purification/characterization 1783. 

unfolding, mechanisms 5209, 5210. 

Xenopus laevis oocytes, rRNA gene structure 2263. 

Yoshida sarcoma, DNA biosynthesis, template activity, 
stimulating-cellular factors 2737. 

3'-Nucleotidase, 

Agave cantala , resolution, chromatography (column) 3271. 

5'-Nucleotidase, 

activity, erythrocytes, relationship-lead poisoning 561. 

activity, human lymphocytes B/lymphocytes T 5164. 

activity, L1210 cells 7387. 

activity, pectoral muscle, chickens 6440. 

a Os relationship-adenosine concentration/role 

Bacillus subtilis , characterization 7388. 

Crotalus adamanteous venom, interaction-actin, 
concanavalin A, effects on 7386. 

distribution-brain, mice, comparison- 
adenosinetriphosphatase 558. 
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5'-Nucleotidase,(continued) 

glial cells, rats, localization 1743. 

human erythrocytes, determination 560. 

human lymphoid tissue, distribution 7385. 

liver, chickens, kinetics 1217. 

liver, rats, kinetics 3272. 

plasma membranes, liver, rats, age, effects on 6444. 

role-adenosine (deoxy) differential toxicity-lymphoblasts T/ 
lymphoblasts B 5284. 

role-plasma membranes, liver, rats, activation-actin 
deoxyribonuclease I complex 5644. 

snakes, substrate specificity 559. 

snakes venom, substrates conformation 1216. 

yolk-sac, rats, distribution 1215. 

Nucleotide (deoxyribo), 

n.m.r. 110. 

Nucleotide (thio), 

modification-dimethyl selenoxide 682. 

Nucleotide pyrophosphatase, 

localization-plants tissues, methodology 1209. 

Nucleotide 3'-Pyrophosphokinase, 

Streptomyces adephospholyticus , characterization/activity 
1208. 

Nucieotide Q, 

conformation 111. 

Nucleotides, 

see also specific nucleotides 

alkylation-alkyl halides 4020. 

alkylation-tetrabutylammonium fluoride 1339. 

analogues, phages DNA, determination, methodology 6146. 

analysis-chromatography (high-pressure liquid) 1364. 

backbone conformations, n.m.r. 6614. 

binding-actinomycin D, spectroscopy (absorption)/c.d. 120. 

binding-Escherichia coli RNA polymerase 2189. 

content, Sclerotinia sclerotiorum , during growth, 
phosphorus, effe332 7194. 

degradation, Cyprinus carpio , effect of cold storage 1860. 

derivatives, incorporation-mammalian cells, use-liposomes 
6645. 

derivatives, poly(lysine), synthesis/properties 5299. 

effects on ribonuclease I activity/conformation 5130. 

fractionation, chromatography (thin-layer) 2911. 

immobilization-aminooxybutylcellulose 1373. 

immobilized, preparation/use-chromatography (affinity), 
review 3357. 

induction-Bacillus subtilis sporulation 727, 1370. 

interaction-actinomycin D, c.d. 1830. 

interaction-amino acids derivatives, n.m.r. 1855. 

interaction-metals 69. 

interaction-ozone 239. 

ionization mass spectrometry 6556. 

labelled, n.m.r. 719. 

lumazine derivatives, synthesis/properties 6615. 

metabolism, thymocytes, mice 5019. 

pment LO! 

phosphates groups, modification SUA lt 

pools, bones cells, rats, purines/pyrimidines precursors, 
incorporation 1817. 

pools, compartmentalization 2925. 

purification-plants, methodology 2921. 

radiation (y)-treated, complex formation, e.s.r. 6613. 

radiation (u.v.)-induced photooxidation, 2'-acetylformanilide, 
effects on 5749. 

separation, chromatography (high-performance liquid) 5738. 

separation, methodology 693. 

synthesis, electrochemical protecting group removal 4051. 

synthesis, methodology 6612. 


. synthesis, use-2-haloethyl groups removal 122. 


synthesis, use-2-phenyl-ethanol 123. 

Nucleotides (cyclic), 

effects on mitogens-induced DNA biosynthesis, lymphoid 
cells, rabbits 1671. 

Nutrition, 

effects on human plasma/leucocytes ribonuclease I activity 
1156. 


O.r.d., 

haemoglobin mRNA structure 879. 

Ochratoxin A, 

inhibition-Bacillus stearothermophilus protein biosynthesis 
1887. 

inhibitiontRNA Phe aminoacylation, Bacillus subtilis 2393. 

Ochromonas, 

bacterial DNA, uptake/fate 1115. 

Ochromonas danica, 

rRNA, characterization 4790. 

Octanucleotide, 

conformation properties 4063. 

helix-coil transitions, n.m.r. 6637. 

Octolasium transpadanum, 

spermatids, mitochondria-mediated chromatin condensation 
6503. 

Odontophrynus americanus, 

condensed chromatin fibers, nucleosomes arrangement 5218. 

Oestradiol, 

activation-chromatin-associated ribonuclease, oviduct, 
chickens 1705. 

binding-chromatin, cortex/hypothalamus, rats 1263. 

effects on early mRNA, Xenopus laevis liver 3048. 

effects on prolactin/DNA biosynthesis, pituitary, rats UNS)5 

effects on RNA biosynthesis, embryos, mice 2506. 

receptors, complex, kidney, mice, binding-oligonucleotides 
6646. 

receptors complex, binding-chromatin, sheep hypothalamus 
2854. 

stimulation-prolactin mRNA accumulation, pituitary, rats 
3592. 

Oestradiol receptors, 

complex, binding-DNA, rats 2059. 

complex, binding-oligo(dT)-cellulose 2270. 

complex, chromatin binding sites 628. 

17f-Oestradiol, 

binding-DNA, embryo cells, mice 6962. 

effects on DNA biosynthesis/RNA biosynthesis/protein 
biosynthesis/vitellogenin biosynthesis, Platichthys flesus 
6280. 

effects on histones acetylation/chromatin transcription, 
brain, rats, relationship-ageing 5660. 

effects on prolactin biosynthesis/preprolactin mRNA 
activity, pituitary cell culture, sheep 5863. 

effects on rubella virus replication 2502. 

induction-vitellogenin mRNA accumulation, Xenopus liver, 
in vitro 3587. 

stimulation-DNA polymerase a, uterus, rats, age, effects on 
542. 

Oestrogen, 

administration withdrawl, chickens, control-ovalbumin/ 
ovomucoid/lysozyme mRNA 3012. 

effects on albumin mRNA content, liver, chickens 3011. 

effects on DNA biosynthesis/RNA biosynthesis, mice 428, 
1650. 

effects on ovalbumin genes transcription in vitro 3588. 
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Oestrogen,(continued) 

effects on ovalbumin mRNA transcription/translation, 
chickens 2503. 

effects on preprolactin mRNA levels, pituitary, rats 6011. 

effects on prolactin biosynthesis/mRNA accumulation, 
pituitary, rats 6009. 

effects on prolactin/growth hormone biosynthesis/mRNA 
translation, pituitary, sheep 5862. 

effects on RNA biosynthesis, brain regions, rats 3590. 

effects on RNA biosynthesis, nucleoli, liver, rats 1985. 

effects on RNA sequence complexity/frequency, liver, 
chickens 4202. 

effects on transcription-vitellogenin sequences, chromatin, 
liver, chickens 272. 

induced pituitary tumours, rats, DNA biosynthesis/RNA 
biosynthesis 2126. 

induced mRNA, liver, chickens. cloning-complementary 
DNA 7280. 


receptors, interaction-uridine (5-halo) substituted DNA 5470. 


receptors, localization, chickens oviduct chromatin 1777. 

regulation-ovalbumin mRNA translation, oviduct, chickens 
1890. 

stimulation-DNA biosynthesis, pituitary, rats, nafoxidine, 
effects on 1651. 

stimulation-DNA polymerase, uterus, rats 533. 

stimulation-ovalbumin/conalbumin mRNA biosynthesis, 
oviduct, chickens 2504. 

withdrawal, oviduct, chickens, effects on gene expression 
5407. 

Oestrogen receptor, 

uterus, rabbits, affinity-uridine (5-bromodeoxy)-substituted 
DNA 1801. 

Oestrogens, 

effects on uteroglobin mRNA accumulation, uterus, rabbits 
6008. 

Oestrone, 

binding-DNA, liver, rats 3080. 

Okazaki fragments, 

Escherichia coli , characterization 7190. 

Oligo (A), 

antibodies, characterization 3932. 

derivative, alkylation-DNA 970. 

derivatives, binding-Escherichia coli DNA 6961. 

helix structure, stability, role-solvent 3428. 

inhibition-protein biosynthesis, BHK-21 cells 3436. 

inhibition-protein biosynthesis, mammalian cells, 
mechanisms, role-nuclease 6647. 

protein biosynthesis inhibitors, enzymatic synthesis/ 
characterization/n.m.r. 5818. 

stability, normal/interferon-treated HeLa cells 4068. 

synthesis/c.d. 5800. 

3’-terminus analysis, chromatography (high-pressure liquid) 
4658. 

2,5'-Oligo (A), 

assays 6449. 

interferon-treated HeLa cells, assays 6419. 

Oligo d(A-T), 

structure, X-ray diffraction 151. 

2',5'-Oligo (A) polymerase, 

activity, interferon-treated HeLa cells, relationship- 
encephalomyocarditis virus RNA biosynthesis inhibition 
5631. 

2',5'-Oligo A synthetase, 

interferon-treated L cells, purification/characterization 6445. 

Oligo (arginine), 

interaction-DNA 2040. 


Oligo (dC), 

initiation-avian myeloblastosis virus DNA biosynthesis, 
binding sites mapping 4373. 

Oligo d(G-C), 

conformation, sodium chloride solutions, n.m.r. 5812. 

Oligo (dT), . 

cellulose, binding-oestradiol receptors complex 2270. 

cellulose, chromatography, isolation-ribonucleoprotein 
(messenger), eukaryotes cells 6471. 

formation-antibodies, rabbits 2824. 

polymerization-phage T4 polynucleotide ligase, antibiotics, 
effects on 4670. 

Oligo-isoadenylate synthetase, 

interferon-induced, isolation/purification 2217. 

Oligodeoxyribonucleotides, 

see also Oligonucleotides 

arylazides-containing, synthesis 2359. 

binding-ethidium bromide 1862. 

conformation transitions, n.m.r. 4664. 

electrophoretic mobility, base composition, effects on 4665. 

enzymatic synthesis 160, 1386. 

human insulin genes, synthesis 2355. 

probes, use-gastrin mRNA detection, mucosa, intestine, pigs 
6764. 

production-phage 9X 174 DNA transversion mutant 6090. 

promoters regions, tRNA Tyr suppressors genes, synthesis 
5792. 

restriction enconuclease cleavage sites-containing, synthesis 
2360. 

solid-phase synthesis 131. 

synthesis 2357. 

synthesis, immobilization-cellulose 130. 

synthesis, phage pX174 primers 142. 

synthesis, solid phase methods 4060. 

synthesis, solid phase methods, phosphates groups blocking 
3422. 

synthesis, use-polymers support 4662. 

synthesis/enzymatic properties 5801. 

synthesis/mutagenesis activity 744. 

synthetic, hybridization-phage gpX 174 complementary base 
pairs, errors amber mutant 7033. 

termini regions, tRNA Tyr suppressors genes, synthesis 5793. 

use-DNA structure/function analyses 1335. 

use-mutations correction, phage 9X 174 DNA 1113. 

Oligonucleotides, 

see also Oligodeoxyribonucleotides 

addition-DNA 5’-terminus, phage T4 RNA ligase 3928. 

adenine + 6,7-diphenyllumazine-containing, synthesis 138. 

binding-Escherichia coli tRNA Lys/yeasts tRNA Phe 
anticodons 166. 

binding-magnesium 3433. 

binding-oestradiol receptors complex, kidney, mice 6646. 

binding-RNA polymerase, Escherichia coli , phage T7 
induced 2790. 

blocking group, synthesis 128. 

blocking groups, synthesis 134. 

chromatography (high-pressure liquid) 4657. 

complementary-Escherichia coli rRNA 16S 3'-terminus, 
inhibition-phage QB RNA binding-ribosomes, initiation 
complex formation 4131. 

complex-ethidium, n.m.r., DNA mutagenesis models 2930. 

complex formation-phage T7 induced RNA polymerase 5619. 

complex-glycopeptides, antitumour activity 5312. 

prone 8 incorporation-mammalian cells, use-liposomes 

‘SF 
derivatives, synthesis, use-rRNA methylation 4061. 
enzymatic synthesis, use-polyribonucleotide 
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Oligonucleotides,(continued) 
nucleotidyltransferase 1387. 

enzymatic synthesis, use-primers 2371. 

Escherichia coli rRNA 16S 3'-terminus, biosynthesis 732. 

eag coli rRNA 16S 3’-terminus fragments, synthesis 

0. 

formation during prebiosis, kaolinite/cyanamide, effects on 
5794. 

fractionation, use-chromatography (column), acriflavine- 
Sephadex 2927. 

fragments, Escherichia coli tRNA fMet, joining-phage T4 
RNA ligase 1871. 

fragments, human insulin DNA, synthesis/purification- 
chromatography (reversed-phase) 4059. 

immobilization-aminooxybutylcellulose 1373. 


inhibition-protein biosynthesis, interferon treated L cells 4672. 


inhibition-RNA biosynthesis, tumours 919. 

interaction-phage M13 proteins, n.m.r./chemically induced 
dynamic nuclear polarization 2364. 

ligands, binding cooperativity, models 2931. 

localization-guanosine residues, methodology 2365. 

phosphates groups, modification 5777. 

pyrimidines-rich, reovirus, fate following infection 4671. 

pyrolysis products, mass spectroscopy 145. 

RNA, yeasts, binding-tobacco mosaic virus proteins 6541. 

solid-phase synthesis 1374. 

5-substituted uridine-containing, physical properties/ 
biological properties 146. 

synthesis, angiotensin structural gene DNA 2030. 

synthesis, deblocking, use-oximates 3420. 

synthesis, lead compounds catalysis 6630. 

synthesis, methodology, review 2895. 

synthesis, n.m.r. 137. 

synthesis, parameters/sequences-length distribution 164. 

synthesis, phosphorylation, use-O-aryl S-methyl 
phosphorochloridothioates 3421. 

synthesis, solid phase methods 6629. 

synthesis, use-polymer carrier 731. 

synthesis, use-8-quinolinesulphonyl chloride 129. 

synthesis, use-silyl protecting groups 2361. 

synthetic, DNA, X-ray crystallography 4064. 

synthetic, transcription-Escherichia coli RNA polymerase, 
products characterization 6847. 

yeasts tRNA fMet bases sequence, synthesis 6632. 

Oligonucleotidyl-(5'>N)-Amino acids, 

synthesis 125. 

Oligonucleotidyl-(5'+N)-Peptides, 

synthesis 125. 

Olisthodiscus luteus, 

chloroplasts, DNA content, plastids variation, effects on 
5444. 

isolation-high molecular weight rRNA 3516. 

Onchorhynchus masou, 

tRNA Arg content/tRNA (arginyl) synthetase activity, 
spermatogenesis 168. 

+ Oncopeltus fasciatus, 

embryo cells, poly (A)-containing RNA, distribution, 
analysis 3518. 

Oncornavirus, 

see also C-type virus 

associated RNA 8S, expression-mammalian cells 6821. 

association/detection-human leukaemia, review 2282. 

DNA polymerase (RNA-dependent), detection-human 
leukaemia cells 6437. 

DNA polymerase (RNA-dependent), detection-associated 
ribonuclease H activity 7319. 

DNA polymerase (RNA-dependent), expression-human cells, 


review 2283. 

DNA polymerase (RNA-dependent), interaction-protein p30 
2808. 

DNA polymerase, TTP arabinoside/CTP arabinoside, effects 
on 1733. 

endogenous, chickens, sequence distribution-Galliformes 
DNA 7087. 

like, RNA 30S, defective, infectivity-mice/rats cells, C-type 
virus packaging, effects on 3630. 

multiplicity/activity, ribavirin, effects on 5298. 

N-tropic/xenotropic, genomes sequence, transcription-BALB/ 
c cells, mice 5923, 

ribonuclease H, DNA polymerase (RNA-dependent)- 
associated activity, o-phenathroline, effects on 7320. 

RNA, reverse transcription, review 2878. 

RNA, structure/replication, review 5708. 

RNA polymerase/DNA polymerase (RNA-dependent), 
review 656. 

structure/replication/recombination, review 3350. 

transformation, review 667. 

Oncornavirus (avian), 

DNA polymerase (RNA-dependent), isolation/ 
characterization, virus-free system 1205. 

double-stranded DNA intermediates, analysis 2629. 

env gene, characterization 1011. 

envy gene RNA, nucleotide sequence 1010. 

mutants, RNA, roleemRNA 4239. 

tRNA Met, nucleotide sequence/biological properties 2378. 

Oncornavirus (murine), 

B-tropic/N-tropic, Fv-1 locus specific resistance, transfer, 
cytoplasmic RNA 2525. 

Oocytes, 

human, meiosis, RNA biosynthesis 1974. 

mice, RNA biosynthesis pattern during meiosis 262. 

Operators, 

DNA, binding-Jactose repressor cores proteins 6538. 

DNA, binding-phage A repressors N-terminus, transcription 
control 5677. 

interaction-lactose repressor, glycerol/dimethylsulphoxide, 
effects on 1304. 

interaction-repressors, control 5240. 

lactose operator, association-lactose repressor, role-ionic 
strength 4565. 

lactose operator, binding-lactose repressor N-terminus 
fragments 2872. 

lactose operator, Escherichia coli , binding-lac repressor 
3343. 

lactose operator, Escherichia coli, lactose repressor 
recognition, models 653. 

lactose operator, interaction-lactose repressor, ions 
concentration, effects on 3340. 

lactose operator, interaction-lactose repressor, adenine- 
thymine transversion, effects on 6537. 

lactose operator, MRNA, biosynthesis/degradation, 
ribosomal subunit 30S-depleted Escherichia coli 6854. 

lactose operator, mRNA, Escherichia coli , effects on B- 
galactosidase mRNA translation initiation 4243. 

location/functibn-Escherichia coli galactose operon 5599. 

O, operator, regions, phage 434, characterization 4310. 

Operons, 

see also Genes, Cistrons, etc. 

analysis, use-fusion, review 5252. 

arabinose operon, araBAD promoter, Escherichia coli , 
DNA nucleotide sequence 1026. 

arabinose operon, Escherichia coli DNA, nucleotide 
sequence 1025. 

arginine operon, Escherichia coli , control regions, cloning/ 
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Operons,(continued) 
restriction endonuclease analysis 7067. 

biotin operon. Escherichia coli , nucleotide sequence/ 
promoters characterization 2643. 

book 4000. 

galactose operon, Escherichia coli , leaders sequence, 
insertion sequence | integration sites, analysis 3758. 

galactose operon, Escherichia coli , operators location/ 
function 5599. 

galactose operon, Escherichia coli , promoters control 5598. 

galactose operon, phage 82, escape synthesis 2693. 

histidine, Escherichia coli, attenuator region nucleotide 
sequence 1029. 

histidine, Salmonella typhimurium, control region, nucleotide 
sequence 1032. 

histidine operon, Escherichia coli , attenuator region, 
nucleotide sequence 1029. 

histidine operon, expression, Escherichia coli , rho gene, 
effects on 3024. 

histidine operon, regulation regions, Escherichia coli , 
cloning-plasmid pBR313 5100. 

histidine operon, Salmonella typhimurium , control region 
nucleotide sequence 1032. 

histidine operon, Salmonella typhimurium , cloning-phage 
M13 7276. 

ilvVEDA operon, attenuation, role-tRNA (isoleucy]) 


synthetase/tRNA (valyl) synthetase, Escherichia coli 1407. 


isoleucine-valine operon, Escherichia coli , regulation-tRNA 
2383. 

lactose operon, control regions, interaction-RNA polymerase/ 
lactose repressor 3250. 

lactose operon, Escherichia coli , expression in vitro, 
guanosine tetraphosphate, effects on 4655. 

lactose operon, Escherichia coli , recombinants plasmids, 
construction/mapping 6364. 

lactose operon, expression, Escherichia coli RNA 
polymerase temperature-sensitive mutant 7272. 

lactose operon, operators-like regions, role-regulation 
mechanisms 3993. 

lactose operon, promoters, Escherichia coli, interaction- 
RNA polymerase 2788. 

lactose operon, uracil (5-bromo) substitution, effects on 
interaction-lactose repressor 652. 

lactose operon/galactose operon, Escherichia coli , polarity, 
AMP (cyclic), effects on 6853. 

lactose operon mRNA, Escherichia coli , turnover, 
association-dihydrofolate reductase inhibition 1540. 

leftward, localization-phage A transcription termination sites 
992. 

phenylalanine operon, Escherichia coli , leader region 
nucleotide sequence 1028. 

phenylalanine operon, Escherichia coli, leader region, 
nucleotide sequence 1028. 

riboflavin, Bacillus subtilis , amplification-Escherichia coli 
3213. 

riboflavin operon, Bacillus subtilis , cloning-Escherichia coli 
2159. 

tRNA, Escherichia coli , spacer regions, nucleotide sequence 
6203. 

rRNA, Escherichia coli , transcription initiation, 
characterization 5991. 

rRNA, regions, Escherichia coli, tRNA Ile genes nucleotide 
sequence 3114. 

tRNA rrnE operon/rrnA operon, Escherichia coli , 
promoters regions, nucleotide sequence 6206. 

rRNA rrnE operon/rrnA operon, Escherichia coli , 
identification-transcription initiation sites 6208. 


RNA 4S, containing, DNA, phage A, isolation/ 
characterization 326. 

spectinomycin operon, ribosomal proteins, promoters, 
Escherichia coli, nucleotide sequence 2078. 

streptomycin operon, ribosomal proteins, Escherichia coli, 
promoters mutants, nucleotide sequence 2079. 

streptomycin operon, ribosomal proteins, promoters, 
Escherichia coli, nucleotide sequence 2078. 

threonine operon, Escherichia coli , regulation regions, 
identification/restriction endonuclease mapping 3755. 

threonine operon, regulation regions, Escherichia coli, DNA 
sequence 4972. 

tryptophan operon, attenuator, Escherichia coli , base-pair 
alterations, transcription termination, effects on 909. 

tryptophan operon, Escherichia coli , 3'-terminus nucleotide 
sequence 1485. 

tryptophan operon, Escherichia coli , transcription 
termination, control-translation 2515. 

tryptophan operon, evolution, genes fusion, 
Enterobacteriaceae 5098. 

tryptophan operon, mRNA, Escherichia coli, degradation- 
phage A infection 1999. 

tryptophan operon, Serratia marcescens , nucleotide 
sequence 2644. 

tryptophan operon, Shigella dysenteriae , nucleotide 
sequence 1610. 

tryptophan operon, transcription, Escherichia coli , role- 
termination factor rho 2488. 

Opsin, 

mRNA, retina, cattle, in vitro translation 6072. 

Organomercurials, 

stimulation-DNA biosynthesis, human lymphocytes 5577. 

Orgyia pseudotsugata, 

nuclear polyhedrosis bundle virus/nuclear polyhedrosis single- 
tod virus, DNA, molecular weight determination 6189. 

Ornithogalum elatum, 

endosperm, nucleolar DNA amplification 467. 

Orotate phosphoribosyltransferase, 

kinetic isotope effects 549. 

Orotic acid, 

effects on RNA biosynthesis/protein biosynthesis, 
undernourished rats 290. 

Orotidine-5'-Phosphate decarboxylase, 

mRNA, Saccharomyces cerevisiae , transcription regulation 
2999. 

Orytolagus cuniculus, 

chromosomes, DNA content 6519. 

Oryza, 

nuclear DNA, characterization 6260. 

nuclear DNA content 3658. 

Oryza sativa, 

seeds, DNA biosynthesis during germination 3843. 

Osmium, 

labelled tRNA Tyr, yeasts, preparation, methodology 6659. 

ligands specific-polynucleotides 6628. 

Osmium tetraoxide, 

reaction-poly A (1,N°-etheno) 135, 2362. 

Ostriches, 

DNA, homology-chickens/quails/ostriches 1623. 

Ouabain, 

a a on RNA biosynthesis, cell culture, muscles, chickens 
5415. 

Ovalbumin, 

genes, chickens, cloned, organization/5’-terminus nucleotide 
sequence 3773. 

genes, chickens, cloning 5114. 

genes, chickens, cloning/organization 4362. 
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Ovalbumin,(continued) 


genes, chickens, intervening sequence mutation, cloning 4467. 


genes, chickens, introns, effects on ovalbumin biosynthesis, 
Escherichia coli 7270. 

genes, chickens, introns, nucleotide sequence analysis 4363. 

genes, chickens, junctions regions, nucleotide sequence 3774. 

genes, chickens, leader sequence 1050. 

genes, chickens, restriction endonuclease Eco RI fragments, 
characterization 2665. 

genes, chickens, transcription 2490. 

genes, chickens, transcription, diethylstilbestrol, effects on 
4203. 

genes, cloning, DNA, chickens 483. 

genes, insertion-plasmid pCR1, analysis 6142. 

genes, intervening sequences, chickens 402. 

genes, oviduct, chickens, in vitro transcription, oestrogen, 
effects on 3588. 

genes, regions, chickens, DNA fragments isolation/mapping 
4939. 

genes, structure/organization 4992. 

genes DNA, liver, chickens, cloning/molecular organization 
5520. = 

mRNA, biosynthesis, oviduct, chickens, stimulation- 
oestrogen 2504. 

mRNA, chickens oviduct, transcription/translation-rabbits 
reticyulocyte lysate, methylmercury hydroxide, effects on 
6874. 

mRNA, cloned complementary DNA, transcription-Xenopus 
laevis oocytes 6370. 

mRNA, control during oestrogen administration/withdrawl, 
chickens 3012. 

mRNA, 5/-terminus structure 251. 

mRNA, transcription/translation, chickens, oestrogen/ 
progesterone, effects on 2503. 

mRNA, translation, oviduct, chickens, regulation-oestrogen/ 
progesterone 1890. 

Ovary, 

rats, RNA biosynthesis, stimulation-AMP (cyclic) 1511. 

Ovibos, 

pancreas, histone H1, isolation 1767. 

Oviduct, 


chickens, identification-ovovmucoid mRNA precursors B59: 


chickens, isolation-high mobility group nonhistone proteins 
2849. 

chickens, oestradiol activation-chromatin-associated 
ribonuclease 1705. 

Ovomucoid, 

genes, chickens, DNA mapping/electron microscopy 3772. 

mRNA, precursors, identification, oviduct, chickens 3519. 

mRNA, control during oestrogen administration/withdrawl, 
chickens 3012. 

Oxen, 

mitochondria, DNA, nucleotide sequence, comparison-liver/ 
brain 5530. 

Oximates, 

use-deblocking, oligonucleotides synthesis 3420. 

Oxygen, 

DNA, N-ethyl-N-nitrosourea reaction sites, normal/ 
xeroderma pigmentosum fibroblasts/brain cells, rats 3676. 

effects on DNA inactivation-radiation (y) 3074. 

effects on neocarzinostatin DNA cleavage 341. 

effects on Rhodotorula gracilis RNA biosynthesis 1519. 

Oxytricha, 

macronuclei, DNA size 4976. 

Oxytricha fallax, 

macronuclei, DNA, characterization 1036. 


Ozone, 

effects on polyribosomes/rRNA 5355. 

induction-Escherichia coli DNA degradation 7296. 

interaction-yeasts RNA/nucleotides/nucleotide (deoxyribo)/ 
purines/pyrimidines 239. 


Palladium, 

complex-glycyl-tyrosine, coordination-ATP/ADP 5784. 

Panagrellus silusiae, 

collagen, in vitro translation 186. 

DNA, characterization 3120. 

poly (A)-containing mRNA, isolation/translation in vitro 
5393. 

Panax ginseng, 

nucleosides/purines/pyrimidines, isolation/identification, 
chromatography (high-speed liquid)/chromatography (thin- 
layer)-densitometry 1349. 

Pancreas, 

cattle, (RNA (tryptophanyl) synthetase, chemical properties 
2394. 

guinea pigs, DNA repair, N-methyl-N-nitrosourethane- 
induced damage 3161. 

rats, mRNA accumulation during embryos development 
4220. 

Pandorina morum, 

DNA content during growth/cell division 7195. 

Panulirus longipes, 

DNA biosynthesis/RNA biosynthesis, B-ecdysone, effects on 
3585. 

Papaya mosaic virus, 

assembly, initiation, role-RNA 1300. 

assembly, RNA specificity 1301. 

proteins, sequential encapsidation-heterologous RNA 4563. 

Papiiloma virus, 

Mastomys natalensis , DNA, characterization 2631. 

Papilloma virus (bovine), 

DNA, characterization 6190. 

DNA, characterization, comparison-strains 2630. 

Papilloma virus (human), 

DNA, characterization 4333. 

Papilloma virus (human) 1, 

DNA replication, localization-human warts 6275. 

Papovavirus, 

characterization 1012. 

DNA mapping, review 4598. 

Papovavirus (hamster), 

DNA, characterization 6191. 

Paracentrotus lividus, 

chromatin nonhistone proteins, electrophoresis 6477. 

developmental genetics, uridine(5-bromodeoxy), effects on 
2338. 

DNA biosynthesis/histones biosynthesis, trypsin, effects on 
5199. 

eggs, mitochondria, DNA biosynthesis, removal-cells nuclei, 
effects on 5059. 

embryos, DNA, electron microscopy 1618. 

embryos, DNA-proteins complex, isolation/characterization 
3994. 

gastrulation, uridine(5-bromodeoxy), effects on 2339. 

histones genes activity during embryogenesis, MRNA, 
characterization 3031. 

rRNA gene amplification 1044. 

transcription, in vitro, nonhistone proteins, effects on 1257. 

Paramecium, 

macronuclei, DNA size 4976. 
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Paramecium caudatum, 

cells, DNA biosynthesis control 7192. 

Paramecium tetraurelia, 

DNA, radiation (u.v.)-induced damage, photoreactivation, 
effects on 5040. 

macronuclei, DNA content, regulation 5015. 

rRNA gene arrangement 1612. 

Parathyroid hormone, 

mRNA, cattle, characterization/purification 883. 

Parathyroid secretory protein, 

precursors, mRNA, parathyroid, cattle, isolation/translation- 
cell-free system, products characterization 6923. 

Parechinus angulosus, 

histone H2b, amino acid sequence 1761. 

Paromomycin, 

resistance mutation, Saccharomyces cerevisiae mitochondria 
ribosomes, characterization 6746. 

Parvovirus, 

DNA, integration-hosts genomes 4455. 

replication, virions-associated DNA polymerase, absence 
2202. 

Parvovirus (bovine), 

genomes DNA transcription-foetal spleen cells nuclei, RNA 
polymerase activity during infection 6004. 

Pasteurella multocida, 

R factors, isolation/characterization 987. 

Patulin, 

inhibition-translation, reticulocyte lysate cell-free system 
4125. 

Paulownia tomentosa, 

seeds, DNA biosynthesis/RNA biosynthesis/protein 
biosynthesis, during dormancy/light stimulation 3194. 

Pea enation mosaic virus, 

strains, RNA structure, effects on transmission- 
Acyrthosiphon pisum 4176. 

Pediococcus, 

DNA homology 393. 

Pedioceccus cerevisiae, 


uridine(5-fluoro-2'-deoxy) drug resistance, mechanisms 2343. 


Penicillin G, 

effects on DNA biosynthesis/RNA biosynthesis/protein 
biosynthesis, Hapalosiphon welwitschii 6020. 

Penicillium brevi-compactum, 

ribonuclease biosynthesis, RNA/AMP, effects on 303. 

ribonuclease I/ribonuclease II biosynthesis, pH/temperature, 
effects on 3881. 

Penicillium chrysogenum, 

DNA, purification/characterization 2653. 

Penicillium chrysogenum virus, 

double-stranded RNA, degradation, serum enzymes 1539. 

Penicillium claviforme, 

ribonuclease, dinucleoside phosphates synthesis, acceptors 
modification, effects on 6656. 

ribonuclease, substrate specificity 5125. 

Penicillium stoloniferum virus S, 

asscciated, RNA polymerase (RNA-dependent), double- 
stranded RNA replication 2793. 

Pennisetum typhoides, 

DNA, nuclear genomes, characterization 5534. 

Pentaammineruthenium, 

complex-cytidine/adenosine/tubercidin, synthesis 75. 

2,4-Pentanedione, 

effects on Escherichia coli tRNA (phenylalanyl) synthetase 
activity 775. 

Pentanucleotides, 

yeast tRNA Val, synthesis 163. 


Peptides, 

hydrogen bonds-uracil, solution, n.m.r. 3372. 

tyrosine-containing, interaction-DNA 3664. 

Peptidyl-tRNA hydrolase, 

effects on protein biosynthesis initiation, Escherichia coli 
3508. 

Peptidyltransferase, 

activity, Escherichia coli ribosomal subunit 50S, role- 
ribosomal proteins 6744. 

activity, free/membrane-bound polyribosomes, comparison 
6754. 

activity, ribosomal subunit 50S, modification-ethoxyformic 
anhydride 3502. 

Escherichia coli , demycarosylturimycin H, effects on 3499. 

Escherichia coli , stimulation-cytosine (6-aza)/uracil (4-thio) 
4040. 

ribosomes, control, stereochemistry 3497. 

ribosomes, mitochondria, cattle, antibiotics susceptibility 
4737. 

sites, Escherichia coli ribosomes, photoaffinity labelling- 
puromycin analogues 4106. 

substrates, puromycin analogues 1912. 

Periplaneia americana, 

DNA, nucleosides incorporation, role-vitamin B12 6324. 

DNA/RNA content, actinomycin D/dimethoate, effects on 
5041. 

Peromyscus eremicus, 

heterochromatin DNA, nuclease digestion 3776. 

Peroxidase, 

catalysis-DNA binding-benzo(a)pyrene derivatives 6973. 

Persea americana, 

avocado sunblotch, isolation-viroids-like RNA 5364. 

low molecular weight RNA, occurrence-avocado sunblotch 
5365. 

Petroselinum, 

RNA polymerase II, multiple forms, purification/ 
characterization 4490. 

Petroselinum crispum, 

rRNA precursors, molecular weight determination 5987. 

Petroselinum hortense, 

phenylalanine ammonia-lyase/flavanone synthase, induction- 
radiation (u.v.) 3626. 

Petroselinum sativum, 

cell culture, messenger ribonucleoproteins, isolation/ 
characterization 590. 

DNA, renaturation studies, methodology 2676. 

RNA (heterogeneous nuclear)/mRNA, genomes expression/ 
sequence complexity 4841. 

Petunia hybrida, 

DNA content during development 324. 

pH, 

effects on adenosine (etheno) derivatives fluorescence 4629. 

effects on deoxyribonuclease I, pancreas, cattle, role-calcium 
Sits 

effects on nucleosomes conformation, erythrocytes, chickens 
582. 

effects on purines, detection-n.m.r. 2304. 

role-mutagenesis, review 5716. 

Phage 4, 

att sites, Escherichia coli , nucleotide sequence 1584. 

attachment sites-Escherichia coli trpC gene, nucleotide 
sequence 3715. 

base pairs changes, production-recombination hotspots 3099. 

chromosomes, packaging 3973. 

chromosomes DNA, packaging, specificity 3713. 

cl gene, nucleotide sequence 2608. 

cloning-Escherichia coli RNA gene 3870. 
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Phage A,(continued) 

cloning-Neurospora crassa rRNA gene restriction 
endonuclease fragments 7072. 

cloning vectors construction 2751. 

cloning-yeasts tRNA Tyr genes 3877. 

cro repressor, effects on transcription in vitro 3987. 

deletion mutant, attachment sites, DNA nucleotide sequence 
378. 

deletion mutant, DNA insertion, transposition 5088. 

DNA, alkylation, specific fragmentation-oligo (T) 5’- 
terminus regions 5492. 

DNA, complex-membranes, isolation-infected Escherichia 
coli 3196. 

DNA, differential methylation-Escherichia coli mutants 
7393. 

DNA, double-stranded breakage-adrenalone aromatic 
reductones 358. 

DNA, enzymatic breakage, ter reaction 486. 

DNA, in vitro methylation-phage T2 dam mutant DNA 
methyltransferase 3604. 

DNA, interaction-platinum complex 6957. 

DNA, melting profiles, dependence-sodium chloride 
concentration 6148. 

DNA, operons RNA 4S-containing, isolation/ 
characterization 326. 

DNA, restriction endonucleae EcoRI fragments, containing 
hybrids plasmids, construction 6352. 

DNA, restriction endonuclease EcoRI cleavage mechanisms 
5138. 

DNA, restriction endonuclease fragmentation/mapping 2606. 

DNA, restriction endonuclease fragments, separation, 
identification-iEscherichia coli RNA polymerase promoters 
994. 

DNA, restriction endonuclease Hpal mappingDNA, phage 
A, restriction endonuclease Hpal mapping 2607. 

DNA, RNA polymerase binding sites, mapping, electron 
microscopy 376. 

DNA, transcription initiation sites, mapping, electron 
microscopy 7031. 

DNA, transfection, bacteria, freeze-thawing 4444. 

DNA repair, radiation (u.v.)-induced damage 7129. 

DNA repair, radiation (u.v.)/radiation (y) induced damage, 
comparison-Escherichia coli 7143. 

DNA replication, cloning-gene P, effects on 5020. 

double-stranded DNA, uptake-Nicotiana protoplasts 5581. 

Escherichia coli chromosomes replication origin carrying, 
plasmid pMCR115 construction 3205. 

heads, DNA packaging 3100. 

heads, DNA packaging, role-FI gene products 3711. 

hybrids-R factor RSF2124, integration-Escherichia coli 
chromosomes 5591. 

induction, furocoumarin photosensitization-Escherichia coli 
4911. 

infected Escherichia coli minicells, ribosomal proteins 
biosynthesis/incorporation-ribosomes 4115. 

infection-Escherichia coli , tryptophan operon mRNA 
degradation 1999. 

injection-defective, DNA arrangement 995. 

-int gene products, DNA-unwinding protein activity 7456. 
integration, regulation, int gene transcription 3858. 
interference-phage P2, role-old gene 477. 

O gene, nucleotide sequence 377. 

plasmids carrying, use-cloning vectors 5083. 

polyoma virus DNA-containing, construction/infectivity- 
fibroblasts, mice 7265. 

prophages integration DNA fragments, containing, 
recombinant plasmids, construction 1684. 


Pe + radiation (light)-induced cross-links, DNA repair 

811. 

R factor R100-carrying, properties 3856. 

radiation (y) induced mutation, cysteamine/DNA repair 
defects, effects on 4395. 

radiation (u.v.), DNA repair/recombination, inhibition-DNA 
gyrase inhibitors 1075. 

recombinants plasmids, DNA cioning 1117. 

recombination, review 664. 

recombination, role-superhelical DNA 476. 

replication origin, DNA sequence 4934. 

repression regulation sites, location 3603. 

repressors, regulation-genes, review 668. 

repressors, N-terminus, binding-operators DNA, 
transcription control 5677. 

rRNA/tRNA, gene expression, deletion analysis 3602. 

role-Escherichia coli RNA polymerase f-subunit 
biosynthesis, regulation 1720. 

sites-specific recombination, DNA strands exchange 4447. 

sites-specific recombination, Escherichia coli galT gene 3714. 

tra gene-carrying, DNA, characterization Silo. 

transcription-int gene 6818. 

transcription termination sites, localization-leftward operons 
992. 

transposon Tn10 induced inversions/deletion, structure 4935. 

transposon Tn10 insertion, sequence analysis 4936. 

uridine (5-bromodeoxy)-containing DNA, restriction 
endonuclease digestion 3236. 

use-DNA recombination, review 663. 

vectors, cloning-herpes simplex virus | DNA fragments 5092. 

vectors, cloning-Saccharomyces cerevisiae rRNA gene 
repeat unit 1139. 

vectors, construction, characterization 3859. 

vectors, use-cloning 7255. 

vectors, use-cloning/gene expression, DNA fragments 
insertion 4448, 4462. 

vectors, use-polyoma virus DNA cloning-Escherichia coli 
5094. 

Phage A fus 3, 

restriction endonuclease fragments, Escherichia coli tufA 
gene carrying, cloning 4446. 

Phage Aimm21, 

hybrids, ColE1-types DNA-containing, immunity 6351. 

Phage Arifd18, 

DNA, regulation-Escherichia coli ribosomal protein L12 
biosynthesis 5089. 

Phage p10, 

DNA, restriction endonuclease cleavage mapping 989. 

Phage pli, 

DNA, integration-Bacillus subtilis chromosomes, 
methodology 6354. 

Phage p14, 

DNA, restriction endonuclease cleavage mapping 989. 

Phage eC, 

DNA biosynthesis, Escherichia coli dna mutant 1977. 

Phage gCd-1, 

DNA, structure, models 4317. 

Phage @Cp2, 

Caulobacter crescentus , translation-Escherichia coli cell- 
free system 1976. 

Phage ge, 

Bacillus subtilis , DNA, transfection, phosphorus-32 decay, 
effects on 7256. 

DNA, thymine incorporation during Bacillus subtilis 
transfection 6576. 

transfection DNA, fate-Bacillus subtilis 2750. 
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Phage 9K, 

replicative form DNA, replication-Escherichia coli dnaB 
mutant/dnaC mutant 3801. 

Phage 9X 174, 

complementary base pairs, hybridization-synthetic 
oligodeoxyribonucleotides, errors amber mutant 7033. 

denaturation mapping/genes mapping, comparison 3710. 

DNA, binding-benzo(a)pyrene diol epoxide, infectivity 
inhibition 5464. 

DNA, cleavage-snakes venom phosphodiesterase 2778. 

DNA, Escherichia coli RNA polymerase binding sites, 
localization 380. 

DNA, inactivation-spermine, mechanisms 3685. 

DNA, interaction-benzo(a)pyrene/chrysene/ 
dibenz(a,h)anthracene diol epoxide 6106. 

DNA, localization-Escherichia coli RNA polymerase 
binding sites, electron microscopy 2614. 

DNA, melting curve/denaturation maps, analysis 7032. 

DNA, melting structure 7030. 

DNA, mutations, correction, use-oligodeoxyribonucleotides 
1113. 

DNA, nucleotide sequence 2604. 


DNA, nucleotide sequence determination, methodology 6551. 


DNA, photoinactivation-proflavine 2700. 

DNA, photooxidation-thiopyronine, sedimentation analysis 
1568. 

DNA, restriction endonuclease cleavage mapping, 
comparison-phage St-1/phage G4 996. 

DNA, structure, Escherichia coli ribosomal protein S1 
binding, effects on 848. 

DNA, transversion mutant production- 
oligodeoxyribonucleotides 6090. 

DNA biosynthesis, Escherichia coli dna mutant 6268. 

DNA biosynthesis, primer biosynthesis 424. 

DNA conformation, effects on free radicals induction- 
proflavine 6112. 

DNA heteroduplex-phage G4, mapping, electron microscopy 
4938. 

DNA replication, fidelity-Escherichia coli DNA polymerase 
I, metals/nucleotides pools, effects on 7370. 

double-stranded DNA fragments, stability mapping 2071. 

F gene, nucleotide sequence 2605. 

gene A proteins, purification/characterization 6381. 

gene G, construction-deletion mutant 5090. 

genes, products analysis 2153. 

genomes, analysis 2448. 

genomes, comparison-phage 9X 174, mapping, use-electron 
microscopy 4316. 

H gene mutants, DNA biosynthesis, infected Escherichia coli 
3800. 

primers, oligodeoxyribonucleotides synthesis 142. 

promoters, radiation (u.v.) mapping 991. 

radiation (u.v.)/carcinogens-treated, DNA biosynthesis 
inhibition sites 6285. 

replicative form DNA, R-loops, characterization 3098. 

replicative form DNA, replication in vivo 1635. 

RNA biosynthesis, Escherichia coli termination factor rho/ 
ribonuclease III, effects on 6000. 

single-stranded DNA, digestion-sheep kidney nuclease 1147. 

Phage 96, 

capsids, associated RNA polymerase activity 6403. 

double-stranded-RNA, denaturation 240, 1467. 

RNA biosynthesis, infected Pseudomonas phaseolicola 891. 

temperature-sensitive mutant, RNA biosynthesis/replication, 
characterization 907. 

Phage 99, 

DNA, 5’-terminus-associated proteins 2822. 


Phage 929, 

Bacillus subtilis, DNA, RNA polymerase binding sites/ 
transcription mapping 3709. 

DNA, restriction endonuclease cleavage mapping 6147. 

replication, Bacillus subtilis DNA biosynthesis temperature- 
sensitive mutant 2694. 

Phage 980, 

transducing, RNA/tRNA genes mapping 4312. 

Phage 9105, 

DNA, restriction endonuclease cleavage mapping 989, 990. 

Phage 9105C, 

DNA, digestion-Bacillus amyloliquefaciens restriction 
endonuclease BamNx, recognition sequence determination 
Wala. 

Phage ATCC 11759, 

Mycobacterium smegmatis , DNA, physicochemical 
properties 4313. 

Phage BF23, 

deletion mutant, mapping 2609. 

DNA, restriction endonuclease cleavage maps 6151. 

DNA structure mapping 6152. 

nonsense suppressor mutant, DNA, characterization 997. 

tRNA genes, mapping 1592. 

Phage CPI, 

DNA, characterization 3101. 

Phage C5, 

effects on Pseudomonas aeruginosa radiation (u.v.)-induced 
DNA repair 7148. 

Phage DDVI, 

Shigella sonnei , DNA methylase, guanine methylase, 
specificity/function 5169. 

Phage fd, 

complementary tridecanucleotides, synthesis 734. 

DNA, fate-Glycine max nuclei 471. 

DNA, gene II proteins cleavage sites, localization 4315. 

DNA, nucleotide sequence 3102. 

DNA, orientation, electron microscopy 3717. 

DNA, promoters regions, polynucleotides, enzymatic- 
chemical synthesis 5820. 

DNA, radiation (u.v.) cross-linking-gene 5 protein 6521. 

DNA, stability mapping 6154. 

DNA promoters regions, polynucleotides, synthesis 2356. 

double-stranded DNA fragments, stability mapping 2071. 

Escherichia coli restriction-modification systems recognition 
sites, nucleotide sequence 4941. 

replicative form DNA, promoters function, bases 
substitution, gene regulation 6336. 

replicative form DNA, transcription-Escherichia coli / 
Caulobacter crescentus RNA polymerase 6404. 

Phage f1, 

coat protein, integration-Escherichia coli membranes 
fractions 4568. 

defective-interfering particles, DNA, nucleotide sequence 
analysis 4314. 

DNA-unwinding protein, characterization 641. 

genes, DNA nucleotide sequence 6153. 

hybrids-plasmid pSC101, DNA insertion sequences 
characterization 5493. 

insertion mutant, construction/restriction endonuclease 
EcoRI sensitivity 6355. 

recombination-plasmid pSC 101, isolation/characterization 
5450. 

replicative form DNA, isolation-circular DNA 3661. 

replicative form DNA strands, DNA biosynthesis initiation 
3793. 

specific mRNA, characterization, infected Escherichia coli 
4234. 
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Phage F2, 

double-stranded RNA, structure, c.d. 4161. 

Phage gh-1, 

DNA transcription, infected Pseudomonas putida 6001. 

Phage G13, 

DNA replication, Escherichia coli dna mutant 1641. 

Phage G4, 

DNA, nucleotide sequence 2610. 

DNA, restriction endonuclease cleavage mapping, 
comparison-phage St-1/phage 9X174 996. 

DNA, restriction endonuclease mapping 998. 

DNA heteroduplex-phage 9X174, mapping, electron 
microscopy 4938. 

DNA replicative form, replication-Escherichia coli dna 
mutant 7107. 

genomes, comparison-phage 9X174, mapping, use-electron 
microscopy 4316. 

J gene regions, nucleotide sequence, comparison-phage 
9X174 2072. 

Phage 13, 

DNA injection, inhibition-Tween-80 4436. 

Phage J1, 

DNA, interaction-lysine 4265. 

Phage |, 

DNA. Escherichia coli transfection, polyethylene glycol, 
effects on 6353. 

Phage MS2, 

A protein structure, use-mRNA analysis 1468. 

coat protein, biosynthesis rate, MRNA structure, effects on 
6060. 

coat protein biosynthesis, tRNA Lys, codons recognition 
5833. 

coat protein mRNA, nucleotide sequence, relationship-rRNA 
16S 3/-terminus 1933. 

complementary DNA, synthesis, primers requirement 4070. 

complementary DNA containing plasmid pBR322, 
construction/characterization 7249. 

complementary DNA containing plasmid pBR322, insertion 
sequence 1, identification 7250. 

genomes, analysis 2448. 

NA polymerase (RNA-dependent) cistrons RRNA 
fragments, role-initiation complex formation 4844. 

RNA, coding, relationship-codons-anticodons interaction 
4226. 

RNA, interaction-ribosomal subunit 30S, inhibition- 
ribosomal subunit 50S 4117. 

rRNA, molecular weight, electron microscopy 1948. 

RNA, specific fragmentation 6932. 

RNA, structure, Escherichia coli ribosomal protein S1 
binding, effects on 848. 

RNA, translation in vitro, role-initiation factor 3 4130. 

RNA, translation/infectivity, benzo(a)pyrene diolepoxide, 
effects on 4235. 

RNA fragments, ribonuclease T1 digestion/ketoxal 
modification 1469. 

RNA polymerase (RNA-dependent) cistrons, nuclease S1 
digestion fragments, characterization 4772. 

Phage Mu, 

development, role-integration 1 123. 

DNA, attachment sites, nucleotide sequence 7035. 

DNA, immunity regions, cloning/characterization 7257. 

DNA. insertion sites, characterization 3103. 

DNA, integration-Klebsiella pneumoniae nitrogen fixation 
genes, induced mutants 2162. 

DNA, S gene/U gene mapping 3718. 

DNA, 5!-terminus/3’-terminus, nucleotide sequence 2611. 

DNA fragments, containing, plasmids, characterization 4440. 


DNA ligase activity, Escherichia coli mutants 5165. 

DNA transposition/replication, molecular models 5054. 

induced DNA modification, requirements, Escherichia coli 
2145. 

insertion sequence 1/chloramphenico! antibiotic resistance- 
containing, DNA, electron microscopy 1586. 

integration-Escherichia coli , mutagenesis, nalidixic acid, 
effects of 2764. 

integration-Escherichia coli chromosomes, mechanisms 
6356. 

repressors, interaction-DNA 5242. 

role-bacteria genes transposition, review 2893. 

stimulation-deletions, Escherichia coli chromosomes 1693. 

Phage M13, 

amber mutant, DNA, nucleotide sequence 7034. 

cloned miniphages, structure/replication 1587. 

cloning-Salmonella typhimurium histidine operon DNA 
7276. 

DNA, localization-capsid protein mRNA initiation/ 
termination sites 379. 

DNA, sequence determination 6156. 

DNA, transcription, localization-promoters 2073. 

DNA, transposons insertion 2752. 

gene III/gene VI/gene I, nucleotide sequence 6155. 

gene VII, nucleotide sequence 2612. 

gene 5 protein, interaction-oligonucleotides, n.m.r./ 
chemically induced dynamic nuclear polarization 2364. 

infected Escherichia coli, DNA replication, DNA-unwinding 
protein, effects on 5538. 

replication-Escherichia coli, DNA polymerase I-associated 
exonuclease defective mutant 3142. 

RNA biosynthesis/protein biosynthesis, Escherichia coli 
minicells 2494. 

single-stranded DNA, Escherichia coli RNA polymerase 
binding sites, characterization 999. 

Phage N4, 

infected, Escherichia coli RNA polymerase, detection/ 
characterization 6412. 

infected-Escherichia coli, RNA polymerase, association- 
cytoplasmic membranes 641 3; 

RNA polymerase, characterization/purification 1179. 

Phage PBS2, 

Bacillus subtilis, DNA polymerase/associated exonuclease, 
characterization 4501. 

induced DNA polymerase, relationship-Bacillus subtilis 
DNA polymerase III 3264. 

Phage PG24, 

genes transfer, Streptococcus pneumoniae 3860. 

Phage PM2, 

circular DNA, binding-sibiromycin, effects on density 4339. 

closed circular DNA, interaction-hedamycin 6101. 

DNA, cleavage-nuclease S1 489. 

DNA, closed/nicked, helix-coil transitions 2613. 

DNA, cross-linking-bleomycin 6964. 

DNA, damage, induction-bleomycin, mechanisms 4267. 

DNA, purification-histone H1 chromatography (affinity) 
6948. 

DNA, uptake/transport during Streptococcus pneumoniae 
transformation 6357. 

methyl methanesulphonate-treated DNA, normal/xeroderma 
pigmentosum fibroblasts, endonuclease activity 5612. 

superhelical DNA, digestion-phosphodiesterase i 144. 

Phage PP7, 

RNA, Pseudomonas aeruginosa ribosomes binding sites, 
nucleotide sequence/identification-coat protein cistrons 4773. 

Phage P1, 

DNA, cloned fragments, isolation/characterization 4449. 
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DNA, fragments, cloning-phage A vectors, characterization 
7036. 

DNA, kanamycin resistance determinants, mapping 7038. 

genomes DNA, restriction endonuclease analysis, 
comparison-phage P7 7037. 

restriction endonuclease, SV40 DNA, cleavage/methylation 
sites 4482. 

virions, DNA analysis 5494. 

Phage P2, 

DNA, restriction endonuclease cleavage mapping 4942, 4943. 

DNA packaging 6149. 

interference-phage A, role-old gene 477. 

Phage P4, 

+ phage P2, transcription, control-capsids size 3605. 

chromosomes, RNA polymerase binding sites distribution 
6518. 

DNA replicative intermediates, size distribution 6158. 

Phage P7, 

genomes DNA, restriction endonuclease analysis, 
comparison-phage P1 7037. 

Phage P22, 

coat protein/scaffolding protein, biosynthesis, regulation 
1886. 

DNA, encapsulation in vitro 6531. 

DNA, restriction endonuclease cleavage mapping 6157. 

DNA, structure, models 4317. 

DNA replication/maturation, Salmonella typhimurium 
temperature-sensitive mutant 5539. 

infection-Salmonella typhimurium , spermidine, effects on, 
DNA biosynthesis inhibition 1642. 

transduction particles, infection-Salmonella typhimurium 
DNA-defective mutant, DNA biosynthesis control 5543. 

Phage Q#, 

coat protein cistrons, RNA, nucleotide sequence analysis 
2450. 

coat proteins, protein biosynthesis, control mechanisms, 
infected Escherichia coli 4701. 

DNA-containing plasmids, formation-phage Qf, Escherichia 
coli 1124. 

read-through protein, biosynthesis-Escherichia coli cell-free 
system, magnesium, effects on 6701. 

RNA, binding-Escherichia coli ribosomes, tRNA 
(formylmethionyl), effects on 5907. 

RNA, binding-ribosomes, initiation complex formation, 


inhibition-oligonucleotides complementary-Escherichia coli 


rRNA 16S 3’-terminus 4131. 

RNA, isolation methodology, nucleotide sequence analysis 
2451. 

rRNA, molecular weight, electron microscopy 1948. 

RNA, nucleotides analogues insertion, mutagenesis, sites 
specificity 5080. 

RNA, ribonuclease T1 oligonucleotides, nucleotide sequence/ 
localization 2449. 

RNA polymerase (RNA-dependent), role-RNA replication, 
mechanisms 5401. 

RNA polymerase (RNA-dependent), templates specificity 
4494. 

variants, RNA, structure/templates activity, radiation (u.y.), 
effects on 4769, 

Phage RB69, 

infected Escherichia coli , tRNA characterization 1874. 

Phage R4, 

restriction-restriction endonuclease SalPI, Streptomyces 
albus 2782. 

Phage R17, 

RNA, specific fragmentation 6932. 


Phage SD, 

DNA, electron microscopy 6159. 

DNA, interaction-sodium bisulphite 365. 

Phage Sd, 

DNA, mapping 4944. 

DNA, mutations, induction-O-methylhydroxylamine, 
mechanisms 6111. 

Phage SH3, 

DNA, physicochemical properties 7039. 

Phage SH10, 

DNA, physicochemical properties 7039. 

Phage SH11, 

DNA, physicochemical properties 7039. 

Phage SH12, 

DNA, physicochemical properties 7039. 

Phage SP, 

RNA polymerase (RNA-dependent), infected Escherichia 
coli , characterization 2792. 

RNA polymerase (RNA-dependent), templates specificity 
4494. 

Phage SPO1I, 

Bacillus subtilis , DNA, restriction endonuclease mapping 
6160. 

DNA-binding protein, effects on promoters competition 4559. 

modified Escherichia coli /Bacillus subtilis RNA 
polymerase, transcription selectivity 5620. 

Phage SPP1, 

Bacillus subtiiis , DNA, mapping/localization-replication 
origins 1588. 

Bacillus subtilis , DNA, restriction endonuclease fragments 
arrangement 4957. 

Bacillus subtilis , DNA structure 4945. 

Bacillus subtilis , transduction 2154. 

DNA biosynthesis, analysis 4381. 

replication, Bacillus subtilis DNA biosynthesis temperature- 
sensitive mutant 2694. 

transcription, DNA restriction endonuclease cleavage 
mapping 5495. 

Phage SP 15, 

Bacillus subtilis ,dTMP-enriched DNA, production/ 
expression 1643. 

Phage SP82, 

DNA, transcription-Bacillus subtilis RNA polymerase, 
sodium chloride, effects on 3606. 

Phage St-1, 

DNA, restriction endonuclease cleavage mapping, 
comparison-phage 9X 174/phage G4 996. 

DNA, restriction endonuclease cleavage mapping 1001. 

Phage S13, 

DNA, Escherichia coli RNA polymerase binding sites, 
localization 380. 

DNA, localization-Escherichia coli RNA polymerase 
binding sites, electron microscopy 2614. 

promoters, radiation (u.v.) mapping 991. 

Phage T-even, 

infection, Escherichia coli , effects on DNA biosynthesis/ 
RNA biosynthesis/protein biosynthesis, review 6549. 

Phage TI, 

DNA, structure, radiation (y)/radiation (u.v.), effects on 4907. 

Phage T2, 

dam mutant, DNA methyltransferase, methylation-phage A 
DNA in vitro 3604. 

DNA, deoxynucleotide kinase genes, identification- 
transcription strand 478. 

DNA, glucosylyl, fragmentation 327. 

DNA, lithium salt/magnesium salt, structure, X-ray 
diffraction 1602. 
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Phage T2,(continued) 

DNA, melting temperature, single-stranded/double-stranded 
breaks, effects on 5496. 

infected Escherichia coli ,tRNA characterization 1874. 

infected spleen, rats, induction-antibodies, lymphosarcoma 
6899. 

TMP synthetase, inhibition-folate analogues, comparison- 
Escherichia coli 7398. 

Phage T3, 

modification, Escherichia coli , prevention, role-ocr gene 
5594. 

Phage T4, 

CB121 mutant, DNA polymerase, !,10-phenanthroline, zinc 
chelator, effects on 2203. 

cytosine containing DNA, restriction endonuclease mapping 
6164. 

cytosine-containing DNA, restriction endonuclease mapping 
6167. 

cytosine-substituted DNA, restriction endonuclease analysis 
5497. 

cytosine-substituted DNA, use-restriction endonuclease 
assays 7293. 

deoxyribonuclease, substrate specificity 3889. 

DNA, glucosylyl, fragmentation 327. 

DNA, radiation (u.v.), endonuclease V-sensitive cytosine (5- 
hydroxymethyl) products 3075. 

DNA apurinic sites, DNA repair-Anacystis nidulans cell- 
free system 2702. 

DNA-binding protein, regulation-gene 32 mRNA translation 
3981. 

DNA-binding protein structure, DNA/polynucleotides, 
effects on 1286. 

DNA biosynthesis, roleedCMP hydroxymethyltransferase 
2095. 

DNA-delay gene products, interaction-Escherichia coli 
DNA gyrase 3925. 

DNA ligase, formation-triple-stranded DNA 1749. 

DNA packaging mechanisms 1000. 

DNA polymerase, errors recognition, mechanisms 4502. 

DNA polymerase, interaction-Cibacron blue, comparison- 
Escherichia coli DNA polymerase I 6426. 

DNA polymerase, mechanisms, theory 1 196. 

DNA polymerase, stimulation-gene 44/62/gene 45 proteins 
532. 

DNA polymerase mutants, recombination 4450. 

DNA repair, radiation (u.v.)-induced damage 7129. 

DNA transcription in vitro, initiation-dinucleotides 1499. 

DNA-unwinding protein, crystallization/electron diffraction 
1287. 

DNA-unwinding protein, DNA binding properties 7457, 
7458. 

DNA-unwinding protein, DNA binding sites 642. 

DNA-unwinding protein, interaction-DNA 3982. 

DNA unwinding protein, interaction-DNA, kinetics 1288. 

early gene expression, DNA restriction, effects on 7260. 

‘ endonuclease IV, use-nucleotide sequence determination, L 

cells satellite DNA 2092. 

endonuclease V, sensitivity-SV40 DNA, radiation (u.v.), 
effects on 6286. 

ethyl methanesulphonate treatment, DNA repair, 
recombination 7131. 

gene expression, patterns 1500. 

gene expression, role-RNA polymerase/termination factor 
rho 1501. 

gene expression/replication, glucosylation/restriction, effects 
on 7259. 

gene 32/gene 43/gene 44/gene 62 proteins, role-DNA 


replication 6523. 

gene 39/gene 52 products complex, purification/DNA- 
unwinding protein activity 7261. 

gene 41/gene 45/gene 44/gene 62 proteins, purification/ 
assays 6522. 

gene 41 proteins, purification 7468. 

gene 43/gene 44/gene 45/gene 62 proteins, purification 7467. 

gene 44/62/gene 45 proteins-catalyzed ATP hydrolysis, 
DNA recognition sites 554. 

gene 45/gene 44/gene 62, transcription/translation 4210. 

heads, DNA packaging, 9-aminoacridine, effects on 3722. 

heads, DNA packaging, role-gene 20 1590. 

inactivation, DNA photosensitization-dyes 3062. 

infected Escherichia coli , adenosinetriphosphatase, DNA- 
unwinding protein, isolation/properties 5675. 

infected Escherichia coli, DNA precursors, nucleoside 
monophosphates/nucleoside triphosphates, 
compartmentation 127. 

infected Escherichia coli ,tRNA characterization 1874. 

infected Escherichia coli , RNA ligase, purification 6450. 

infection, Escherichia coli , ribosomes, function, regulation 
210. 

N-methyl-N’-nitro-N-nitrosoguanidine treatment, DNA 
repair, recombination 7130. 

mot gene muiation, effects on RNA biosynthesis 3018. 

mutants, Escherichia coli , transduction 7258. 

mutation, gene 45/gene 62 regulation sites 4311. 

nonsense mutant, DNA polymerase specificity 3909. 

particles, DNA, electron microscopy 6162. 

polynucleotide 5’-hydroxyl-kinase, purification/ 
characterization 2211. 

polynucleotide ligase, polymerization-oligo (dT), antibiotics, 
effects on 4670. 

polynucleotideS’-hydroxyl-kinase/polynucleotide3’- 
phosphatase, role-gene expression 1219. 

radiation (u.v.)-sensitive mutants, DNA repair 1653. 

rlIB gene mRNA, regions, nucleotide sequence 3534. 

RNA biosynthesis cell-free system, construction/properties 
3568. 

tRNA genes isolation, tRNA biosynthesis in vitro 4264. 

tRNA Gln, biosynthesis, role-Escherichia coli ribonuclease 
III 5131. 

tRNA Ile, nucleotide sequence, comparison-mutants 6660. 

RNA ligase, interaction-tRNA 3'-terminus/5'-terminus 1234. 

RNA ligase, joining-Escherichia coli tRNA fMet 
oligonucleotides fragments 1871. 

RNA ligase, oligonucleotides addition. DNA 5'-terminus 
3928. 

RNA ligase, phosphorylation, use-polynucleotides 3'- 
terminus labelling 3440. 

RNA ligase, purification, methodology 5647. 

RNA ligase, purification/assays 5173. 

RNA ligase, reaction mechanisms 2819. 

RNA ligase, 3’-terminus labelling-high molecular weight 
RNA 3929. 

tRNA precursors, conformation, use-nuclease S1 probes 
2377. 

temperature-ansitive mutant, protein biosynthesis initiation 
codons 4741. ; 

transcription/isolation-polycistronic tRNA operons products 
1461. 

uracil (5-bromo)-containing DNA, radiation (u.v.), effects on 
6993. 

very fast sedimenting DNA, formation-infected Escherichia 
coli , genes control 4389. 

Phage TS, 

deoxyuridinetriphosphatase-induction deficient mutants, 
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Phage T5,(continued) 


uracil-containing DNA biosynthesis, Escherichia coli 7384. 


DNA. restriction endonuclease analysis 3104. 

DNA. restriction endonuclease cleavage sites, mapping 1589. 

DNA, tRNA Arg genes-containing fragments, isolation 954. 

D5 gene products, DNA-binding protein, characterization 
2873. 

genome, promoters, mapping, electron microscopy 2616. 

interruption-deficient mutant, DNA, characterization 3720. 

mutants, DNA, restriction endonuclease EcoRI cleavage 
sites mapping 6163. 

Phage T6, 

infected Escherichia coli ,tRNA characterization 1874. 

Phage T7, 

alkylated DNA, poly (I)-poly (C) complexes, effects on 740. 

C promoter, DNA nucleotide seque 3719. 

DNA, alkylation 361. 

DNA, differential methylation-Escherichia coli mutants 
7393. 

DNA, double-stranded breakage/cross-linking-proteins, 
induction-radiation (ionizing) 4905. 

DNA, encapsulation-phospholipids vesicles 5582. 

DNA, interaction-Escherichia coli RNA polymerase 336. 

DNA, interaction-polyamines 335. 

DNA, methylmercury-induced sedimentation heterogeneity 
7041. 

DNA, modified nucleotides-containing, transcription-phage 
T7 specific RNA polymerase 519. 

DNA, promoter (A2)/5’-terminus nucleotide sequence 381. 

DNA, promoters regions, nucleotide sequence 2615. 

DNA, promoters sites, mapping 2632. 

DNA, promoters/terminators sites, utilization-bacterial RNA 
polymerase 5623. 

DNA, radiation (u.v.)-treated, Saccharomyces cerevisiae 
endonuclease a activity 2767. 

DNA, recombination frequency 1125. 

DNA. replication origin, localization 6166. 

DNA, replication/transcription, role-Escherichia coli DNA 
gyrase 3926. 

DNA, spermidine-induced condensation, electron 
microscopy 382. 

DNA, structure, models 4317. 

DNA, 5'-terminus/3’-terminus, nucleotide sequence 2617. 

DNA condensation, cations, effects on 6168. 

early promoters, nucleotide sequence 4948. 

exonuclease, ribonuclease H activity 1703. 

gene 0-3 expression, translation control 1978. 

gene | DNA, nucleotide sequence 7040. 

genes DNA, modification-alkylated RNA 6094. 

induced, RNA polymerase, complex formation- 
oligonucleotides 5619. 

infected Escherichia coli mutants, DNA packaging 6161. 

late mRNA, fractionation/translation 234. 

markers, rescue 3208. 

modification, Escherichia coli , prevention, role-ocr gene 
5594. 

promoters, RNA chains initiation-Escherichia coli RNA 
polymerase, kinetics 6851. 

promoters, unwinding-Escherichia coli RNA polymerase 
7329, 

promoters recognition/initiation sites, DNA sequence 6165. 

radiation (u.v.) + hydrogen peroxide-induced DNA proteins 
cross-linking 7466. 

recombination, role-gene 5/gene 3 products 3721. 

RNA biosynthesis/degradation, rates 2483. 

RNA polymerase, binding-promoters 5624. 

RNA polymerase promoters, nucleotide sequence 4947. 


thermodynamic properties 1298. 

Phage 197, 

DNA. transfection, bacteria, freeze-thawing, effects on 4444. 

Phage 186, 

DNA, gene mapping 6150. 

DNA, restriction endonuclease cleavage mapping 4942. 

Phage 2C, 

DNA, duplication/recombination, antibiotics, effects on 7106. 

DNA strands, replication mechanisms, Bacillus subtilis 
5021. 

Phage 434, 

DNA, cll gene-cro gene regions, nucleotide sequence 3716. 

DNA fragments, nucleotide sequence 1585. 

O, operator regions, characterization 4310. 

Phage 82, 

galactose operon, escape synthesis 2693. 

Phages, 

Bacillus licheniformis /Bacillus thuringiensis , DNA, 
degradation-restriction endonuclease EcoRI 485. 

Bacillus licheniformis , DNA, characterization 5491. 

ColE1 hybrids, construction, use-DNA vectors 3855. 

DNA, isolation, methodology 325. 

DNA, nucleotides analogues determination, methodology 
6146. 

DNA, Psdeudomonas aeruginosa transformation 5082. 

DNA, reaction-bisulphite 4021. 

DNA, renaturation kinetics 1606. 

DNA packaging 988. 

double-stranded DNA, heads morphogenesis, review 2291. 

genomes, promoters, identification/localization, review 5717. 

phage sensitivity, Rhizobium meliloti , role-plasmids 1695. 

radiation (u.v.)-treated, DNA repair, excision, Bacillus 
subtilis 3809. 

RNA, replication, rifamycin, effects on 1506. 

RNA, replication control 1507. 

RNA-containing, coat protein mutants, regulation-RNA 
biosynthesis 4188. 

RNA 3’-terminus, homology 6774. 

single-stranded DNA, use-recombination, review 661. 

Phagocytosis, 

bactericidal activity, determination-DNA release, 
Escherichia coli /Salmonella typhimurium 3197. 

Phaseolus aureus, 

embryos axis, RNA biosynthesis, salts/water stress, effects 
on 2523. 

genomes DNA, comparison-Phaseolus vulgaris /Brassica 
oleracea /Brassica nigra 7103. 

ribonuclease/deoxyribonuclease, activity, salinity, effects on 
3883. 

Phaseolus vulgaris, 

chloroplasts/cytoplasm/mitochondria, tRNA Phe, 
characterization/aminoacylation 2938. 

cytoplasm/chloroplasts/mitochondria, tRNA Val 
methylation 2386. 

enzymes, methylation-tRNA Phe, yeasts 4081. 

genomes DNA, comparison-Phaseolus aureus /Brassica 
oleracea /Brassica nigra 7103. 

leaves, RNA/DNA content, adenine (benzyl), effects on 841. 

RNA, translation-wheat germ cell-free system, chloroplasts 
ferredoxin biosynthesis 942. 

1,10-Phenanthroline, 

selective inhibition-DNA polymerase I 5635. 

zinc chelator, effects on DNA polymerase, phage T4 CBi21 
mutant 2203. 

o-Phenathroline, 

effects on DNA polymerase (RNA-dependent)-associated 
ribonuclease H activity, oncornavirus 7320. 
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Phenobarbitone, 

stimulation-protein biosynthesis, liver, rats, diabetis 2399. 

Phenosafranine, 

interaction-DNA, base composition, effects on 4889. 

Phenoxyacids, 

inhibition-DNA biosynthesis, testis, mice, relationship- 
carcinogenesis 7157. 

1.4-Phenyl-diglyoxal, 

crosslinking-rRNA 5S, Escherichia coli 1466. 

Phenylalanine ammonia-lyase, 

induction-Pisum sativum uridine (5-bromodeoxy)-substituted 
DNA 6609. 

mRNA, induction-radiation (u.v.), Petroselinum hortense 
3626. 

Phenylalanine 4-Monooxygenase, 

activity, liver, rats, role-pyrimidine (2,4,5-triamino-6- 
hydroxy) 6578. 

B-Phenylethylamine, 

effects on polyribosomes, rats 4735. 

Phenylmercuric borate, 

inhibition-protein biosynthesis/RNA biosynthesis/DNA 
biosynthesis, Escherichia coli 2722. 

Phenylmethylsulphony! fluoride, 

effects on DNA repair, nitrogen mustard induced DNA- 
proteins cross-linking, fibroblasts, Chinese hamsters 3821. 

Pheochromocytoma, 

cells, rats, protein biosynthesis, nerve growth factor/AMP 
(cyclic) analogues, effects on, comparison 6710. 

Pheromones, 

Apis mellifera , inhibition-Escherichia coli tRNA 
methyltransferase 5838. 

Pholiota mutabilis, 

monophenol monooxygenase mRNA, characterization 1951. 

Phosgene, 

interaction-uridine (6-aza) 85. 

5'-Phosphate-polyribonucleotide kinase, 

vaccinia virus, isolation/reaction mechanisms 1210. 


Phosphates, 

deficiency, Spirodela , RNA/AMP, effects on 6056. 
Phosphatidylserine, 

tRNA, Bacillus licheniformis , isolation 5822. 
Phosphodiesterase, 


digestion-phage PM2 superhelical DNA 1144. 

immobilized, gurza poison, isolation/characterization Moos: 

venom, snakes, cleavage-phage 9X174 DNA 2778. 

Phosphodiesterase I, 

intestine, cattle, purification/action mechanisms 570. 

Phosphoenolpyruvate carboxykinase (GTP), 

mRNA biosynthesis, liver, rats, association-development 266. 

mRNA, purification/characterization, liver, rats 1956. 

Phosphoenoipyruvate-protein phosphotransferase, 

role-regulation-catabolic genes transcription, Escherichia coli 
2487. 

Phosphoglycerate kinase, 

mRNA, Saccharomyces cerevisiae , isolation/identification 
1929. 

Phospholipids, 

effects on DNA biosynthesis/RNA biosynthesis/histones 
stability 3951. 

Phosphonoacetic acid, 

effects on DNA replication, adeno-associated virus 4384. 

inhibition-DNA polymerase a/DNA polymerase B/DNA 
polymerasey/DNA polymerase (RNA-dependent), L1210 
cells 2798. 

Phosphonoformate, 

inhibition-visna virus replication/DNA polymerase (RNA- 
dependent), choroid plexus cells, sheep 7122. 


Phosphoprotein phosphatase, 

activators, characterization, dephosphorylation-histones 
2238. 

Phosphoramidate, 

dinucleoside phosphates analogues, synthesis 5798. 

Phosphotungstic acid, 

use-DNA/RNA electron microscopy 1542. 


Photoreactivation, 

effects on radiation (u.v.)-induced damage, Paramecium 
tetraurelia DNA 5040. 

RNA, radiation (u.v.)-treated Smittia eggs 850, 


Phractolaemus ansorgei, 
DNA content 4871. 


Physarum polycephalum, 

analysis-poly (A) containing RNA 5366. 

chromatin, cell cycle-specific association-nuclear envelope 
components 7436. 

chromatin, DNA repeated length 2856. 

cytoplasm, RNA, poly (A) degradation 944. 

DNA, analysis-radiation (u.v.) photolysis products, 
replication 1063. 

DNA, inverted repeat sequence distribution 6215. 

DNA-binding protein, phosphorylation during cell cycle 
7461. 

DNA polymerase activity 1734. 

DNA replication, electron microscopy/autoradiography 
4378. 

nonhistone proteins phosphorylation, stimulation-polyamines 
2846. 

nucleosides metabolism, radiation (y), effects on 6624. 

phosphorylated nonhistone proteins, purification/rolerRNA 
gene transcription 7427. 

phosphorylation-ribosomal proteins 4719. 

plasmodia, DNA replication, heat shock, effects on T1933 

polyribosomes, ribosomal subunits proteins composition 
6719. 

mRNA, identification 5971. 

rRNA gene, base composition 1040. 

tRNA gene, rRNA 265, insertion, localization 5510. 

rRNA gene, sequence arrangement 4349. 

rRNA gene containing chromosomes, isolation 5674. 

rRNA gene content 318. 

rRNA gene organization 4979. 

RNA polymerase II, purification, association-actin 4488. 

rRNA 19S/rRNA 26S genes containing chromatin, structure 
3762. 

rRNA gene degradation-deoxyribonuclease I 2186. 

S phase/G2 phase, DNA biosynthesis, size distribution/ 
maturation 2683. 

satellite DNA, rRNA gene, characterization 6214. 

thymidine kinase activity, growth temperature, effects on 
6442. 


Phytochromes, 
effects on polyribosomes loss, Sinapis alba hypocotyls 1917. 


Phytohaemagglutinin, 

effects on RNA biosynthesis, lymphoid tissue, mice, 
following radiation treatment 6839. 

induced DNA biosynthesis, spleen cells, rats, inflammation 
exudates, effects on 5062. 

stimulated human lymphocytes, poly (A)-containing mRNA, 
degradation phytohaemagglutinin 6055. 


Phytohormones, 
interaction-DNA, chirality/stereochemistry 1575. 
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Phytomonas davidi, 

kinetoplasts, DNA/RNA, isolation/characterization 329. 

Phytophthora megasperma, 

infection, Glycine max hypocotyls, actinomycin D/ 
blasticidin S-mediated resistance, role mRNA biosynthesis/ 
protein biosynthesis 279. 

Pichinde virus, 

RNA polymerase (R NA-dependent)/polynucleotide 
adenylyltransferase/polynucleotide uridylyltransferase, 
characterization 4493. 

Picornavirus, 

genome RNA, 3’terminus, nucleotide sequence 2457. 

Pinus pinea, 

seeds. RNA biosynthesis/DNA biosynthesis, indoleacetic 
acid/gibberellic acid/kinetin/steroid hormones, effects on 
1986. 

Pinus silvestris, 

pollen, RNA biosynthesis/ribosomes content, radiation (X)/ 
radiation (u.v.), effects on 6843. 

Pinus thunbergii, 

seeds, ribosomes dissociation 6739. 

Piperazines, 

inhibition-Clostridium perfringens DNA biosynthesis 1668. 

Pisaster ochraceous, 

genomes DNA, sequence organization 5518. 

Pisatin, 

induction-Pisum sativum uridine (5-bromodeoxy)-substituted 
DNA 6609. 

Pisum, 

cotyledons, nonhistone proteins, transcription inhibition 
factors, characterization 608. 

epicotyls, DNA reassociation, wounds, effects on 2677. 

epicotyls, RNA biosynthesis, 2,4-dichlorophenoxyacetic 
acid, effects on 2508. 

seeds, ribonuclease activity development, during germination 
5126. 

seeds, RNA polyadenylation during germination 3627. 

Pisum sativum, 

chloroplasts DNA, cloning, Escherichia coli plasmids 1122. 

chromatin-bound DNA polymerase, purification/ 
characterization 3914. 

cotyledons, chromatin-associated RNA polymerase, activity 
325115 

DNA, kinetics complexity 3138. 

genome DNA, size 1058. 

nonhistone proteins, inhibition-Escherichia coli RNA 
biosynthesis 2514. 

red clover mottle virus replication, ribavirin, effects on 6601. 

RNA polymerase I/RNA polymerase II activity, light, effects 
on 7346. 

seeds, isolation-polyribosomes, translation-wheat germ cell- 
free system, characterization-products 4739. 

thylakoid membranes-bound ribosomes, activity 1446. 

uridine (5-bromodeoxy)-substituted DNA, induction- 
phenylalanine ammonia-lyase/pisatin 6609. 

Pituitary, 

cell culture, sheep, prolactin biosynthesis/preprolactin 
mRNA activity, 17f-oestradiol, effects on 5863. 

cells, rats, gene expression, regulation-glucocorticoids 277. 

rats, growth hormone mRNA, induction-thyroid hormone 
2507. 

sheep, prolactin/growth hormone biosynthesis/mRNA 
translation, oestrogen, effects on 5862. 

Pituitary tumours, 

mice, thyrotropin a-subunit/B-subunit mRNA 9S, separation/ 
identification 6928. 


Placenta, 

human, DNA polymerase (RNA-dependent), 
characterization 2805. 

Plants, 

see also various species 

chloroplasts, circular DNA, electron microscopy 3136. 

chromosomes, DNA pocls, review 4015. 

DNA, Agrobacterium tumefaciens deoxyribonuclease I/ 
restriction endonuclease/DNA-unwinding protein, effects on 
1169. 

DNA, cytosine (5-methyl) distribution 414. 

DNA base composition 1057. 

DNA base composition, trifluoromethylphenyldimethylurea, 
effects on 4916. 

metabolism, genetic engineering 3219. 

mutagens-damaged, DNA repair, review 3359. 

nonhistone proteins, isolation/characterization 1771. 

nucleotides purification, methodology 2921. 

protoplasts, DNA uptake 473. 

mRNA, translation, caps analogues, effects on 3636. 

tRNA/tRNA (aminoacyl) synthetase structure 5831. 

tannin-containing, DNA, isolation 332. 

tissues, nucleotide pyrophosphatase localization, 
methodology 1209. 

Plasma, 

stimulation-3T3 cells, effects on DNA biosynthesis/RNA 
biosynthesis 4432. 

Plasma membranes, 

liver, rats, activation-actin deoxyribonuclease I complex, role- 
5’-nucleotidase 5644. 

Plasmacytoma, 

associated immunosuppression, role-RNA 1239. 

cells, immunoglobulins heavy chains mRNA precursors, 
nucleotide sequence specificity 6810. 

cells, mice, radiation (u.v.)/acids/osmium tetroxide-damaged 
DNA, endonuclease activity, characterization 510. 

mice, immunoglobulins light chains mRNA, precursors 
patterns, comparison 6929. 

mice, poly (I.C)/poly (I)/poly (C), growth 5314. 

mice, tRNA (aminoacyl), chromatography 5830. 

Plasmids, 

Agrobacterium tumefaciens /Agrobacterium radiobacter , 
characterization 4865. ; 

antibiotic resistance, tetracycline, Bacteroides fragilis , 
expression/conjugation mechanisms 6348. 

antibiotic resistance, transformation-Bacillus subtilis , 
characterization/kinetics 4456. 

Bacillus megaterium , DNA, restriction endonuclease 
cleavage mapping 4302. 

Bacillus thuringiensis , characterization 7240. 

Bacillus thuringiensis /Bacillus popilliae , isolation/ 
characterization 7241. 

bacteria, insertion-synthetic human globin genes 1700. 

Brevibacterium lactofermentum , isolation/characterization 
7025. 

carrying, phaged, use-cloning vectors 5083. 

chimaeras, transformation-yeasts 6350. 

circular DNA, isolation, methodology 1554. 

Clo DF13, replication origin/direction 4372. 

clones, expression-Escherichia coli ribosomal proteins/RNA 
polymerase genes 7273. 

cloning/expression-Escherichia coli uvr gene 6855. 

cloning vectors construction 2751. 

Clostridium botulinum , isolation/characterization 983. 

cohesive-end site-containing, genes cloning vectors 475. 

Col El, DNA, binding-chloroquine/quinacrine, comparison 
4282. 
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Pi ee DNA replication, Escherichia coli lig-ts 7 mutant 
1068. 

ColE1, cloning vectors, characterization 4441. 

ColE1, conjugation, mobility/relaxation, complex 1685. 

ColE1, DNA, replication origin/termination regions, 
association-Escherichia coli minicells membranes 4561. 

ColE1, DNA, transcription initiation/termination sites, 
characterization 6140. 

ColE1, DNA, transformation-Escherichia coli , methodology 
5076. 

ColE1, DNA breakage-mutagens/pesticides 4280. 

ColE1, Escherichia coli , DNA insertion, effects on colicin 
immunity 3202. 

ColE 1, Escherichia coli, DNA isolation/physical properties 
984. 

ColE1, Escherichia coli, ribosomal proteins/RNA 
polymerase gene amplification, effects on transcription/ 
translation 7238. 

ColE1, Escherichia coli biotin gene-containing, isolation/ 
characterization 3090. 

ColE1, hybrids, Escherichia coli tufB gene-containing, 
construction/characterization 7246. 

ColE1, hybrids, radiation (u.v.) induced damage, DNA repair 
5027. 

ColE1, kanamycin transposons insertion sites, nucleotide 
sequence 3704. 

ColE1, mutants, isolation/characterization, Escherichia coli 
2149. 

ColE1, phages hybrids, construction, use-DNA vectors 3855. 

ColE1, restriction/relaxation sites, nucleotide sequence 985. 

ColE1, rpo gene, location/expression 7237. 

ColE1, Saccharomyces cerevisiae , arg gene containing, 
transformation-Saccharomyces cerevisiae arg mutant 7247. 

ColE1, structure/replication, review 4016. 

ColE1, superhelical DNA, psoralen + light induced cross- 
linking/relaxation 3669. 

ColE1, types, DNA, containing, phage Aimm?21 hybrids, 
immunity 6351. : 

ColE1 derivatives, nucleotide sequence 5486. 

ColE1/R factor R100-1/R factor RTF-TC/plasmid SC 101, 
replication, Escherichia coli dnaA mutant 7188. 

Collb, DNA. restriction endonuclease analysis 7019. 

ColV, derivatives, cloned fragments, Escherichia coli 
virulence, effects on 6334. 

corticotropin/B-lipotropin precursors nucleotide sequence- 
containing, construction 3854. 

DNA, Agrobacterium tumefaciens deoxyribonuclease I/ 
restriction endonuclease/DNA-unwinding protein, effects on 
1169. 

DNA, Arthrobacter crystallopoietes , characterization 4928. 

DNA, Bacillus thuringiensis , purification/properties 4929. 

DNA, Citrobacter intermedius , role-glutamic acid excretion 
7223. 

DNA. Clostridium perfringens , characterization 4337. 

DNA, detection-Bacillus subtilis /Escherichia coli / 
Pseudomonas aeruginosa /Pseudomonas pseudoalcaligenes / 
Neisseria gonorrhoae , methodology 2016. 


_ DNA, detection-Streptococcus pneumoniae 4864. 


DNA. differential methylation-Escherichia coli mutants 
7393. 

DNA, effects on phenotyping 3688. 

DNA, histones-bound, Saccharomyces cerevisiae , isolation/ 
characterization 6933. 

DNA, isolation, methodology 325, 5449, 

DNA, isolation-Bacillus thuringiensis /Bacillus cereus 4879. 

DNA, isolation-Streptococcus mutans 6946. 


DNA, isolation-Streptomyces olivaceus 953. 

DNA, occurrence-Pseudomonas phaseolicola 4256. 

DNA, Psdeudomonas aeruginosa transformation 5082. 

DNA, purification, methodology 4150. 

DNA, purification, use-chromatography 6091. 

DNA, recombination intermediates, Saccharomyces 
cerevisiae , occurrence during meiosis 7074. 

DNA, Rhodopseudomonas capsulata , characterization 6139. 

DNA, Streptococcus cremoris , isolation/chracterization 
3702. 

DNA, Streptococcus lactis , characterization, relationship- 
citrate metabolism 4863. 

DNA, Synechococcus /Synechocystis strains, detection/ 
homology 7081. ; 

DNA, transformation-Bacillus subtilis protoplasts 5589. 

DNA, transformation-Escherichia coli , stage-growth 6345. 

DNA, transformation-Sireptomyces 474. 

DNA, transposon Tn3 integration sites, nucleotide sequence 
4930. 

erythromycin, antibiotic resistance, Staphylococcus aureus / 
Streptococcus sanguis /Streptococcus faecalis , DNA 
sequence homology 7022. 

Escherichia coli , copy numbers 1060. 

Escherichia coli , DNA, liposomes immobilization, 
interaction-Vigna sinensis protoplasts 7028. 

Escherichia coli, Pisum sativum chloroplasts DNA cloning 
1122. 

Escherichia coli amber suppressors tRNA genes, isolation/ 
properties 5081. 

Escherichia coli promoter-containing, synthesis/cloning 
1116. 

Escherichia coli rrnB cistron rRNA gene containing, 
isolation/restriction endonuclease mapping 5482. 

F’ factors, Escherichia coli , DNA, restriction endonuclease 
EcoRI fragments, self-replication 7239. 

F’ factors, Escherichia coli, structure, electron microscopy 
2600. 

F’ factors, Escherichia coli, transfer-Psuedomonas 
fluorescens 3214. 

F factors, Escherichia coli, DNA, restriction endonuclease 
mapping 1607. 

F factors, Escherichia coli , DNA linkage-chromosomes, role- 
RNA 4442. 

F factors, Escherichia coli , tra gene, DNA mapping 4304. 

F factors, insertion sequences, identification 3203. 

F factors derivatives, construction/properties 5084. 

F Jac factor, Escherichia coli , segregation-DNA 1557. 

Fusarium oxysporum /Rhizoctonia solani , identification 
5110. 

genes expression-cell-free system, DNA pyrase inhibition, 
effects on 6848. 

glycosyltranferases genes carrying, selection 3852. 

glycosyltransferases rfa gene carrying, selection 3853. 

Haemophilus ducreyi , characterization, mediated antibiotic 
resistance, ampicillin 4866. 

Halobacterium halobium , DNA, characterization 7020. 

IncP plasmids, Pseudomonas , isolation/characterization 
3660. 

IncW plasmids, sequence analysis 6145. 

killer, double-stranded RNA replication, Saccharomyces 
cerevisiae , requirement-spermine/spermidine 283. 

B-lactamase genes-containing, Haemophilus influenzae , 
characterization 4301. 

leu2 gene containing, use-isolation/characterization- 
Saccharomyces cerevisiae chromosomes DNA fragments 
6951. 

mice tetrahydrofolate dehydrogenase genes-containing, 
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Plasmids,(continued) 
formation/expression, Escherichia coli 1694. 
mobilization-chromosomes, bacteria, review 4008. 
Mycobacterium avium-intracellulare , DNA, isolation 6947. 
Neurospora crassa dehydroquinase genes carrying, cloning- 
Escherichia coli , transcription/translation 5603. 
P plasmids, Rhizobium japonicum , transfer 6368. 
pairs, DNA, transformation-Escherichia coli 5588. 


phage Mu DNA fragments-containing, characterization 4440. 


phage QB DNA-containing, formation-phage Qf, 
Escherichia coli 1124. 

plasmid AP1, Escherichia coli , DNA, electron microscopy 
5483. 

plasmid M6, Dictyostelium discoideum DNA homologous- 
actin mRNA-containing, structure 2070. 

plasmid NR1, low molecular weight RNA, characterization 
246. 

plasmid NTP 1, promoters sites, localization 4305. 

plasmid pAC184/plasmid pCRA 10, cloning-Klebsiella 
pneumoniae nif gene 5102. 

plasmid pBR313, cloning-Escherichia coli histidine operon 
regulation regions 5100. 

plasmid pBR313, depolymerization-Hordeum /Nicotiana 
protoplasts, protection-poly-L-ornithine 7292. 

plasmid pBR313/plasmid pBR322, tetracycline resistance 
genes promoters, characterization 7027. 

plasmid pBR322, ampicillin resistance genes, nucleotide 
sequence, Escherichia coli 374. 

plasmid pBR322, cloning-globins complementary DNA, 
embryos, mice 7284. 3 

plasmid pBR322, cloning-hepatitis B virus DNA fragments, 
expression-iEscherichia coli 5597. 

plasmid pBR322, derivatives, cloning vectors, construction/ 
characterization 2747. 

plasmid pBR322, DNA, amplification-Escherichia coli , 
cytidine/uridine, effects on 5085. 

plasmid pBR322, DNA, liposomes-immobilized, transfer- 
Escherichia coli 7248. 

plasmid pBR322, DNA, transformation-Escherichia coli 
135; 

plasmid pBR322, DNA, transformation-Pseudomonas 
Phaseolicola 7253. 

plasmid pBR322, insertion-a-foetoprotein genes DNA, 
clones identification 6342. 

plasmid pBR322, integration-Zea mays endosperm double- 


stranded DNA, zein clones isolation/characterization 6375. 


plasmid pBR322, phage MS2 complementary DNA- 
containing, construction/characterization 7249. 

plasmid pBR322, phage MS2 complementary DNA- 
containing, insertion sequence 1, identification 7250. 

plasmid pBR322, polyoma virus DNA-containing, 
construction/infectivity-fibroblasts, mice 7265. 

plasmid pBR322, restriction endonuclease mapping 375. 

plasmid pBR322 derivatives, cloning 5079. 

plasmid pCR, restriction endonuclease mapping/ovalbumin 
genes insertion, analysis 6142. 

plasmid pCR1/plasmid pCR11, characterization, electron 
microscopy/restriction endonuclease mapping 7021. 

plasmid pCR11, denaturation mapping 7026. 

plasmid pC 194/plasmid pC223/plasmid PUB1 12, 
Staphylococcus aureus , DNA, characterization/ 
transformation efficiency 2601. 

plasmid pGD10, Bacteroides ochraceus , characterization 
2: 

plasmid pHV 400, Bacillus subtilis , replication regions, 
labelling-DNA segments 4443. 

plasmid pIPSO1, Sktreptococcus , physical properties/DNA 


homology 2068. : 

plasmid pIP612, Sktreptococcus , physical properties/DNA 
homology 2068. 

plasmid pIP613, Sktreptococcus , physical properties/DNA 
homology 2068. 

plasmid p1258/plasmid pI1147, Staphylococcus aureus , 
mapping 4306. 

plasmid pK B280, carrying, Escherichia coli minicells, 
cloned DNA expression 3871. 

plasmid pKM101/R factor R205, effects on DNA 
polymerase I activity, iEscherichia coli 5634. 

plasmid pLU121/plasmid pFR16017, Haemophilus 
influenzae , DNA characterization/transfer 3096. 

plasmid PMB9, cloning-lacI gene 1118. 

plasmid pMB9, DNA immobilization-liposomes 6335. 

plasmid pMB9, transformation, bacteria, freeze-thawing, 
effects on 4444. 

plasmid pMB39, transformation-Saccharomyces cerevisiae 
3216. 

plasmid pMB9, use-Saccharomyces cerevisiae mitochondria 
DNA restriction endonuclease fragments cloning, 
Escherichia coli 5605. 

plasmid pMB9 DNA, restriction endonuclease EcoRI 
cleavage mechanisms 5138. 

plasmid pMCR115, construction, phage A Escherichia coli 
chromosomes replication origin carrying 3205. 

plasmid pMC391, transposon Tn3 translocation, repressors 
genes identification/characterization 7251. 

plasmid pMG7, Pseudomonas aeruginosa , restriction 
endonuclease, isolation/characterization 7324. 

plasmid pML31, mutants, DNA replication, temperature 
effects 5567. 

plasmid pMY3, relaxation-Escherichia coli RNA 
biosynthesis 4829. 

plasmid pPMB9 derivatives, Escherichia coli , cloning- 
Saccharomyces cerevisiae 5112. 

plasmid pRD1, DNA, spontaneous degradation, role-recA 
gene 4931. 

plasmid pRZ2, DNA, restriction endonuclease fragments, 
chromatography (column) 6141. 

plasmid pRZ2, DNA, restriction endonuclease fragments, 
fractionation 6144. 

plasmid pSC101, DNA replication, Escherichia coli , dna 
gene mutation, effects on 4412. 

plasmid pSC 101, hybrids-phage fl, DNA insertion sequences 
characterization 5493. 

plasmid pSC 101, recombination-phage f1, isolation/ 
characterization 5450. 

plasmid pSC101/plasmid pMB%, restriction endonuclease 
mapping, tetracycline resistance 3097. 

plasmid pTP-2, Staphylococcus aureus , DNA, 
transformation-Bacillus subtilis 3204. 

plasmid pVHS51, replication, electron microscopy 5010. 

plasmid P15, restriction endonuclease reaction mechanisms 
530. 

plasmid RSF2124, Escherichia coli deo operon genes 
cloning 1121. 

plasmid R6-5/plasmid R6, DNA restriction endonuclease 
fragments, cloning/characterization 982. 

plasmid ScpI, Saccharomyces cerevisiae , transcription/ 
translation products, mapping 4771. 

plasmid Ti, Agrobacterium tumefaciens , DNA, transfer/ 
expression-plants 7252. 

plasmids pRZ2, DNA, restriction endonuclease fragments, 
chromatography (column) elution 6143. 

R factor NR1, DNA, transcription-Proteus mirabilis 6849. 

R factor NR1, DNA replication, Escherichia coli , 
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Plasmids,(continued) 
chloramphenicol/rifampicin, effects on 3808. 

R factor NR1/F’ lac factor, DNA replication, Escherichia 
coli initiation temperature-sensitive mutant 4413. 

R factor NR1 mutants, cloned DNA, analysis 3093. 

R factor NR1/R factor NR84/R factor R6, mapping- 
restriction endonuclease SalI 4307. 

R factor Re6P, Rhodopseudomonas sphaeroides , prophages 
properties 2069. 

R factor RK2 derivatives, replication 5012. 

R factor RP1, lactose lactose transposon integration sites 
5592. 

R factor RP1, transformation-Pseudomonas aeruginosa / 
Escherichia coli 5087. 

R factor RP1, transposons insertion sites 3857. 

R factor RP4, Escherichia coli , transfer-Agrobacterium 
tumefaciens 2151. 

R factor RP4, insertion-Escherichia coli chromosomes 
DNA 4445. 

R factor RP4, Rhizobium meliloti , characterization 7254. 

R factor RP4, use-Rhizobium meliloti gene mapping 5117. 

R factor RSc1 1, in vitro replication 5011. 

R factor RSF 1030, DNA replication, origin/direction 3706. 

R factor RSF1010, DNA, transformation-Pseudomonas 
phaseolicola 7253. 

R factor RSF1030, Escherichia coli , DNA replication 
systems, characterization 7187. 

R factor RSF2124 + plasmid pLS11, restriction 
endonuclease analysis/electron microscopy 3705. 

R factor RSF2124, hybrids-phage A, integration-Escherichia 
coli chromosomes 5591. 

R factor Ridrd-19, restriction endonuclease mapping 3092. 

R factor Ridrd-19, temperature-sensitive mutant, replication- 
infected hosts 2148. 

R factor Ridrd19, replication origin, DNA fragments, 
nucleotide sequence 5490. 

R factor R100, carrying, phage A, properties 3856. 

R factor R100, DNA, replication origin regions, nucleotide 
sequence 5489. 

R factor R100-1, transduction derivatives, transduction 
termini distribution 4932. 

R factor R46, Escherichia coli , curing-hydroxyurea/cytosine 
arabinoside 2916. 

R factor R46/plasmid pK M101, effects on recombination, 
Escherichia coli K12/Salmonella typhimurium 3206. 

R factor R538-1, Escherichia coli, DNA, transcription/ 
translation 6850. 

R factor R6-5, DNA nucleotide sequence evolution 2603. 

R factor R6-5, replication regions, cloning analysis 3707. 

R factor R6-5 derivatives, replication, origin/direction 3708. 

R factor R6K, characterization 3091. 

R factor R6K, derivatives, construction/characterization 
ZS2: 

R factor R6K, Escherichia coli , complementation-dependent 
replication 5590. 


" R factor R6K, in vitro replication, proteins requirement 1634. 


R factor R6K, isolation/characterization, Escherichia coli 
K12 deletion mutant 986. 

R factor R6K, replicating forms, relationship-folded 
chromosomes, Escherichia coli 1270. 

R factor R6K, replication/drug resistance regions, cloning 
1120. 

R factor R6K, replication-Escherichia coli DNA 
polymerase deficient mutant 4380. 

R factor R6K, replication origin-containing regions, 
nucleotide sequence 4308. 

R factor R6K hybrids, replication termini activity, 


Escherichia coli 2150. 

R factor R64drd11, Escherichia coli , DNA primase, 
purification/characterization 7394. 

R factor R91-5, Pseudomonas aeruginosa , DNA insertion 
mutagenesis 5086. 

R factors, DNA, Escherichia coli , use-genes transformation 
2748. 

R factors, Haemophilus influenzae , characterization 6347. 

R factors, Pasteurella multocida , isolation/characterization 
987. 

R factors, Staphylococcus aureus , DNA replication, 
Bacillus subtilis , hydroxyurea, effects on 3175. 

recombinant, chickens procollagen genes sequence- 
containing, construction-Escherichia coli 2745. 

recombinant, Drosophila melanogaster heat shock-induced 
proteins genes containing, sequence organization 4303. 

recombinant, human globin genes-containing structure 2599. 

recombinant, human a-globin/B-globin/y-globin 
complementary DNA fragments-containing, isolation/ 
nucleotide sequence 2560. 

recombinant, phage A prophages integration DNA fragments- 
containing, construction 1684. 

recombinant, use-purification-complementary DNA, globin, 
rabbits 2027. 

recombinants, DNA polymers insertion sequences- 
containing, construction 6349. 

recombinants, Escherichia coli lactose operon-containing, 
construction/mapping 6364. 

recombinants, herpes simplex virus | thymidine kinase genes 
cloning-iEscherichia coli , characterization 7263. 

recombinants, phage A, DNA cloning 1117. 

recombinants, Saccharomyces cerevisiae nuclei DNA- 
containing, cloning, Escherichia coli 2746. 

replication, review 2298. 

replicons, Bacillus subtilis /Escherichia coli /Halobacterium 
halobium / Streptomyces coelicolor 5078. 

Rhizobium meliloti, DNA, isolation/characterization 2559. 

Rhizobium meliloti , identification/characterization, 
electrophoresis 7243. 

role-phage sensitivity, Rhizobium meliloti 1695. 

Saccharomyces , DNA, in vitro replication 4371. 

Salmonella typhimurium DNA replication origin-containing, 
isolation/restriction endonuclease mapping 7070. 

Shigella sonnei /Shigella flexneri antibiotic resistance 
isolates, characterization, electrophoresis 7245. 

Staphylococcs epidermidis , DNA, assays 2017. 

Streptococcus faecium , characterization 6083. 

Streptococcus pyogenes , DNA, inverted repeat sequence 
7024. 

Streptococcus pyogenes , DNA, restriction endonuclease 
analysis 7023. 

Synechococcus cedrorum /Anacystis nidulans , DNA 
homology 3700. 

templates, interaction-Triticum RNA polymerase II 3257. 

Ti plasmid, Agrobacterium , DNA homology 3094. 

Ti plasmid, Agrobacterium tumefaciens , DNA transfer, 
review 5714. 

Ti plasmid, Agrobacterium tumefaciens , induction-crown 
gall 5097. 

Ti plasmid, Agrobacterium tumefaciens , nif gene vectors 
5096. 

Ti plasmid, derived sequence, transcription-crown gall 
tumours 7183. 

Ti plasmid, DNA, Agrobacterium tumefaciens mutants, 
identification/restriction endonuclease mapping 4933. 

Ti plasmid, DNA, homologous sequence, role-oncogenicity 
2749. 
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Plasmids,(continued) 

Ti plasmid, DNA, nucleotide sequence homology, role- 
oncogenicity 7029. 

Ti plasmid, DNA, occurrence-plants tumours 3207. 

Ti plasmid, octopine/nopaline, Agrobacterium tumefaciens , 
DNA homology 4309. 

TOL plasmid derivatives, Pseudomonas putida , restriction 
endonuclease cleavage mapping 5488. 

transformation-derived, Neisseria gonorrhoeae , 
characterization 6252. 

use-cloning vectors, genetic engineering, nitrogen fixation, 
review 4583. 

vectors, construction/use-restriction endonuclease fragments 
cloning 7244. 

vectors, Escherichia coli /Bacillus subtilis , construction 
6346. 

vectors, use-poloyma virus DNA cloning-Escherichia coli 
5093. 

Plasmodium berghei, 

tRNA/ribosomes, isolation/characterization 2413. 

Plasmodium falciparum, 

infection, human, DNA antibodies detection 6456. 


Plasmodium vinckei, 
chloroquine activity, relationship-DNA binding 3076. 


Platinum, 

binding, effects on DNA secondary structure 7005. 

complex, interaction-phage A DNA 6957. 

complex, intercalation-poly (A.U) 5809. 

complex-purines/pyrimidines, review 3353. 

complex, use-polynucleotides structure probes/antitumour 
agents, review 8. 

complex-DNA, structure 2587. 

complex-substituted pyrimidines, reaction-thiourea, products 
isolation/characterization 5725. 

complex-uracil/uracil (6-methyl)/uridine, binding sites, 
spectroscopy (u.v.)/spectroscopy (i.r.)/n.m.r. 681. 

compounds, antitumour agents, interaction-DNA, review 
4596. 

containing, drugs, spin labelled, interaction-guanosine 
(deoxy) 6583. 

derivatives, complex-cytidylyl (deoxy)-(3';5')-guanosine 
(deoxy), structure 2363. 

Platinum chloride, 

complex-adenine/adenosine, synthesis/antitumour activity 
5762. 

Plethodon, 

nucleolus organizer region localization 6517. 

Pleurodeles walilii, 

oocytes, transcription, autoradiography 3574. 

Pleurotus ostreatus, 

monophenol monooxygenase mRNA, characterization 1951. 

Podophyllotoxin, : 

effects on growth factors stimulation-DNA biosynthesis, 3T 
cells 7127. 

Podospora anserina, 

mitochondria, DNA, isolation/characterization 6217. 

mutants/senescence culture, mitochondria, DNA, properties 
6218. 

Poecilia formosa, 

thyroid cells, DNA, pyrimidine dimers photoreactivation, 
assays 4908. 

Poecilocerus pictus, 

chromosornes, dimethoate effects on 2236. 

Poliovirus, 

defective-interfering particles RNA, deletion, mapping 4169. 

double-stranded RNA, strands specific attachment, avidin- 


3 


biotin reaction 4152. - 

genomes-linked proteins, comparison-encephalomyocarditis 
virus 2272. , 

infection, HeLa cells, inhibition-initiation complex formation 
5361. 

polynucleotide uridylyltransferase, isolation/characterization, 
template identification 2818. 

protein biosynthesis initiation, resistance-environment 1448. 

RNA, cleavage-Escherichia coli ribonuclease III 4859. 

RNA, nucleotide sequence complexity 6786. 

RNA, transfection, enhancement-histones/protamines, 
mechanisms 2526. 

RNA, translation-reticulocyte lysate, rabbits 2005. 

RNA-associated proteins, electron microscopy 2875. 

RNA-associated proteins, purification/characterization 649. 

RNA polymerase (RNA-dependent), purification/ 
characterization 7359. 

RNA polymerase (RNA-dependent), regulation in vivo 1730. 

RNA-5/-terminus proteins linkage, cleavage-enzymes, 
characterization 2817. 

Poliovirus 1, 

defective-interfering particles RNA, initiation-translation, 
products identification 6062. 

RNa, mapping/electron microscopy 3537. 

RNA, ribonuclease III digestion, 5'-terminus-containing 
fragments, identification 1475. 

RNA, translation initiation sites 822. 

VPg protein, Linding-RNA 1797. 

Poliovirus 3, 

RNa, mapping/electron microscopy 3537. 

Poly (A), , 

biosynthesis, liver mitochondria, rats, primers directed 1388. 

c.d. 4065. 

chromatography (high-speed liquid), methodclogy 147. 

containing, RNA, Bacillus brevis , isolation/characterization 
842. 

containing, mRNA, turnover, rats myocardium 1525. 

containing, RNA biosynthesis, adenovirus (human) 2 893. 

content, actin mRNA, sarcoma-180 ascites cells, mice 886. 

copolymers-adenosine (1,N°-etheno-2-aza), synthesis/ 
properties 5797. 

degradation, Physarum polycephalum cytoplasm RNA 944. 

distribution, liver, mice, dimethylnitrosamine, effects on 1515. 

electric fields-induced orientation 6641. 

exogenous, processing-rhinovirus (human) 2 infected human 
lung embryo cells 5313. 

interaction-cis-diammine platinum II 5805. 

light scattering studies 5808. 

maternal MRNA, Lytechinus pictus zygotes, complex 
formation-proteins, following fertilization 5245. 

2'-O-(o-nitrobenzy!) 3’-terminus-containing, synthesis 1376. 

occurrence-tobacco etch virus RNA 3552. 

Oe aces quenching, glucose-sodium acetate. solution 
1863. 

polyribosomes, Triticum embryos, bound proteins, 
characterization 3491. 

random coil, models 148. 

regions, DNA, sarcoma, rats, polycyclic hydrocarbons, 
effects on 4278. 

mRNA, degradation-polyribonucleotide 
nucleotidyltransferase, polyribosomes, liver, rats 2213. 

sequence. Naegleria gruberi mRNA, characterization 5389. 

sequence, RNA (heterogeneous nuclear), HeLa cells, 
properties 3633. 

sequence, role-mRNA metabolism, ascites cells, mice 6877. 

sequences, detection-barley stripe mosaic virus RNA 2481. 

sequences, RNA, myeloma, mice, characterization 885. 
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Poly (A),(continued) 

spin labelling-nitroxides, conformation, e.s.r. 5807. 

3'-terminus, role-human fibroblasts interferon mRNA 
stability, Xenopus laevis oocytes 928. 

Poly (dA), 

DNA, sperm, herrings, isolation 1372. 

interaction-poly (dT) + poly (U), triple helix formation 739. 

Poly A (2-Aza), 

synthesis/properties 1375. 

Poly A (1,N°-Etheno), 

reaction-osmium tetraoxide 135, 2362. 

Poly A (2-Ethyithio), 

synthesis/properties 6655. 

Poly A (2-Fluoro), 

complementary helix stabilization 6642. 

Poly A (2-Methylthio), 

synthesis/properties 6655. 

Poly (A,eA), 

fluorescence properties 5309. 

interaction-tobacco mosaic virus proteins 1377. 

interaction-tobacco mosaic virus proteins, fluorescence 5310. 

Poly d(A-A-G).d(C-C-T), 

Cass comparison-poly.d(A-A-G)-d(C-T-T) 153. 

c.d,, comparison-poly d(A-G-G)-d(C-C-T) 153. 

Poly d(A-r°U), 

synthesis/hydrolysis 746. 

Poly d(A.T).d(A.T), 

infrared dichroism 150. 

Poly d(A-T), 

alkylation-methylnitrosourea/ethy|nitrosourea 1378. 

antibodies, characterization, reaction-oligonucleotides/DNA _ 
1751. 

association-Escherichia coli lactose repressor 1305. 

complex-daunomycin, structure, n.m.r. 2929. 

duplex, dipyrandium insertion, n.m.r. 2366. 

effects on Escherichia coli \actose repressor conformation 
7477. 

helix-coil transition, hydrogen ion, effects on 152. 

histones, reconstitution-nucleosomes cores 5213. 

stimulation-RNA polymerase II, nuclei, embryos, Xenopus 
laevis 7354. 

synthesis, catalysis-Escherichia coli DNA polymerase I 
3439, 5819. 

Poly d(A.T), 

base pairs regions, electropotential 6644. 

binding-netropsin, DNA-binding protein 5233. 

infrared dichroism 150. 

models, DNA B-form structure, X-ray diffraction 7008. 

Poly (A.U), 

binding-polyspermine-cross-linked ribonuclease I, kinetics 
Tels 

effects on Brucella abortus infection, mice 157, 158. 

induction-poly (ADP-ribose) antibodies, rabbits 2823. 

intercalation-platinum complex 5809. 

_ stimulation-differentiation stimulating factor production, 
macrophages, mice 2368. 

suppressor cells induction, plaque-forming cells response, 
mice 2825. 

Poly (A-U), 

synthesis, Caulobacter crescentus RNA polymerase 6406. 

Poly d(A-U), 

uracil 5-alkylation, heat stability, effects on 5811. 

Poly (A.2U), 

molecular weight, changes during hysteresis 3430. 


Poly (A) polymerase, 

primers, liver mitochondria, rats, structure 4495. 

reovirus associated virion, activation mechanisms 5632. 

Poly (ADP-ribose), 

antibodies, induction-poly (A-U), rabbits 2823. 

antibodies, occurrence-systemic lupus erythematosus 5178. 

biosynthesis. human lymphocytes, association-DNA repair 
7165. 

biosynthesis, human normal/leukaemia (chronic lymphatic) 
lymphocytes 1666. 

biosynthesis, Xenopus laevis embryos, in vitro chains 
elongation 1389. 

cattle thymus, purification/characterization 2216. 

complex-histone H1, formation, effects on, spermine/ 
spermidine/putrescine/magnesium/calcium 603. 

formation, effects on DNA biosynthesis, liver, embryos, 
chickens 4421. 

high molecular weight, electrophoresis 149. 

induction-differentiation, leukaemia myeloid cells, mice 1867. 

isolation/assays 27. 

monomer, antibodies, formation/characterization 2222. 

proteins ADP-ribosylation, review 3. 

thymus, pigs, purification/characterization 2816. 

Poly (ADP-ribose) glycohydrolase, 

activity, Tetrahymena pyriformis 2215. 

Poly (ADP-ribose) polymerase, 

activity, Friend erythroleukaemic cells, during cell cycle/ 
differentiation 1750. 

activity, relationship-chromatin structure 622. 

activity, Tetrahymena pyriformis 2215. 

Ehrlich ascites tumour cells, purification/properties 1231. 

localization, nucleosomes, chromatin, HeLa cells 618. 

stimulation-DNA, thymus, cattle 6340. 

Poly (C), 

complexes-poly (I), effects on phage T7 alkylated DNA 740. 

effects on plasmacytoma/mammary gland adenocarcinoma 
growth, mice 5314. 

interaction-cis-diammine platinum II 5805. 

interaction-poly (1), alkylation, effects on 3434. 

structure, models, cytosine (1-methyl) hemihydroiodide 
hemihydrate X-ray diffraction 36. 

thiolated, inhibition-RNA polymerase I/RNA polymerase II, 
Friend virus-infected spleen, mice 2197. 

tracts, foot-and-mouth disease virus/encephalomyocarditis 
virus RNA, sequence/location 5375. 

Poly (C,eC), 

interaction-tobacco mosaic virus proteins 1377. 

Poly (C.eC), 

optical properties/complex-tobacco mosaic virus 
ribonucleoproteins, energy transfer 5814. 

Poly d(C-G), 

methylation products, DNA biosynthesis templates, coding 
5815. 

Poly (G), 

binding-4-nitrosoquinoline 1-oxide/4-hydroxyaminoquinoline 
1-oxide, comparison 735. 

inhibition-tR NA (isoleucyl) formation, liver, rats, 
polyamines, effects on 1408. 

interaction-cis-diammine platinum II 5805. 

Poly (G.C), 

antiviral agents, Venezuelan equine encephalitis virus 3438. 

hydrolysis/inactivation-serum, monkeys 4066. 

Poly d(G.C), 

base pairs regions, electropotential 6644. 


Se te aa aaa 


IRL©1979 


199 


Poly d(G-C), 
helix-coil transition, hydrogen ion, effects on 152. 
Poly (G,I.C), 
hydrolysis/inactivation-serum, monkeys 4066. 
Poly (I), 
alkylation, effects on interaction-poly (C) 3434. 
complexes-poly (C), effects on phage T7 alkylated DNA 740. 
copolymers-adenosine (1,N®-etheno-2-aza), synthesis/ 
properties 5797. 
effects on Escherichia coli RNA polymerase-adenovirus 
(humam) 2 DNA complex 6410. 
effects on plasmacytoma/mammary gland adenocarcinoma 
growth, mice 5314. 
helix formation 6643. 
induction-differentiation, leukaemia (myeloid) cells 4069. 
inhibition-tRNA (isoleucy!) formation, liver, rats, 
polyamines, effects on 1408. 
interaction-nucleoside triophosphates 2932. 
Poly I (2-Aza), 
synthesis/properties 1375. 
Poly I (2'-Chloro-2'-Deoxy), 
synthesis/properties 5802. 
Poly I (2'-Deoxy-2'-Fluoro), 
synthesis/properties 736. 
Poly I (1-Methyl), 
spectroscopy (Raman) 3429. 
Poly(lysine), 
complex-poly (I.C.), effects on Venezuelan equine 
encephalomyelitis virus infection, monkeys 6652. 
copolymers, complex-DNA, chromatin models, heat 
denaturation, ethylene glycol effects on 6480. 
interaction-immobilized DNA 6096. 
modification-poly (I-C), effects on interferon induction 1384. 
nucleotides derivatives, synthesis/properties 5299. 
Poly (I.C), 
antibodies, interaction-polynucleotides 155. 
antiviral agents, Venezuelan equine encephalitis virus 3438. 
azido derivatives, interferon induction activity 2369. 
complex-lysine, interferon induction, dogs 5813. 
complex-poly-L-lysine, effects on Venezuelan equine 
encephalomyelitis virus infection, monkeys 6652. 
cross-linking-4-aminomethyl-4,5’,8-trimethylpsoralen 5810. 
degradation-nuclease, human plasma 4071. 
effects on colony stimulating factors, bone marrow cells 159. 
effects on cytochrome P-450/aminopyrineN-demethylase/ 
benzo(a)pyrene hydroxylase activity, hepatocytes, mice 743 
effects on interferon-treated cells 5316. 
effects on interferon-treated L929 cells 6649, 6650. 
effects on phenobarbital/3-methylcholanthrene induction- 
monooxygenase systems 6651. 
effects on plasmacytoma/mammary gland adenocarcinoma 
growth, mice 5314. 
effects on Sindbis virus replication 1870. 
hydrolysis/inactivation-serum, monkeys 4066. 
induction-interferon, chickens, efficacy/applications 742. 
induction-interferon, in vitro, review 2303. 
induction-interferon, mechanisms, review 2294. 
induction-interferon, modification-poly-L-lysine/ 
carboxymethylcellulose, effects on 1384. 
induction-interferon production, human fibroblasts, 
superinduction, mechanisms 3437. 
interferon induction, conformation dependence 3431. 
interferon-induction, L-929 cells 5315. 
interferon induction, role-structure 741. 
metabolism, mice 3799, 


modified, induction-interferon 1868. 

protection-mengovirus infection 6653. ie 

stabilization-poly (lysine), clinical trials, antitumour activity 
6648. i 

stimulation-differentiation stimulating factor production, 
macrophages, mice 2368. 

superinduction-interferon, human fibroblasts, actinomycin/a- 
amanitin/camptothecin-effects on 1869. 

Poly (lysyl-aminoacyl-alanyl), 

complex-DNA, c.d. 1559. 

Poly (T), 

chromatography (high-speed liquid), methodology 147. 

enzymatic synthesis 2372. 

Poly (dT), 

covalent attachment-human erythrocytes 1385. 

interaction-poly (dA) + poly (U), triple helix formation 739. 

Poly (U), 

binding-cells, mutagens, effects on 6654. 

copolymers-adenosine (1,N*-etheno-2-aza), synthesis/ 
properties 5797. 

interaction-Escherichia coli ribosomal subunit 30S 5894. 

interaction-poly (dA) + poly (dT), triple helix formation 739. 

methylation-ribosomal S1, effects on binding 3496. 

ribonuclease hydrolysis products, molecular weight 
distribution 165. 

secondary structure, n.m.r. 4669. 

spin labelling-nitroxides, conformation, e.s.r. 5807. 

synthetic messenger, translation fidelity, spermidine, effects 
on 5431. 


Poly U (5-Methoxy), 

synthesis/properties 5311. 

Poly (U,G), 

agarose gels, use-DNA separation 950. 
Poly (X.U), 

serum, rabbits, antibodies specificity 6454. 


Polyamines, 

depletion, effects on DNA biosynthesis, lymphocytes nucleic 
1108. 

effects on Escherichia coli DNA polymerase I activity 1198. 

effects on herpes simplex virus DNA biosynthesis, cell-free 
system 2719. 

effects on nonhistone proteins phosphorylation, nuclei, liver, 
rats 1260. 

effects on poly (G)/poly (1)/ribosomes inhibition-tRNA 
(isoleucyl) formation, liver, rats 1408. 

effects on ribonuclease activity, Avena sativa protoplasts 
1153. 

effects on ribosomal proteins iodination 5352. 

inhibition-DNA (cytosine-5-)-methyltransferase in vitro 5166. 

interaction-phage T7 DNA 335. 

metabolism, effects on DNA biosynthesis, regenerating liver, 
rats 4425, 

role-multiplication-stimulating activity regulation-DNA 
biosynthesis, embryo fibroblasts, chickens 2699. 

stimulation-nonhistone proteins phosphorylation, Physarum 
polycephalum 2846. 

Polyanions, 

effects on DNA biosynthesis/RNA biosynthesis/protein 
pppebieseh spleen lymphocytes/bone marrow cells, rats 
7204, 

effects on DNA polymerase a/DNA polymerase f, 
Hemicentrotus pulcherrimus /HeLa cells 539. 

Polycations, 


effects on histone H1 methylation/displacement, chrornatin, 
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Polycations,(continued) 

liver, rats 2840. 
Polychlorinated biphenyl, 
effects on RNA biosynthesis, macrophages 6890. 
Polycyclic hydrocarbons, 
binding-DNA, characterization 4904. 
binding-DNA, skin, mice, assays 4903. 
binding-DNA, skin cells, mice 2583. 
effects on DNA poly (A) regions, sarcoma, rats 4278. 
effects on tRNA methionine acceptance, liver, rats 6691. 
Polydeoxyribonucleotides, 
see also Polynucleotides 
Rous sarcoma virus RNA 35S termini, synthesis 4058. 
synthetic, association-histones, erythrocytes, chickens, 


chromatin cores particles formation, characterization 5204. 


synthetic, interaction-distamycin A analogues 3432. 

Polyedriella, 

bacterial DNA, uptake/fate 1115. 

Polyethylene glycol, 

effects on phage 1 DNA Escherichia coli transfection 6353. 

Polyethylene glycol 400, 

effects on RNA polymerase activity, liver, rats 522. 

Polyhedrosis virus, 

Galleria mellonella , DNA structure, electron microscopy 
5500. 

Polynucleotide adenylyltransferase, 

activity during embryogenesis, Strongylocentrotus 
purpuratus 3908. : 

encephalomyocarditis virus, activity-infected L cells 745. 

hamsters, fibroblasts, characterization 161. 

liver, rats, inhibition-2’-dATP/3'-dATP, mechanisms 5148. 

Pichinde virus, characterization 4493. 

primer specificity 162. 

Rhodospirillum rubrum , purification/characterization 2191. 

structure, relationship-mRNA-binding protein 7455. 

Polynucleotide 5 '-Hydroxyl-kinase, 

phage T4, purification/characterization 22.10% 

phage T4, role-gene expression 1219. 

Polynucleotide kinase, 

exchange reaction, use-quantitation-termini formation, DNA 
cleavage-restriction endonuclease 51 18. 

mammalian/bacterial, properties, review 5253. 

5'-triphosphate, inhibition-B,y-imidoadenyly! 1211. 

Polynucleotide ligase, 

hybridization-DNA fragments, kinetics 7396. 

phage T4, polymerization-oligo (dT), antibiotics, effects on 
4670. 

Polynucleotide nucleotidyltransferase, 

Clostridium perfringens , quaternary structure/proteolysis 
4517. 


degradation-mRNA poly (A), polyribosomes, liver, rats 23; 


Micrococcus luteus , characterization, microheterogeneity 
550. 

Micrococcus luteus , bonds formation 4518. 

RNA-reaction, Escherichia coli 5643. 

use-oligonucleotides enzymatic synthesis 1387. 

Polynucleotide 3’-Phosphatase, 

phage T4, role-gene expression 1219. 

Polynucleotide phosphorylase, 

polymerization-nucleoside diphosphates, use-RNA primers, 
role-radiation (u.v.) treated phage T2 DNA 4227. 

purification/properties, Streptomyces aureofaciens 5142. 

Polynucleotide uridylyltransferase, 

Pichinde virus, characterization 4493. 

poliovirus, isolation/characterization, template identification 
2818. 


Polynucleotides, 

see also Polydeoxyribonucleotides 

adsorption-liposomes/mitochondria membranes 3435. 

analogues, synthesis/properties 6636. 

bases, interaction 154. 

binding-daunomycinone/daunomycin/adriamycin, role- 
metals 4268. 

binding dibenzo(a,e)fluoranthene, microsomes, liver 1564. 

binding-tetracycline-metals complex 4269. 

complementary-Escherichia coli rRNA 5S/RNA 238 5'- 
terminus sequence, synthesis 5795. 

complex formation-mitochondria membrane, liver, rats 1866. 

complex-ribosomal subunits 30S + tRNA (aminoacyl), 
dissociation, role-initiation factor 3 3506. 

conformation, tetramethylammenium, effects on 3696. 

denaturation, adsorption-lipid membranes, effects on 3425. 

double helical, hydrogen exchange 737. 

double-stranded, interaction-proteins 1865. 

effects on phage T4 DNA-binding protein structure 1286. 

electrostatic properties, review 9. 

enzymatic synthesis, use-primers 2371. 

formaldehyde-induced unwinding, mathematical models 
5804. 

fractionation, use-boron polymers 4056. 

hydrogen bonds, ethylnitrosourea reactivity 6109. 

hydrogen-tritium exchange 144. 

immobilization, use-agarose 3533. 

induction-interferon, mechanisms, review 2281, 2289. 

interaction-poly(I-C) antibodies 155. 

interaction-Vero cells, e.s.r. 156. 

isolation-chromatography (thin-layer) 2353. 

Leu-enkephalin genes, synthesis 3424. 

phage fd DNA promoters regions, enzymatic-chemical 
synthesis 5820. 

phage fd DNA promoters regions, synthesis 2356. 

pyrimidines, helix formation-purines, c.d. 4668. 

radiation damage, relationship-melting transition 143. 

random coil, spatial distribution 4062. 

specific osmium ligands 6628. 

structure, probes, use-platinum complex, review 8. 

synthesis 2358. 

synthesis, methodology, review 2895. 

synthesis, 5'-terminus guanosine protecting groups 139. 

synthesis/characterization 5803. 

synthetic, interactions-[4’,6->diamidine-2-phenylindole 6638. 

synthetic analogues, synthesis/properties 6635. 

templates, depurination, effects on DNA biosynthesis fidelity 
4411. 

templates synthesis, specificity, hypothesis 5318. 

3'-terminus labelling, use-phage T4 RNA ligase 
phosphorylation 3440. 

use-templates, non enzymatic polymerization, prebiosis 4067. 

Polyoma virus, 

antigen T, translation in vitro 2396, 

capsid protein mRNA, characterization 859. 

chromatin, DNA replication origin, structure/recognition- 
endonuclease 3969. 

control-dihydrofolate dehydrogenase mRNA abundance, 
methotrexate-resistant 316 cells 4252. 

deletion mutant, DNA, sequence 4334. 

DNA + capsids, assembly, particles, characterization 7473. 

DNA, biological activity-mice/hamsters 3845. 

DNA, cleavage-restriction endonuclease, effects on 
tumorigenicity 7294. 

DNA, cloning-Escherichia coli , use-plasmids vectors 5093. 

DNA, cloning-Escherichia coli , use-phage A vectors 5094. 

DNA, comparison-K virus 1013. 
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Polyoma virus,(continued) 

DNA, containing, phage A/plasmid pBR322, construction/ 
infectivity-fibroblasts, mice 7265. 

DNA. detection-brain tissues, human progressive multifocal 
leucoencephalopathy 3053. 

DNA. nucleotide sequence 387. 

DNA. organization, transformed cell lines, rats 3744. 

DNA. replication, kinetics 7117. 

DNA. replication origin regions, nucleotide sequence, 
comparison-BK virus/SV40 6192. 

DNA. restriction endonuclease Alul cleavage sites, mapping 
3745. 

DNA. transcription-calf thymus RNA polymerase II 1186. 


DNA. transcription-Escherichia coli RNA polymerase 1721. 


DNA biosynthesis, infected 3T6 cells nuclei, mice 6276. 

DNA replication, cytosine arabinoside, effects on 5764. 

DNA replication, infected C3H2K cells 3802. 

DNA replication, initiator RNA biosynthesis/distribution 
895. 

E-strand DNA, transcription during infection 2497. 

genomes, DNA sequence homology, detection/mapping, 
methodology 6124. 

high molecular weight nuclear RNA, coding-capsid protein, 
in vitro 1530. 

infected cells, occurrence-late RNA 2975. 


initiator RNA biosynthesis during nucleotides depletion 6024. 


late mRNA, leaders sequence, amplification 3541. 

late mRNA, 5’-terminus caps, structure 3540. 

mice DNA-containing, formation/characterization 2757. 

mutants, DNA restriction endonuclease cleavage sites 1599. 

non-transforming mutant, DNA, nucleotide sequence 2633. 

poly (A)-containing nuclear RNA, topography 4170. 

RNA, nucleotide sequence, tandem repeats 860. 

mRNA, purification, use-immobilized DNA 4151. 

transformed rats cells, DNA biosynthesis, non-integrated 
sequence replication 7118. 

Poly-L-Ornithine, 

protection-plasmid pBR313 depolymerization-Hordeum / 
Nicotiana protoplasts 7292. 

Polyoxin N, 

Streptomyces piomogenus , isolation/structure 691. 

Polyoxyanions, 

effects on sulphydryl groups modification, Lactobacillus 
casei TMP synthetase 3280. 

Polypentose sulphate, 

effects on deoxyribonuclease II degradation-DNA, 
deoxyribonucleoproteins 6376. 

Polypeptide synthetase, 

activity, liver chromatin, rats 623. 

Polypeptides, 

mRNA 14S-coded, lens, rats, characterization 937. 

Polyribosomes, 

see also Ribosomes, Ribosomal subunits, etc. 

Artemia salina , light scattering, pressure, effects on 6721. 

assembly, tobacco mosaic virus, molecular models 6725. 

associated poly (A)-containing RNA, stability, Glycine max 
suspension culture 4186. 

associated ribonuclease, purification/characterization 4475. 

binding, antibiotics, Escherichia coli , relationship-protein 
biosynthesis inhibition 2959. 

content, brain, rats, temperature effects 213. 

content, Drosophila melanogaster oocytes 2954. 

content, regenerating Triturus limbs, denervation, effects on 
6722. 

content/protein biosynthesis, Capsicum annuum leaves, 
photoperiod changes 4099. 

Cyprinus carpio liver, protein biosynthesis activity 5898. 


dissociation, Escherichia coli , initiation factor 1/initiation 
factor 3, effects on 6729. 

distribution-regenerating liver, rats, radiation (y), effects on 
6749. 

Ehrlich ascites tumour cells, poly (A) containing mRNA, 
sequence complexity 5986. 

Ehrlich ascites tumour cells, proteins, patterns 815. 

Escherichia coli , alkaline phosphatase biosynthesis, 
association-membranes 787. 

Escherichia coli , ribosomal proteins dissociation, 
magnesium starvation, effects on 6728. 

Escherichia coli , ribosomal subunit 50S maturation 2420. 

extraction-Pyrus communis , methodology 5884. 

fluoride/ozone, effects on 5355. 

formation, influenza A virus infected cell culture, ribavirin, 
effects on 3260. 

free/membrane-bound, liver, rats, mRNA degradation, 
cycloheximide/actinomycin D, effects on 4158. 

free/membrane-bound, liver, rats, mRNA stability, ethionine, 
effects on 5357. 

free/membrane-bound, peptidyltransferase activity, 
comparison 6754. 

immobilization-agarose gel 1907. 

isolation-Glycine max seeds 202. 

isolation-liver, roosters, methodology 2416. 

L cells, mRNA-proteins cross-linking, induction-radiation 
(u.v.) 2982. 

liver, rats, albumin mRNA, purification/quantitation during 
development 6922. 

liver, rats, dimethylsulphoxide, effects on 2428. 

liver, rats, following partial hepatectomy, proteins 
deprivation, effect on 4708. 

liver, rats, immunoadsorption 200. 

liver, rats, RNA antigens, isolation/characterization 3933. 

liver, rats, mRNA isolation, chromatography (affinity), use- 
poly (U)-Sepharose 4B 237. 

liver, rats, structure, X-ray crystallography 3485. 

loss, Sinapis alba hypocotyls, phytochromes, effects on 
1917. 

lymphoid tissue, protein biosynthesis activity, limiting factors 
6709. 

membrane-bound, Vicia faba cotyledons, relationship- 
globulin biosynthesis 6894. : 

mRNA, CHO cells, formation/polyedenylation, kinetics, 
comparison-informosomes 3576. 

nuclear/cytoplasmic, RNA/proteins, comparison, adenovirus 
(human) 2-infected HeLa cells 5947. 

nuclei-associated, embryos cells, groundlings, 
characterization 3490. 

Physarum polycephalum , ribosomal subunits proteins 
composition 6719. 

Pisum sativum seeds, isolation, translation-wheat germ cell- 
free system, characterization-products 4739. 

precursors, mammalian cells, ribosomal proteins assembly, 
kinetics 6737. 

protoplasts, Nicotiana leaves, isolation 4724. 

Prunus persica development, protein biosynthesis 2403. 

rats, carbon tetrachloride cytoxicity, effects on 1915. 

rats, 6-phenylethylamine, effects on 4735. 

reticulocytes, ducks, ribonucleoprotein (messenger), globin 
mRNA ISS, interaction-proteins 7415. 

retina, chickens embryos, glutamine synthetase MRNA 
induction, suppression-interferon 6068. 

ribonuclease-free, isolation-kidney, rats 6724. 

mRNA, ethionine-treated liver, rats, association-endoplasmic 
reticulum membranes 6053. 

RNA (heterogeneous nuclear)-depleted, Xenopus laevis liver, 
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Polyribosomes,(continued) 
isolation 6723. 

tRNA (peptidyl), liver, rats, N-terminus acetylation 4740. 

mRNA, Stronglycocentrotus purpuratus embryos, 
translation efficiency, comparison-ribonucleoproteins 6915. 

Saccharomyces cerevisiae , poly (A)-containing mRNA 2415. 

Saccharomyces cerevisiae , poly (A)-containing mRNA, size 
5974. 

separation, methodology 5344. 

serum, rabbits, degradation-ribonuclease, protection-heparin 
$132. 

spermatids, rats, temperature effects 3503. 

spinal cord, rats, development/demyelination, 
characterization 1438. 

Streptomyces hydrogenans , 20B-hydroxysteroid 
dehydrogenase biosynthesis, detection 3483. 

SV 40, association-mRNA 16S/mRNA 19S 193. 

thyroid, cattle, high molecular weight thyroglobulin peptides 
biosynthesis in vitro 4736. 

translation activity, liver, rats, stimulation-cycloheximide 
5900. 

Triticum embryos, poly (A)-bound proteins, characterization 
3491. 

turnover, muscles, rats, following fasting, amino acids 
(branched-chain), effects on 6735. 

Polysaccharides, 

sulphated, effects on DNA biosynthesis/RNA biosynthesis, 
Ehrlich ascites tumour cells 2144. 

Polyspermine, 

cross-linked-ribonuclease I, binding-poly (A.U), kinetics 73 13. 

Polysphondylium pallidum, 

microcysts, germination, protein biosynthesis/RNA 
biosynthesis 1503. 

Polytene, 

cells, nucleoli, Drosophila nasuta , DNA, organization/ 
replication 6230. 

Pongo pygmaeus, 

rRNA gene distribution, comparison-Pan troglodytes / 
Gorilla gorilla beringei /man 3055. 

Pongo pygmaeus albei, 

chromosomes, rRNA gene location 6508. 

Porphyridium, 

bacterial DNA, uptake, fate 1115. 

Porphyrins, 

ligands, interaction-calf thymus DNA 6244. 

Portulaca oleraceae, 

seeds, protein biosynthesis/RNA biosynthesis/DNA 
biosynthesis, light, effects on 3472. 

Potassium, 

concentration, effects on protein biosynthesis elongation, 
reticulocytes/reticulocyte lysate 1454. 

concentration, effects on protein biosynthesis/RNA 
biosynthesis/DNA biosynthesis, Ehrlich ascites tumour cells 
4712. 

concentration, effects on protein biosynthesis, Sindbis virus- 
infected chickens cells 6702. 

Potassium chloride, 

stabilization-Halobacterium cutirubrum ribonucleoproteins 
584. 

Potassium iodide, 

effects on tritiated uridine incorporation, RNA, thyroid 1850. 

Potato leafroll virus, 

RNA, isolation/characterization 5924. 

Potato spindle tuber viroid, 

circular RNA, phosphodiesters cleavage 5382. 

complementary DNA, biosynthesis/characterization, in vitro 
1600. 


complementary DNA, nucleotide sequence homology 1481. 

conformation, heat transitions, melting analysis 5965. 

RNA, characterization 4143. 

RNA, characterization/biological properties 6795. 

RNA, interaction-ethidium bromide/c.d. 4802. 

RNA, structure 2993. 

Potorous tridactylus, 

radiation (u.v.)/radiation (visible light)-induced damage, 
DNA repair 434. 

Poxvirus, 

DNA, base compesition 5501. 

DNA, restriction endonuclease fragments, electrophoresis 
1014. 

DNA, termini inverted repeats 1015. 

infection, AMP arabinoside, adenine arabinoside 
monophosphate 723. 

replication, interferon, effects on, review 2288. 

Prednisolone, 

effects on DNA biosynthesis, herpes simplex virus | 1072. 

Pregnenolone- 16a-Carbonitrile, 

induction-RNA biosynthesis/protein biosynthesis, liver, rats 


902. : 
Preproaibumin, 
chickens, complementary DNA, cloning 1556. 
Preprolactin, 


mRNA, activity, pituitary cell culture, sheep, 1 7-oestradiol, 
effects on 5863. 

mRNA, levels, pituitary, rats, oestrogen, effects on 6011. 

Pretazettine hydrochloride, 

effects on protein biosynthesis, Rauscher leukaemia virus 
infected cells 1423. 

Prionace glauca, 

occurrence-deoxyribodipyrimidine photolyase 2113. 

Procollagen, 

biosynthesis, decrease, Rous sarcoma virus-infected 
fibroblasts, embryos, chickens, kinetics, relationship-mRNA 
5859. 

biosynthesis, regulation during development, calvaria, 
embryos, chickens, relationship-mRNA content 4856. 

chickens, clones, plasmids, construction/characterization 
1698. 

embryos, chickens, complementary DNA, clones, 
construction, characterization 6371. 

mRNA, calvaria, embryos, chickens, identification 6803. 

mRNA, cattle, size/secondary structure 5982. 

mRNA, chickens calvaria, translation-reticulocyte lysate 
1535: 

mRNA, embryos, chickens, translation-wheat germ cell-free 
system, proline products, hydroxylation 2008. 

mRNA, embryos, chickens, translation-wheat germ/ 
reticulocyte lysate cell-free system 6919. 

mRNA, normal/transformed fibroblasts, embryos, chickens, 
characterization 5977. 

Proflavine, 

complex-adenylyl-(3’,5’)-adenosine phosphate, structure, X- 
ray diffraction 1380. 

complex-DNA, structure 3077. 

effects on adenovirus RNA stability 849. 

free radicals induction-phage 9X174 DNA, conformation, 
effects on 6112. 

inctivation-Haemophilus influenzae transforming DNA 
4271. 

interaction-cytidylyl-(3’,5’)-guanosine guanylyl-(3’,5’)- 
cytidine, energetics 6639. 

intercalation-DNA, induced c.d. 5476. 

photoinactivation-phage 0X174 DNA 2700. 
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Progesterone, 

effects on DNA biosynthesis, herpes simplex virus | 1072. 

effects on ovalbumin mRNA transcription/translation, 
chickens 2503. 

effects on RNA biosynthesis, embryos, mice 2506. 

induced transcription, ovidutt, quails, age, effects on 4591. 

receptors. DNA binding subunits, oviduct, chickens, 
purification/characterization 5237. 

receptors complex, binding-chromatin, sheep hypothalamus 
2854. 

receptors complex, effects on chromatin transcription, 
rabbits. uterus 7438. 

regulation-ovalbumin mRNA translation, oviduct, chickens 
1890. 

Proinsulin, 

mRNA. stimulation-glucose, pancreas, rats 2400. 

Prolactin, 

biosynthesis, pituitary, sheep, oestrogen, effects on 5862. 

biosynthesis. pituitary cell culture, sheep, 17f-oestradiol, 
effects on 5863. 

biosynthesis, tumour cells. pituitary, rats, induction-uridine 
(5-bromodeoxy), mechanisms 4649. 

biosynthesis/mRNA accumulation, pituitary. rats, oestrogen, 
effects on 6009. 

complementary DNA, pituitary tumour cells, rats, isolation/ 
characterization 5525. 

content, pituitary, rats, relationship-DNA replication 5544. 

genes. rats. containing, recombinant DNA, construction/ 
analysis 3849. 

precursors, mRNA, purification-pituitary (anterior), cattle - 
3529. 

mRNA. accumulation, pituitary, rats, stimulation-oestradiol 
8592; 

mRNA. GH cells, regulation, use-complementary DNA 
probes 6925. 

mRNA. reticulocyte lysate, pituitary, rats, reverse 
transcription 7203. 

stimulation-RNA biosynthesis, mammary gland, mice, 2- 
nitrophenyl sulphenyl chloride modification, effects on 2505. 

Promoters, 

A2 promoter, phage T7 DNA, nucleotide sequence 381. 

C promoter, phage T7, DNA nucleotide seque 3719. 

competition, phage SPO! DNA-binding protein, effects on 
4559, 

control-galactose operon, Escherichia coli 5598. 

early. phage T7, nucleotide sequence 4948. 

Escherichia coli , in vitro interaction 3992. 

lactose promoter, interaction-Escherichia coli RNA 
polymerase, contact location 7478. 

lactose promoter, interaction-RNA polymerase, Escherichia 
coli 3345. 

lactose promoter. MRNA, Escherichia coli, transcription in 
vitro 4806. 

localization-phage M13 DNA 2073. 

phage 9X 174/phage S13, radiation (u.v.) mapping 991. 

phage TS genome, mapping, electron microscopy 2616. 

phage T7, RNA chains initiation-Escherichia coli RNA 
polymerase, kinetics 6851. 

phage T7, unwinding-Escherichia coli RNA polymerase 
7329. 

phage T7 RNA polymerase, nucleotide sequence 4947. 

phages genomes, identification/localization, review 5717. 

sites, localization, plasmid NTP1 4305. 

sites, phage T7 DNA, mapping 2632. 

structure/binding-phage T7 RNA polymerase 5624. 

tetracycline resistance genes, plasmid pBR313/plasmid 
pBR322, characterization 7027. 


1,3-Propane sultone, 

effects on transforming DNA, Bacillus subtilis 3069. 

B-Propiolactone, 

effects on transforming DNA, Bacillus subtilis 3069. 

reaction-thymidine-5’-monophosphoric acid 2350. 

Propionibacterium shermanii, 

DNA methylation, methylcobalamin, effects on 5072. 

ribonucleotide reductase activity, assays, use- 
chromatography (thin-layer) 3930. 

Prorocentrum micans, 

chromosomes, division 1791. 

chromosomes, structure 1272. 

Prostaglandin A2, 

effects on RNA biosynthesis, erythroid cells, mice 1984. 

Prostaglandins, 

effects on DNA biosynthesis, melanoma cells 6283. 

stimulation-DNA biosynthesis initiation, fibroblasts, mice 
6282. 

Prostate, 

human, DNA polymerase (RNA-dependent) activity 5642. 

rats, regression, RNA biosynthesis 91 2. 

rats, RNA polymerase I/RNA polymerase II activity, RNA 
biosynthesis, androgens/cycloheximide, effects on 4489. 

Prosthecobacter, 

DNA homology 2076. 

Protamine, 

complementary DNA, synthesis/characterization 5519. 

enhancement-poliovirus RNA transfection, mechanisms 
2526. 

genes, number/frequency, Salmo gairdneri testis 3054. 

interaction-DNA, assays, fluorescence 3339. 

poly (A) containing mRNA, translation-wheat germ/rabbits 
reticulocyte lysate cell-free system 6076. 

mRNA, poly (A)-containing, translation-Xenopus oocytes 
4246. 

mRNA, Salmo gairdnerii , cloning-complementary DNA 
7279. 

mRNA, Salmo gairdnerii , coding/non-coding regions, 
sequence divergence 7084. 

mRNA, Salmo gairdnerii testis, isolation/characterization 
6916. 

mRNA, translation-wheat germ cell-free system, 5'-terminus 
caps removal, effects on 3635. 

Protamines, 

human spermatozoa, amino acid sequence 2835. 

Protein (acidic), 

mice ascites cells/hamsters fibroblasts ribosomal subunit 
60S, characterization 201. 

purification/characterization/role-nucleosomes assembly 
2256. 

Protein biosynthesis, 

see also Translation 

Acer platanoides , low temperature stratification, effects on 
6891. 

Acetabularia , inhibition-tobacco mosaic virus 4199. 

Achlya ambisexualis , stimulation-antheridiol 1417. 

activity, Cyprinus carpio liver polyribosomes 5898. 

activity, Escherichia coli tRNA, uridine (5-fluoro) 
substitution, effects on 762. 

activity, fluorescamine modification-tRNA, Escherichia coli 
2430. 

activity, gentamicin, effects on 2957. 

Anaplasma marginale , erythrocytes culture, cattle 2096. 

Artemia salina , elongation, inhibition-modeccin 1922. 

Aspergillus niger , during conidia development 4215. 

avian sarcoma virus gag gene/pol gene products 3045. 

Bacillus stearothermophilus , inhibition-ochratoxin A 1887. 
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Protein biosynthesis,(continued) 

BALB/c3T3 cells, magnesium, effects on 7208. 

BHK-21 cells, inhibition-oligo (A) 3436. 

bones, cell culture, rats, vitamin A action dependence 911. 

brain, rats, inhibition-d-amphetamine 189. 

brain, rats, perinatal methadone, effects on 3835. 

cell culture/mengovirus, N-methyl-N-nitrosourea, effects on 
3594. 

cell-free system, brain, mice, (RNA aminoacylation, y- 
aminobutyric acid, effects on 5328. 

cell-free system, Drosophila melanogaster , characterization 
4706. 

cell-free system. liver/brain, rats, age, effects on 6706. 

cell-free system, retina, cattle 794. 

cell-free system, mRNA, myogenic cell lines, actinomycin D, 
effects on 941. 

cell-free system, wheat embryo, characterization 1415. 

cell-free system, wheat germ, translation conditions 796. 

cells, mammals, stimulation-sugars phosphorylation, 
mechanisms 2964. 

CHO cells. hyperthermia, effects on 7209. 

coat proteins, phage Qf, control mechanisms, infected 
Escherichia coli 4701. 

coding-amino acids, review 4010. 

control-haemin, translation repressors formation/activity, 
dithiothreitol, effects on, reticulocytes, rabbits 1422. 

Darier’s disease cells, autoradiography 6882. 

dependence-DNA content, Bacillus subtilis spores 4213. 

dependence-RNA biosynthesis, during early germination, 
Triticum embryos 3473. 

Dictyostelium discoideum , formycin/formycin B/ 
toyocamycin, effects on 278. 

Dictyostelium discoideum spores, during germination 3616. 

Drosophila melanogaster , a-amanitin/juvenile hormone, 
effects on 901. 

Drosophila melanogaster wing discs 3572: 

Dunaliella bioculata , cell cycle 1066. 

Ehrlich ascites tumour cells, eupahyssopin, effects on 1663. 

Ehrlich ascites tumour cells, pyrimidine (1,3,4- 
thiadiazolo|3,2a]), effects on 6884. 

Ehrlich ascites tumour cells, regulation-quercetin 3838. 

Ehrlich ascites tumour cells, sodium/potassium 
concentration, effects on 4712. 

elongation, Escherichia coli ,rRNA 16S cleavage-cloacin, 
effects on 1451. 

elongation, inhibition-reticulocytes membranes components 
5362. 

elongation, liver, rats, tumours transplantation, effects on 
2971. 

elongation, reticulocytes/reticulocyte lysate, potassium 
concentration, effects on 1454. 

elongation rates, Saccharomyces cerevisiae , relationship- 
growth rate 4702. 

embryos, mice, during development, a-amanitin, effects on 

et OUs 

Entamoeba histolytica , inhibition-emetine, binding- 
ribosomes 6745. 

Escherichia coli , during glycerol-induced bacteriostasis 4415. 

Escherichia coli , indole acetic acid, effects on 5405. 

Escherichia coli , inhibition-antibiotics, relationship- 
polyribosomes binding 2959. 

Escherichia coli , inhibition-phenylmercuric borate 2722. 

Escherichia coli , initiator (RNA, formylation-methionine, 
lactose operon expression polarity 1880. 

Escherichia coli , phage T-even infection, effects on, review 
6549. 

Escherichia coli , regulation, L-1-tosylamido-2-phenylethy! 
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chloromethy! ketone/kirromycin, effects on 823. 

Escherichia coli , relationship-thymine starvation-induced 
mutagenesis 3177. 

Escherichia coli , thermal injury, effects on 5412. 

Escherichia coli /Pseudomonas fluorescens , temperature 
effects 788. 

fibroblasts, human, stimulation-cattle growth hormone 
fragments 191. 

fibroblasts, mice, sodium fluoride, effects on 7213. 

Friend erythroleukaemia cells, stimulation haemin 795. 

Gallus domesticus muscles, rate 1892. 

gentamicin-resistant Escherichia coli , ribosomal protein L6 
mutations, effects on 2425. 

glial cells/nerves cells, brain, rabbits 5996. 

a-globulin, hepatocytes, rats, induction-glucocorticoids, in 
vitro 793. 

Glycine max hypocotyls, role-actinomycin D/blasticidin S- 
mediated resistance. Phytophthora megasperma infection 
279. 

Haemophilus influenzae , association-competence 1095. 

Hapalosiphon welwitschii , penicillin G, effects on 6020. 

hepatocytes, rats, aminooxyacetate/amino acids, effects on 
1421. 

hosts, inhibition-herpes simplex virus, genes, control 3608. 

human leucocytes (polymorphonuclear) 4817. 

human lymphocytes, a-difluoromethylornithine/ 
methylglyoxal bis(guanylhydrazone), effects on 3187. 

human lymphocytes, inhibition-macrophages 
immunosuppressive factor 2136. 

incorporation-iodine-125-labelled tRNA (tyrosyl), cell-free 
system 185. 

influenza A virus, embryo cells, chickens, actinomycin D, 
effects on 3466. 

influenza A virus, florenal, effects on 2496. 

influenza A virus, infected cells, control 6061. 

inhibition, Chinese hamsters, cell culture, effects on mitosis 
295. 

inhibition, effects on RNA polymerase II/RNA polymerase 
III activity, liver, rats 3899. 

inhibition, nucleoli, Ehrlich ascites tumour cells, effects on 
RNA polymerase I activity 5625. 

inhibition-anthelmycin, mechanisms 4727. 

inhibition-cycloheximide, liver, rats, effects on rRNA 
processing 6879. 

inhibition-cycloheximide, liver nuclei, rats, effects on 
ribonucleoproteins transport 4097. 

inhibition-double-stranded RNA, L cells, relationship- 
interferon induction 4231. 

inhibition-double-stranded RNA, mechanisms 2541. 

inhibition-erythromycin derivatives 1416. 

inhibition factor, Bacillus stearothermophilus , purification/ 
characterization, role-ribosomes stability 204. 

inhibition-isoleucine analogues 4733. 

inhibition-oligonucleotides, interferon treated L cells 4672. 

inhibitors, reticulocytes, rabbits, characterization 1898. 

initiation, bacteria, tiamulin, effects on 4118. 

initiation, Escherichia coli , kinetics 4134. 

initiation, Escherichia coli , peptidyltRNA hydrolase, effects 
on 3508. 

initiation, Escherichia coli , rRNA 16S cleavage-cloacin, 
effects on 1450. 

initiation, inhibition-glutathione, mechanisms 829. 

initiation, L cells, interferon-induced mRNA translation 
inhibitors, effects on 5917. 

initiation, poliovirus, resistance-environment 1448. 

initiation, reticulocyte lysate, inhibitors, lymphocytes 
cytoplasm, characterization 1926. 
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Protein biosynthesis,(continued) 

initiation, ribosomes, mechanisms, review 2890. 

initiation, skeletal muscle/heart, rats, glucocorticoids, effects 
on 791. 

initiation, skeletal muscle/heart, rats, fasting, effects on 828. 

initiation, skeletal muscle/heart, rats, cortisone acetate, 
effects on 2401. 

initiation/elongation activity, liver, rats, proteins depletion/ 
refeeding, effects on 4709. 

insects, review 3356. 

intestine, rats, aldosterone, effects on 1419. 

jeucocyte (polymorphonuclear), role-phagocytosis 1897. 

liver, rats, diabetis, stimulation-phenobarbitone 2399. 

liver, rats, following partial hepatectomy, proteins 
deprivation, effect on 4708. 

liver, rats, induction-pregnenolone-16a-carbonitrile 902. 

liver, rats, inhibition-methylazoxymethanol acetate, 
mechanisms 6707. 

liver, rats/Waiker carcinoma ribosomes, thiopseudourea, 
effects on 2402. 

lymphoid tissue, polyribosomes activity, limiting factors 6709. 

mammalian cells, inhibition-oligo (A), mechanisms, role- 
nuclease 6647. 

mitochondria, brain, rats 2688. 

mitochondria, brain regions, rats, during development 6327. 

mitochondria, eggs, Salmo , ethidium bromide, effects on 
6030. 

mitochondria, kidney, rats, regulation, in vitro 188. 

mitochondria, liver, rats, diabetes, insulin, effects on 4205. 

mitochondria, liver, rats, rifampicin, effects on 3597. 

mitochondria, Saccharomyces cerevisiae , purine (2,6- 
diamino), effects on 6574. 

muscles, rats, fasting, effects on 1928. 

Mycococcus , relationship-cell cycle 3026. 

myocardium, rats, mitochondria, AMP (cyclic), effects on 
2519. 

Neurospora crassa , caffeine, effects on 6027. 

Nicotiana tabacum protoplasts, osmotic stress, effects on 
298. 

Notophthalmus viridescens blastemata, stimulation-insulin, 
association-nerve function 427. 

Novikoff hepatoma/normal liver cells, magnesium/calcium, 
effects on 2730. 

nuclei-associated, temperature-sensitive mutant CHO cells 
1420. 

patterns, Drosophila melanogaster differentiation 790. 

patterns, L cells 5864. 

Paulownia tomentosa seeds, during dormancy/light 
stimulation 3194. 

peptidyltransferase reaction, models 1414. 

phage M13, Escherichia coli minicells 2494. 

phage T4 temperature-ansitive mutant, initiation codons 
4741. 

pheochromocytoma cells, rats, nerve growth factor/AMP 
(cyclic) analogues, effects on, comparison 6710. 

pituitary, rats, thyroid hormones, effects on 273. 

plasma, hepatocytes, embryos, chickens, 
immunofluorescence localization 6708. 

Platichthys flesus , 17$-oestradiol, effects on 6280. 

polyribosomes content, Capsicum annuum leaves, 
photoperiod changes 4099. 

Polysphondylium pallidum , microcysts, germination 1503. 

Portulaca oleraceae seeds, light, effects on 3472. 

Prunus persica polyribosomes, development 2403. 

rate, during cell cycle, Saccharomyces cerevisiae 1065. 


rate, Stongylocentrotus purpuratus eggs, fertilization, effects 
on 4705. 


rates, during cell cycle, Caulobacter crescentus 786. 

rates, thymocytes, rats, high altitude adaptation, effects on 
4423. ; 

Rauscher leukaemia virus infected cells, pretazettine 
hydrochloride, effects on 1423. 

regulation, bacteria, review 4592. 

regulation, reticulocyte lysate, rabbits, mechanisms, haeme- 
controlled inhibitors, use-immune serum 4710. 

regulation, review 1320. 

regulation, Vaccaria pyramidata seeds 6333. 

reticulocyte lysate, inhibition-double-stranded RNA, 
endonuclease activation 932. 

reticulocyte lysate, inhibition-double-stranded RNA, salts 
concentration, effects on 4232. 

reticulocyte lysate, inhibition-double-stranded RNA, fructose- 
6-phosphate, effects on 4233. 

reticulocyte lysate, inhibition-double-stranded RNA, role- 
protein kinase/endonuclease effectors 4850. 

reticulocyte lysate, initiation factor 2 subunits 
phosphorylation during initiation inhibition 4749. 

reticulocyte lysate, initiation factors complex formation, 
factors requirement 4139. 

reticulocyte lysate, stimulation-AMP (cyclic)/hexose 
phosphate 2970. 

reticulocytes, rabbits, control-haemin, translation repressors 
1899. 

Rhizobium bacteroids, Lupinus nodules, polypeptides 
labelling 6705. 

Rhizopus stolonifer sporangiospores, changes during 
germination 5858. 

Rhoeo discolor , temperature effects 299. 

rhythms, during embyrogenesis, models 2482. 

ribosomal subunit 30S/ribosomal subunit 50S, Bacillus 
insolitus , temperature, effects on 5868. 

ribosomes, elongation mechanisms, review 1308. 

ribosomes, liver, rats, modeccin, effects on 5899. 

tRNA (leucyl) misreading 214. 

tRNA (phenylalanyl) binding, hamsters, muscular dystrophy, 
effects on 4127. 

tRNA fMet, Escherichia coli , stimulation-spermidine 1918. 

role-lymphocytes T insulin binding sites development 6889. 

role-tRNA termini, review 4601. 

Saccharomyces cerevisiae , amino acids deprivation, effects 
on 4832. 

Saccharomyces cerevisiae , inhibition-ammonia 789. 

Saccharomyces cerevisiae , inhibition-basic amino acids 1083. 

sea urchins eggs, artificial activation, effects on 5060. 

seminal vesicle, rats, testosterone, effects on 274. 

shut-off, CHO cells, relationship-host range restriction, 
vaccinia virus infection 2398. 

Sindbis virus-infected chickens cells, sodium/potassium 
concentration, effects on 6702. 

skeletal muscle, rats, vitamin A deficiency, effects on 190. 

spermatozoa differentiation, mammals, review 1324. 

spleen lymphocytes/bone marrow cells, rats, polyanions, 
effects on 7204, 

Spongilla carteri cells, aggregation, effects on 7196. 

Staphylococcus aureus , inhibition-pseudomonic acid, 
mechanisms 2946. 

stimulation, Escherichia coli ribosomes modification-N- 
bromosuccinimide 4730. 

mice: tac aureofaciens , chlortetracycline, effects on 
6018. 

striate cortex, rats, kainic acid injection, effects on 4836. 

Strongylocentrotus purpuratus eggs, activation-ammonia, 
mechanisms 4704. 

Stylonychia notophora , metepa, effects on 1990. 
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Protein biosynthesis,(continued) 

temperature effects, review 2. 

testis, rats, age, effects on 839. 

Tetrahymena pyriformis , control 2681. 

thymus/spleen/bone marrow, rats, protein deficiency, effects 
on 1894. 

Tortula ruralis , temperature effects 1418. 

Tradescantia paludosa , role-cell division 3041. 

translocation, inhibition-alkaloids, review 1319. 

Triticum aestivum embryos during development, proteins 
content, effects on 4843. 

undernourished rats, orotic acid, effects on 290. 

Vero cells, suppression-herpes simplex virus 785. 

vesicular stomatitis virus, human/monkeys cells, interferon, 
effects on 3008. 

Vibrio (NAG) /Staphylococcus aureus /Escherichia coli , 
tetracycline + sodium deoxycholate, effects on 6320. 

wheat-germ cell-free system, inhibition-aurintricarboxylic 
acid 4711. 

wheat germ cell-free system, inhibition-spermine antibodies 
5865. 

Xenopus laevis oocytes, regulation factors, mRNA 
selectivity 5435. 

yeasts, comparison-free/membrane-bound ribosomes 3468. 

yeasts, heat, Pichia membranaefaciens 3619. 

yeasts, translocation, inhibition-hygromycin B, mechanisms 
3501. 

yolk sac tumours, rats, relationship-cytosol mRNA levels 
2545. 

Zea mays coleoptiles, manganese/auxins, effects on 2509. 

Protein kinase, 

heart, cattle, phosphorylation-histone H1/histone H2b 595. 

inhibition-arginine-rich histones 2836. 

initiation factor 2, interferon-induced, isolation/purification 
PANE 

myocardium, rats, inhibition-adenine-containing drugs 6626. 

phosphorylation-initiation factor 3, reticulocytes, rabbits 
1925. 

ribosomes/chromatin-associated, SV40-transformed cells 
2862. 

Protein p30, 

oncornavirus, interaction-DNA polymerase (RNA- 
dependent) 2808. 

Protein S100, 

mRNA, accumulation-glial cells, rats, inhibition-colchicine 
914. 

Proteinase, 

DNA-bound, characterization 3996. 

effects on chromatin, rats 3312. 

mRNA, Bacillus megaterium , half-life 3043. 

mRNA biosynthesis, Bacillus amyloliquefaciens , regulation 
1966. 

Proteinase K, 

inhibition-ribonuclease 49}. 

: Proteins, 

adenovirus (human) 2, complex-DNA, assays 1796. 

binding-DNA, mapping, electron microscopy 1299. 

bound-adenovirus (human) 5 intracellular DNA termini, 
detection 7469. 

capsid protein, polyoma virus, coding-high molecular weight 
RNA in vitro 1530. 

complex-DNA 5’-terminus, adenovirus, assays 5243. 

complex-RNA (heterogeneous nuclear), SV40 infected cells, 
characterization 3989. 

composition, chromatin, liver, rats 1264. 

cores, adenovirus (human) 2, DNA-binding properties 6524. 

cross-linking-DNA, mammalian cells, induction-carcinogens 


6107. 

cross-linking-mRNA, polyribosomes. L cells, induction- 
radiation (u.v.) 2982. 

cross-linking-RNA, radiation (u.v.) induced, ribosomal 
subunit 408, liver, rats 1437. 

depletion/refeeding, effects on protein biosynthesis initiation/ 
elongation activity, liver, rats 4709. | 

trans-dichlorodiammine platinum (I1)-induced cross-linking- | 
DNA, leukaemia cells, mice, quantitation, methodology | 
6542. 

dissociation-DNA, models/chromatin 648. 

DNA-binding protein, characterization 3983. 

DNA complex, isolation/characterization, Paracentrotus 
lividus embryos 3994. 

early infection products, adenovirus (human) 2, binding- 
DNA 5’-terminus 6532. 

gene A, phage 9X174, purification/characterization 6381. 

gene 44/62/gene 45, stimulation-phage T4 DNA polymerase 
532) 

Halobacterium cutirubrum , complex-TRNA 5S, structure 
analysis 5244. 

histones-like, DNA associated, Thermoplasma acidophilum , 
role 2243. 

homology-RNA/DNA sequences, relationship-evolution, 
computer programs 923. ‘ | 

informosomes, review 2894. 

interaction-DNA, assays, fluorescence 3341. | 

interaction-DNA, equilibrium/kinetics 5241. 

interaction- DNA/RNA, assays 4886. 

interaction-double-stranded polynucleotides 1865. 

interaction-RNA, Escherichia coli ribosomes, analysis, use- 
cross-linking 1430. 

interaction-RNA, tomato bushy stunt birus, neutron 
scattering 1302. 

liver, rats, promotion-tRNA binding-ribosomal subunit 40S 
4128. 2 

nuclear, hepatoma cells, inhibition-DNA replication 5579. 

papaya mosaic virus, sequential encapsidation-heterologous 
RNA 4563. 

patterns, Ehrlich ascites tumour cells polyribosomes 815. 

phosphorylation, chromatin/ribosomes, adenovirus (human) 
12/murine sarcoma virus transformed cells, monkeys/rats/ 
mice 1265. 

phosphorylation, human fibroblasts, double-stranded RNA/ 
interferon, effects on 6900. 

Rauscher leukaemia virus, binding-hosts cells DNA, 
specificity 7474. 

read-through protein, phage QB, biosynthesis-Escherichia 
coli cell-free system, magnesium, effects on 6701. 

release-deoxyribonuclease I digestion Drosophila nuclei, 
association-chromosome puff 2866. 

mRNA, accumulation during myoblasts differentiation, 
skeletal muscle, quails 6029. 

RNA associated, cowpea mosaic virus, characterization 
4564. 

RNA 5S complex, isolation/characterization, Xenopus laevis 
3942. 

sequence-specific binding-DNA, characterization, use- 
deoxyribonuclease footprinting 640. 

serum, purification, DNA biosynthesis activation 2141. 

Smittia eggs, radiation (u.v.)-induced cross-linking-RNA 
7479. 

5’-terminus-associated, phage 9 DNA 2822. 

tobacco mosaic virus, interaction-poly (A,eA)/poly (C,eC) 
1377. 

tobacco ringspot virus RNA-associated, occurrence 6535. 

vesicular exanthema virus RNA-associated, characterization 
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Proteins,(continued) 
1799. 

VPg protein. poliovirus |. binding RNA 1797. 

Proteus mirabilis, 

guanosine diphosphate. purification/structure 4653. 

transcription-R factor NRI DNA 6849. 

Protoplasts, 

Avena sativa . ribonuclease activity. polyamines, effects on 
ISS: 

Proviruses, 

endogenous. genomes DNA, chickens, sequence detection, 
restriction endonuclease mapping 6234. 

Prunus persica, 

development. polyribosomes, protein biosynthesis 2403. 

Psammechinus miliaris, 

histone H2a, amino acid sequence 2247. 

histones gene expression during cell cycle 2516. 

histones genes, nucleotide sequence 2084. 

histones genes, 3'-terminus sequence 6475. 


Pseudococcus obscurus, 
chromosomes, DNA biosynthesis, euchromatin/ 
heterochromatin 2686. 


Pseudomonas, 
IncP plasmids, isolation/characterization 3660. 


Pseudomonas aeruginosa, 

genes, transfer/conjugation 6367. 

linear DNA, transformation/transfection 6338. 

plasmid pMG7, restriction endonuclease, isolation/ 
characterization 7324. 

plasmids DNA, detection, methodology 2016. 

R factor R91-5, DNA insertion mutagenesis 5086. 

radiation (u.v.)-induced DNA repair, phage C5, effects on 
7148. 

ribosomes, phage PP7 RNA binding sites, nucleotide 
sequence/identification-coat protein cistrons 4773. 

transformation-plasmids/phages DNA 5082. 

transformation-R factor RP1| 5087. 


Pseudomonas BAL-31, 
RNA polymerase, sigma factor/templates homology, 
transcription, effects on 5141. 


Pseudomonas fluorescens, 

Escherichia coli Escherichia coli K12 F’ factors transfer 
3214. 

protein biosynthesis, temperature effects 788. 

Pseudomonas glycinea, 

Pseudomonas aeruginosa , genes transfer/conjugation 6367. 

Pseudomonas phaseolicola, 

occurrence-plasmids DNA 4256. 

phage g6 RNA biosynthesis 891. 

transformation-R factor RSF1010/plasmid pBR322 DNA 
253% 

Pseudomonas pseudoalcaligenes, 

plasmids DNA, detection, methodology 2016. 

Pseudomonas putida, 

phage gh-1-infected, DNA transcription 6001. 

TOL plasmid derivatives, restriction endonuclease cleavage 
mapping 5488. 

Pseudomonas synxantha, 

adenine deaminase, purification/characterization 2812. 

Pseudomonic acid, 

inhibition-Escherichia coli tRNA (isoleucyl) synthetase 1409. 

inhibition-protein biosynthesis, Staphylococcus aureus , 
mechanisms 2946. 


Pseudopleuronestes americanus, 

antifreeze peptides mRNA, translation, environmental effects 
4245. 

Pseudorabies virus, 

antiviral agents, pyrimidines derivatives 1346. 

defective interfering particles, DNA structure during 
evolution 7056. 

DNA, replication, concatemers, analysis 4335. 

DNA, structure, electron microscopy 6193. 

DNA polymerase, inhibition-trisodium phosphonoformate 
2796. 

Pseudouridylate synthetase I, 

Salmonella typhimurium , isolation/purification 2940. 

Psoralen, 

derivatives, binding DNA/RNA, radiation (u.v.)-treated 
HeLa cells/Drosophila cells 6969. 

derivatives, photochemical cross-linking, use-double-stranded 
regions detection, RNA (heterogeneous nuclear), HeLa cells 
4796. 

derivatives, photochemical cross-linking-DNA, epidermis, 
guinea-pigs, electron microscopy 7088. 

derivatives, photoinactivation- Western equine encephalitis 
virus RNA/herpes simplex virus 1 DNA 345. 

derivatives, triplet state, reactivity-purines/pyrimidines, use- 
flash photolysis 5723. 

3-(a,a-dimethylallyl) derivatives, binding-DNA 4890. 

formation-DNA monoadducts, irradiation 2061. 

light, induced cross-linking/relaxation, superhelical DNA, 
plasmids ColE1 3669. 

photochemical reaction-DNA, kinetics analysis 4891. 

photoinactivation-reovirus genomes RNA, associated 
enzymes activity, effects on 6907. 

Psoriasis, 

DNA-binding protein, characterization, identification- 
nonhistone proteins 1294. 

human, DNA binding protein, nonhistone proteins, 
characterization 3336. 

Psychotropic drugs, 

effects on DNA biosynthesis, !ymphocytes 7217. 

inhibition-DNA biosynthesis, lymphocytes cell culture 5068. 

PtK, cells, 

kinetochores, ribonucleoproteins localization 5194. 

Pulmonary embolism, 

diagnosis, use-DNA assays, plasma 1682. 

Pulvomycin, 

effects on RNA biosynthesis, HeLa cells/Ehrlich ascites 
tumour 3017. 

inhibition-elongation factor Tu + GTP + tRNA (aminoacyl) 
complex formation 1914. 

Purine (2’(3')-O-Alkyl) nucleoside, 

synthesis 61. 

Purine (6-Alkyl) nucleoside, 

synthesis 60. 

Purine (8-Alkyl) nucleoside, 

synthesis 60. 

Purine (2-Amino), 

induced DNA mutation, mechanisms 7128. 

Purine (6-Amino-3-Dimethylallyl), 

structure, X-ray crystallography 671. 

Purine (3’-Azido-2',3’-Dideoxyribofuranosy]), 

synthesis 1823. 

Purine (6-Benzylamino), 

analysis, methodology 2305. 

Purine (6-Chloro)nucleotide, 

interaction-ribonuclease I, spectroscopy (u.v.) 1707. 

Purine (8,5'-Cyclo) nucleosides, 

synthesis 2320. 
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Purine (2,6-Diamino) nucleoside, 

synthesis 697. 

Purine (2,6-Diamino) nucleotide, 

synthesis 697. 

Purine (2,6-Diamino), 

induced DNA mutation, mechanisms 7128. 

mutagenicity/effects on protein biosynthesis, Saccharomyces 
cerevisiae mitochondria 6574. 

Purine (6-Mercapto) nucleoside, 

isosteres, synthesis 698. 

Purine (6-Mercapto), 

interaction-vitamin B12a, kinetics/thermodynamics 1805. 

polarographic reduction 672. 

Purine (6-Methy]), 

crystallization/base stacking, water 6555. 

inhibition-Neurospora crassa growth 3375. 

Purine (9-Methyl), 

complex-copper sulphate, X-ray crystallography 5721. 

Purine (6-Methylamino), 

analogues, conformation 5722. 

Purine (9-8-Ribofuranosy!), 

effects on DNA biosynthesis/RNA biosynthesis, ascites cells 
280. 


Purine (8-(4'-Thiazolyl)), 
synthesis/screening 1336. 


Purine arabinoside, 
analogues, conformational analysis 5758. 
synthesis 62. 


Purine 8,5’-Imino cyclonucleosides, 
synthesis 1824. 


Purine-nucleoside phosphorylase, 

activity, human skin fibroblasts/rabbits kidney cell culture 
547. 

activity, lymphocytes, human lung tumours 2813. 

Bacillus subtilis , purification/characterization 1212. 

binding-purine nucleosides, kinetic isotope effects 2212. 

binding-substrates/inhibitors, conformation requirements 
1741. 

deficiency, human, effects on purines/pyrimidines 
metabolism 551. 

distribution-lymphocytes, mammals 1740. 

human, mutants subunits, purification/characterization 2809. 

inactivation-2,3-butanedione 3269. 

interaction-purine nucleosides analogues 1351. 

liver, cattle, purification/characterization 552. 

liver, chickens, activity, purines, effects on 2811. 

liver, pigeons, purification/characterization 2810. 

Purine nucleosides, 

2-S- dioxo isosters, synthesis 57. 

analogues, synthesis/interaction-nucleoside kinase/adenosine 
deaminase/purine nucleoside phosphorylase 1351. 

5’-O-benzylation 64. 

binding-methyl mercury 6579. 

binding-purine-nucleoside phosphorylase, kinetic isotope 
effects 2212. 

derivatives, synthesis 4627. 

effects on purines metabolism, review 4584. 

5'-O-glycosylation 64. 

sugar exchange reaction 63. 

synthesis, methodology 58. 

Purine nucleotides, 

conformation, n.m.r., phosphates groups substitution, effects 
on 3414, 

content, Ascaris lumbricoides eggs, association-development 


22 

Purines, 

see also specific purines 

alkylation-alkyl halides 4020. 

alkylation-tetrabutylammonium fluoride 1339. 

antibodies, properties, use-nucleotides conformation } 
determination 4524. 

asymmetry 5263. 

complex-platimum, review 3353. 

condensation-2-deoxyribose, catalysis-amino acids 5748. 

derivatives, chromatography (gas), retention index 4612. 

derivatives, herpesvirus/influenza/smallpox chemotherapy, 
review 3360. 

2,3-dihydroxypropyl derivatives, synthesis 4018. 

effects on purine-nucleoside phosphorylase activity, liver, 
chickens 2811. 

helix formation-complementary pyrimidines polynucleotides, 
c.d. 4668. 

hydration 4019. 

in vivo/in vitro transport, liver-erythrocytes, rats 4620. 

induction-sporulation, Bacillus subtilis 2317. 

insertion-DNA, Escherichia coli enzymes 4522. 

interaction-acetamide, n.m.r. 3369. 

interaction-ozone 239. 

ionization mass spectrometry 6556. 

isolation/identification, Panax ginseng , chromatography | 
(high-speed liquid)/chromatography (thin-layer)- | 
densitometry 1349. 

metabolism, dietary DNA/RNA, mice 2725. 

metabolism, human, purine nucleoside phosphorylase 
deficiency, effects on 551. 

metabolism, purine nucleosides, effects on, review 4584. 

methylated, formation, dimethylnitrosamine, DNA, liver, 
rats, hypophysectomy, effects on 3675. 

methylated, production-liver DNA, ats, removal mechanisms 
1652. 

methylation, effects on transcription fidelity 6814. 

pH, effects on, detection-n.m.r. 2304. 

prebiosis, role-hydrogen cyanide 2909. 

precursors, incorporation-nucleotides pools, bones cells, rats 
1817. 

radiation (y), e.s.r. 2308. 

reaction-coumarin/4’,5’-dihydropsoralen 6560. 

reactivity-psoralen derivatives triplet state, use-flash 
photolysis 5723. 

ring formation, mechanisms 4609. 

role-Salmonella typhimurium pyr gene expression 6573. 

separation-chromatography (high-pressure liquid) 1819. 

stacking interaction-aminoquinoline 25. 

strands, complex-pyrimidines strands, structure 6137. 

6-substituted, regiospecific substituent effects, n.m.r. 1803. 

transport, mammalian cells 4622. 

transport/accumulation, Crithidia fasciculata 2316. 


Purkinje cells, 
cerebellum, embryos, chickens, DNA biosynthesis, 
association-differentiation 1670. 


Puromycin, 

analogues, photoaffinity labelling-peptidyltransferase sites, 
Escherichia coli ribosomes 4106. 

analogues, substrates-peptidyltransferase 1912. 

analogues, synthesis 5743. 

aryl azide analogues, labelling-Escherichia coli ribosomes 
2426. 

effects on Drosophila hydei chromosomes DNA biosynthesis 
7198. 


ee eeeESESeFSFSNSseFeSNeFFFSGSeOee 


IRL©1979 


209 


Subject Index 


CE SHAE SON ne 2 ee SS ES 


Puromycin,(continued) 

photoaffinity labelling-Escherichia coli ribosomes, 
chloramphenicol/tetracycline, effects on 5890. 

photoaffinity labelling-Escherichia coli ribosomes, 
chloramphenicol-induced changes, mechanisms 5891. 

Puromycin aminonucleoside, 

carbocyclic analogues, synthesis 1826. 

Putrescine, 

effects on histone H1-poly (ADP-ribose) complex formation 
603. 

Putrescine diphosphates, 

structure, X-ray crystallography, modelss DNA/RNA 
interaction-amines 4923. 

Pyran copolymer, 

stimulation-DNA biosynthesis 1094. 

Pyrans, 


inhibition- DNA polymerase/DNA nucleotidylexotransferase, 


human cells/simian sarcoma virus 1202. 
Pyrene, 
complex formation-AMP/CMP/GMP/TMP 2923. 
Pyricularia oryzae, 
virus-like particles, RNA, isolation/characterization 4174. 
Pyridoxal 5'-Phosphate, 
activation-nucleosidediphosphatase, liver, rats 556. 
inhibition-avian myeloblastosis virus DNA polymerase 
(RNA-dependent), tRNA Trp, effects on 5834. 
Pyrimidine (2-Acetoacetamido), 
configuration, n.m.r. 1806. 
Pyrimidine (2-Alky}), 
rearrangement-2-aminopyridine 6571. 


Pyrimidine (6-Amino-5-Nitroso-1,2,3,4-Tetrah, 
derivatives, metals colouration 2309. 


derivatives, use-iron determination, spectrophotometry 1810. 


Pyrimidine (5-Ary!-3,4-Diamino), 
synthesis 33. 


Pyrimidine (5-Aza) 2'-Deoxynucleosides, 
synthesis, cytidine (5-aza2’-deoxy) hydrolysis 76. 


Pyrimidine (chloro), 
derivatives, Grignard coupling 677. 


Pyrimidine (4,5-Didehydro), 

trapping, use-furan 6570. 

Pyrimidine (4,6-Dihydroxy), 

interaction-titanium metallocenes, X-ray crystallography 
6564. 

Pyrimidine (4,6-Dimethyl) 1-Oxide, 

ring-cleavage reaction 4614. 

Pyrimidine (4,6-Dithio), 

interaction-titanium metallocenes, X-ray crystallography 
6564. 

Pyrimidine (O-Ethyl), 

removal rates, DNA, human fibroblasts cell lines 6302. 

Pyrimidine (5-Fluoro) nucleoside, 

synthesis/antitumour activity 3388. 

Pyrimidine (hydroxy), 

derivatives, induction-interferon, chickens 4024. 

Pyrimidine (pyrollo-[3,2-d]), 

derivatives, synthesis/antibacterial activity 2904. 

Pyrimidine (SH-Pyrrolo[ 3,2-d]), 

synthesis 1807. 

Pyrimidine (tetraoxopyrrolo| 2,3-d]), 

condensation-o-phenylenediamine 6572. 

Pyrimidine (1,3,4-Thiadiazolo[3,2A]), 

effects on DNA biosynthesis/RNA biosynthesis/protein 
biosynthesis, Ehrlich ascites tumour cells 6884. 


Pyrimidine (2,4,5-Triamino-6-Hydroxy), 

role-phenylalanine 4-monooxygenase activity, liver, rats 6578. 

Pyrimidine (4,5,6-Trimethyl-2-Diethylamino), 

substituted, synthesis 5726. 

Pyrimidine (trioxopyrrolo[2,3-d)), 

synthesis 29. 

Pyrimidine arabinoside, 

analogues, conformational analysis 5758. 

Pyrimidine deoxytetranucleoside triphosphate, 

isomers, separation 5791. 

Pyrimidine dimers, 

excision, Escherichia coli, role-radiation (u.v.)-induced DNA 
repair 7145. 

excision, exonuclease-deficient Escherichia coli 3813. 

formation, Chinese hamsters V-79 cells, relationship-cell 
death 3165. 

formation, radiation (u.v.), skin, review 4009. 

photoreactivation, assays, DNA, Poecilia formosa thyroid 
cells 4908. 

production, radiation (y), Escherichia coli 6990. 

radiation (u.v.)-induced. fate, Escherichia coli 1080. 

Saccharomyces cerevisiae DNA, role-mutagenesis 5552. 

transfer radiation (u.v.)-induced DNA repair 7141. 

Pyrimidine nucleosides, 

2-S- dioxo isosters, synthesis 57. 

analysis-chromatography (gas-liquid) 55. 

chromatography (thin-layer) 1820. 

derivatives, antiviral activity, herpes simplex virus | 4039. 

incorporation-DNA, inhibition-immunosuppressive factor, 
spleen, cattle $767. 

methylation-trimethyloxosulphonium hydroxide 679. 

5-substituted, synthesis 6584. 

Pyrimidine nucleotides, 

analogues, synthesis 124. 

biosynthesis, Escherichia coli , exogenous adenine/uracil, 
effects on 1345. 

methylation/conformation 2349. 

Pyrimidine oligonucleotides, 

isolation-DNA, erythrocytes, chickens 3419. 

Pyrimidines, 

see also specific pyrimidines 

alkylation-alkyl halides 4020. 

alkylation-tetrabutylammonium fluoride 1339. 

asymmetry 5263. 

chromatography (thin-layer) 1820. 

complex-platimum, review 3353. 

condensation-2-deoxyribose, catalysis-amino acids 5748. 

derivatives, antiviral agents 1346. 

derivatives, chromatography (gas), retention index 4612. 

derivatives, cytokinins activity 688. 

derivatives, herpesvirus/influenza/smallpox chemotherapy, 
Treview 3360. 

deuterium-substituted, planar vibrations 28. 

dihydro derivatives, radicals, e.s.r. 31. 

5,6-disubstituted, reaction-organolithium 32. 

halogen substituted, spectroscopy (i.r.)/spectroscopy 
(Raman) 678. 

hydration 4019. 

interaction-acetamide, n.m.r. 3369. 

interaction-ozone 239. 

ionization mass spectrometry 6556. 

isolation/identification, Panax ginseng , chromatography 
(high-speed liquid)/chromatography (thin-layer)- 
densitometry 1349. 

metabolism, dietary DNA/RNA, mice 2725. 

metabolism, human, purine nucleoside phosphorylase 
deficiency, effects on 551. 
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Pyrimidines,(continued) 

methylated derivatives, synthesis 675. 

methylation, effects on transcription fidelity 6814. 

methylation-trimethyloxosulphonium hydroxide 679. 

n.m.r. 30, 34. 

C-nucleosides, synthesis 90. 

polynucleotides, helix formation-purines, c.d. 4668. 

prebiosis, role-hydrogen cyanide 2909. 

precursors, incorporation-nucleotides pools, bones cells, rats 
1817. 

radiation (y), e.s.r. 2308. 

radiation (y)-induced dimers formation 6569. 

reaction-coumarin/4’,5’-dihydropsoralen 6560. 

reactivity-psoralen derivatives triplet state, use-flash 
photolysis 5723. 

separation-chromatography (high-pressure liquid) 1819. 

stacking interaction-aminoquinoline 25. 

strands, complex-purines strands, structure 6137. 

substituted, platinum complex reaction-thiourea, products 
isolation/characterization 5725. 

5-substituted derivatives, n.m.r. 5733. 

substitution, DNA, phages, cleavage-sequence-specific 
restriction endonuclease, effects on 5140. 

synthesis, use-diaminomaleonitrile reaction-isocyanate 1809. 

synthesis/conversion, review 1310. 

tracts, distribution-DNA, determination-nearest-neighbour 
frequency 4298. 

transformation reactions-s-triazines, mechanisms, n.m.r. 
1808. 

transport, mammalian cells 4622. 

Pyrus communis, 

extraction-polyribosomes, methodology 5884. 


Q base, 

synthesis 24. 

Q factor, 

amniotic fluid, cattle, purification/interaction-guanine- 
insertion enzyme 6684. 

Quails, 

DNA, homology-chickens/quails/ostriches 1623. 

Quasielastic light scattering, 

DNA dynamics, ionic strength, effects on 4287. 

Quercetin, 

regulation-DNA biosynthesis/RNA biosynthesis/protein 
biosynthesis, Ehrlich ascites tumour cells 3838. 

Quinacrine, 

binding-plasmids Col E1/calf thymus DNA, comparison 
chloroquine 4282. 

derivatives, interaction-DNA, n.m.r. 969. 

effects on RNA biosynthesis, mammary gland explants, mice 
6875. 

inhibition-radiation (u.v.)-induced DNA repair, L1210 cells 
1092. 

Quinacrine hydrochloride, 

binding-DNA, histones, effects on 4537. 

Quinacrine mustard, 

_-complex-DNA, bacteria, fluorescence 4273. 

8-Quinolinesulphonyl chloride, 

use-oligonucleotides synthesis 129. 

Quinomycin C, 

binding-DNA, sequence specificity 333. 
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Rabies virus, 

RNA, transcription mapping 861. 

RNA biosynthesis, BHK-21 cells 1982. 

Radiation, 

damage, DNA, comparison-single-stranded/double-stranded 
1569. 

damage, polynucleotides, relationship-melting transition 143. 

damage, uracil (dihydro), radicals, e.s.r. 1343. 

effects on chromatin, rats 3312. 

effects on nuclear membranes-associated DNA 3072. 

effects on protein biosynthesis activity, chromatin, liver/ 
thymus, rats 7440. 

induced damage/DNA repair, theories 4017. 

induced DNA damage, Chinese hamsters cells 6298. 

induction-DNA lesions, liver, rats, Cosmos-690, satellites 
3070. 

inhibition-DNA biosynthesis/RNA biosynthesis, Guerin 
tumour, hypothermia, effects on 4433. 

lasers, effects on DNA biosynthesis, Ehrlich ascites tumour 
cells 7168. 

treatment, lymphoid tissue, mice, RNA biosynthesis, 
phytohaemagglutinin, effects on 6839. 

Radiation (y), 

combination-sodium chloride, inhibition-DNA repair/DNA 
degradation, iEscherichia coli 2706. 

cytosine (iso) crystals, e.s.r. 6562. 

damage, Escherichia coli , oxygen effects on, 
photoreactivation 1077. 

DNA, effects on secondary structure/biological activity 1570. 

DNA, enzymatic digestion, separation oligonucleotides 1143. 

DNA inactivation, oxygen, effects on 3074. 

effects on calf thymus DNA molecular weight/conformation 
5003. 

effects on deoxyribonuclease/ribonuclease activity, rats. 
tissues 4480. 

effects on DNA biosynthesis, HeLa cells 1661. 

effects on DNA repair, Micrococcus radiodurans 5039. 

effects on DNA replication, HeLa cells 3823. 

effects on DNA replication, HeLa cells, G1 phase 7172. 

effects on DNA/RNA/proteins content, Columba livia 2114. 

effects on nucleosides metabolism, Physarium polycephalum 
6624. 

effects on phage T1 DNA structure 4907. 

effects on polyribosomes distribution, regenerating liver, rats 
6749. 

effects on tRNA (valyl) synthetase, brain, embryos, chickens 
3465. 

effects on rRNA biosynthesis precursors incorporation, 
Tetrahymena pyriformis 6837. 

effects on SV40 DNA replication, permissive cells, kidney, 
hamsters 7120. 

effects on thymidine kinase/DNA polymerase/dTMP kinase 
activity, bone marrow, rats 536. 

Escherichia coli , pyrimidine dimers production 6990. 

Escherichia coli DNA, thymine-containing products, 
characterization 6114. 

induced chromosome aberrations, formation mechanisms 
4556. 

induced damage, DNA, Bacillus stearothermophilus , 
resistance 3810, 

induced damage, Escherichia coli , DNA repair, comparison- 
phageA 7143. 

induced damage/DNA repair, brain, mice 2709. 


211 


Oe 


Subject index 


Subject Index TT eee 


Radiation (y),(continued) 

induced-DNA repair, Escherichia coli , caffeine/acriflavine, 
effects on 7144. 

induced DNA repair, Escherichia coli , protection- 
cysteamine 1654. 

induced lesions, DNA repair, role-Micrococcus luteus 
endonuclease 6383. 

induced mutation, phage A, cysteamine/DNA repair defects, 
effects on 4395. 

induced pyrimidines dimers formation 6569. 

purines/pyrimidines, e.s.r. 2308. 

rats. chromosome aberrations, chromatin/DNA, effects on 
3331. 

synergism interaction-radiation (y), Schizosaccharomyces 
pombe , DNA repair 2112. 

treated, liver, rats, RNA biosynthesis, cortisone acetate, 
effects on 6010. 

Radiation (fast neutron), 

induced breakage, DNA repair, mammalian cells 6312. 

Radiation (iodine 125), 

induced double-stranded/single-stranded breakage, human 
kidney cells, DNA repair 5557. 

Radiation (ionizing), 

effects on DNA/nucleoids structure, Escherichia coli 
chromosomes 6202. 

effects on metabolism, review 4585. 

induced damage, Escherichia coli chromosomes, double- 
stranded breakage, DNA repair 6287. 

induced single-stranded breakage, DNA repair, Escherichia 
coli , nalidixic acid, effects on 3153. 

induced single-stranded/double-stranded DNA breaks, 
models 6113. 

induction-phage T7 DNA double-stranded breakage/cross- 
linking-proteins 4905. 

resistance, human melanoma cell lines, cloning methodology, 
effects on 2584. 

Radiation (synchrotron), 

effects on DNA, comparison-radiation (X) 2586. 

Radiation (u.v.), 

+ nitrosamines, effects on DNA melting temperature, 
Escherichia coli /chickens erythrocytes 6992. 

+ uridine (5-bromodeoxy), effects on DNA biosynthesis, 
embryo cells, hamsters 7162. 

+ uridine (5-bromodeoxy), hamsters embryo cells DNA, 
induction-neoplastic transformation 960. 

absorbance, Escherichia coli tRNA Lys, codons-induced 
conformation changes 6662. 

Bacillus subtilis, induction-adenine independence reversion 
1691. 

carcinogenesis, review 3358. 

combination-N-acetoxy-2-acetylaminofluorene, treated, 


xeroderma pigmentosum radiation (u.v.), DNA repair 7167. 


combination-8-methoxypsoralen, effects on DNA 4281. 

DNA, HeLa cells, pyrimidine dimers excision 2717. 

DNA, polypyrimidine regions thymidine incorporation, 
human fibroblasts 437. 

DNA denaturation, role-cyclobutane dimers 974. 

DNA repair, cell lines, mammals 3171. 

DNA repair/survival, Microtus agrestis cells 6292. 

effects on calf thymus chromatin c.d. 6495. 

effects on/dithranol suppression-DNA biosynthesis, 
epidermal cells, skin, mice 2708. 

effects on DNA binding-netropsin 6116. 

effects on DNA biosnthesis, epidermis, mice 6294. 

aes DNA biosynthesis, Escherichia coli dnaA mutant 
5030. 

effects on DNA immune complexes formation, mice 3934. 
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effects on DNA polymerase a/DNA polymerase 8/DNA 
polymerase y activity, CV1 cells 5154. 

effects on DNA repair, tumour cells, mammary gland, mice 
5053. 

effects on DNA repair/DNA replication, liver cells, rats/ 
human leucocytes 4402. 

effects on DNA replication, review 5719. 

effects on influenza virus mRNA transcription 6834. 

effects on nucleoproteins structure 7410. 

effects on phage Qf variants RNA structure/templates 
activity 4769. 

effects on phage TI] DNA structure 4907. 

effects on phage T4 uracil (5-bromo)-containing DNA 6993. 

effects on phage T7/calf thymus DNA conformation 4946. 

effects on RNA biosynthesis/ribosomes content, Pinus 
silvestris pollen 6843. 

effects on SV40 DNA biosynthesis, CV-1 cells 3147. 

effects on SV40 DNA sensitivity-phage T4 endonuclease V 
6286. 

endonuclease V-sensitive cytosine (5-hydroxymethyl) 
products, phage T4 DNA 3075. 

Escherichia coli , protection-radiation (X), inhibition- 
nitrofurantoin 1079. 

fractionation-uridine (bromodeoxy)-substituted DNA, 
chromatin, CHO cells 5212. 

human fibroblasts, DNA repair 7181. 

hydrogen peroxide, induced DNA proteins cross-linking, 
phage T7 7466. 

inactivated Acholeplasma laidlawii , DNA repair, acriflavine, 
effects on 3148. 

inactivation-influenza virus RNA biosynthesis 6835. 

induced, damage, Escherichia coli , post-replication DNA 
repair, role-DNA polymerase I 7372. 

induced, DNA fragmentation, Xeroderma pigmentosum 
6115. 

induced, DNA repair, distribution-human fibroblasts 6304. 

induced, DNA repair, distribution-human/mice cells 6313. 

induced, DNA repair, human actinic keratosis skin 
fibroblasts 2713. 

induced, DNA repair, human fibroblasts, age, effects on 
2119! 

induced, DNA repair, human placenta cell culture 7166. 

induced, DNA repair, role-Escherichia coli , defective mutant 
3149. 

induced, DNA repair patterns, metaphase/interphase 
chromosomes 6303. 

induced, histones-DNA adducts, nuclei, calf thymus, histones 
isolation 2240. 

induced damage, Anabaena variabilis , DNA repair/ 
photoreactivation 7151. 

induced damage, Azotobacter vinelandii , DNA repair 7135. 

induced damage, DNA, Bacillus stearothermophilus , 
resistance 3810. 

induced damage, DNA repair, Dictyostelium discoideum 
radiation-sensitive mutants 5551. 

induced damage, DNA repair, Escherichia coli sbcA mutant 
5034. 

induced damage, DNA repair, human light-sensitive skin 
diseases 4406. 

induced damage, DNA repair, Mycoplasma buccale 7147. 

induced damage, DNA repair, Potorous tridactylus 434. 

induced damage, Escherichia coli , DNA repair, DNA 
turnover, effects on 5548. 

induced damage, Escherichia coli , DNA repair, comparison- 
phage A 7143. 

induced damage, Gloeocapsa alpicola , DNA repair 7152. 

induced damage, human, DNA repair defect 438. 
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Radiation (u.v.),(continued) 

induced damage, human fibroblasts, DNA repair 7169. 

induced damage, normal/ataxia telangiectasia/Fanconi’s 
anaemia/Bloom’s syndrome/Cockayne syndrome human 
cells, DNA repair excision 3822. 

induced damage, Paramecium tetraurelia DNA, 
photoreactivation, effects on 5040. 

induced damage, phage A/phage T4, DNA repair 7129. 

induced damage, plasmids ColE1 hybrids, DNA repair 5027. 

induced DNA damage, HeLa cells 5469. 

induced DNA degradation, Escherichia coli , exonuclease 
activity 6377. 

induced DNA repair, association-nucleosomes 
rearrangement, human chromatin 631. 

induced DNA repair, Bacillus subtilis mutant 7136. 

induced DNA repair. chromatin, normal/xeroderma 
pigmentosum human fibroblasts 7170. 

induced DNA repair, Dictyostelium discoideum radiation- 
sensitive/resistant strains 5550. 

induced DNA repair, DNA polymerase III deficient 
Escherichia coli , pyrimidines dimers transfer 7141. 

induced-DNA repair, Escherichia coli , caffeine/acriflavine, 
effects on 7144. 

induced DNA repair, human leucocytes, age, effects on 7177. 

induced DNA repair, human skin fibroblasts, inhibition- 
hydroxyurea 7171. 

induced DNA repair, L1210 cells, inhibition-quinacrine/ 
anthralin 1092. 

induced DNA repair, Pseudomonas aeruginosa , phage CS, 
effects on 7148. 

induced DNA repair, role-pyrimidines dimers excision, 
Escherichia coli 7145. 

induced DNA repair, xeroderma pigmentosum/Cockayne 
syndrome 5556. 

induced excision DNA repair, human lymphocytes B/ 
lymphocytes T, hydroxyurea/cytosine arabinoside, effects on 
6308. 

induced genes mutagenesis, Saccharomyces cerevisiae , cdc 
mutant, effects on 7150. 

induced photooxidation-nucleosides/ nucleotides, 2'- 
acetylformanilide, effects on 5749. 

induced post-replication DNA repair, normal/xeroderma 
pigmentosum cells 7180. 

induced RNA cross-linking-proteins, Smittia eggs 7479. 

induced tRNA interaction-Escherichia coli ribosomes, cross- 
linked ribosomal proteins identification 6751. 

induced RNA-proteins cross-linking, ribosomal subunit 40S, 
liver, rats 1437. 

induction-A spergillus nidulans DNA degradation 6991. 

induction-DNA repair/chromosome aberrations, human 
fibroblasts 5559. 

induction-free radicals, DNA 4909. 

induction-mutagenesis, chromosomes, mice 1789. 

induction-phenylalanine ammonia-lyase/flavanone synthase 
mRNA, Petroselinum hortense 3626. 

‘ induction-mRNA cross-linking-proteins, polyribosomes, L 
cells 2982. 

induction-thymine dimers, sensitivity, relationship-cell cycle 
6300. 

interaction-methyl methanesulphonate, induced DNA repair, 
Escherichia coli K12 7138. 

lethal interaction- DNA damage agents, Escherichia coli , 
modification 5546. 

mammalian cells, DNA strands breakage, tryptophan/ 
riboflavin, effects on 4910. 

mapping, phage pX1 74/phage S13 promoters 99 6 

mutagenesis, Escherichia coli , role-uvr gene/rec gene 2160. 


mutagenesis, Saccharomyces cerevisiae 3679. 

mutagenesis, Saccharomyces cerevisiae , initiation 2707. 

phage A, DNA repair/recombination inhibition-DNA gyrase 
inhibitors 1075. 

phage fd DNA cross-linking-gene 5 protein OS2al 

photolysis products, Physarum polycephalum DNA, 
analysis, replication 1063. 

phytohaemagglutinin-stimulated lymphocytes, DNA repair 
6310. 

post-replication DNA repair, mammalian cells, models 440. 

products, DNA, synthesis 685. 

pyrimidine dimers formation, skin, review 4009. 

resistance, human melanoma cell lines, cloning methodology, 
effects on 2584. 

RNA cross-linking-ribosomal proteins, Escherichia coli 
ribosomes 6536. 

Saccharomyces cerevisiae, induced DNA repair, mechanisms 
1657. 

saturation, effects on excision DNA repair. human 
lymphocytes 6311. 

Schizosaccharomyces pombe , survival/mutagenesis, role- 
caffeine-sensitive DNA repair 3158. 

sensitivity, Saccharomyces cerevisiae respiratory adaptation 
1656. 

sensitivity-low molecular weight RNA biosynthesis, HeLa 
cells 6022. 

skin carcincma induction, mice, DNA repair, AMP (cyclic) 
modification, effects on 3173. 

synergism interaction-radiation (7), Schizosaccharomyces 
pombe , DNA repair 2112. 

treated, cytomegalovirus, stimulation-DNA biosynthesis, 
embryo fibroblasts, human/mice 2696. 

treated, Micrococcus luteus , post-replication DNA repair/ 


sister chromatid exchange, chloramphenicol, effects on 5038. 


treated HeLa cells/Drosophila cells, DNA/RNA binding- 
psoralen derivatives 6969. 

treated HeLa/Chinese hamster cells cells, single-stranded 
DNA breakage 353. 

treated mammalian cells, survival rates 352. 

treated phage 9X174, DNA biosynthesis inhibition sites 
6285. 

treated phages, DNA repair. excision, Bacillus subtilis 3809. 

treated plasmids/phages, double-stranded DNA, 
transformation-Escherichia coli 7242. 

treated retina ganglion cells, rats, DNA repair, relationship- 
age 3162. 

treated vesicular stomatitis virus, inhibition-RNA 
biosynthesis, myeloma cells, mice 6045. 

use-adenovirus (human) 2 RNA initiation sites mapping 4319. 

use-genes/transcription unit mapping, review 5713. 

xeroderma pigmentosum cells, DNA biosynthesis recovery, 
role-DNA repair, excision 7154. 

Radiation (visible light), 

induced damage, DNA repair, Potorous tridactylus 434. 

Radiation (X), 

CHO cells, chromosome aberrations, assays 3329. 

degradation-DNA, thymus/bone marrow, rats 6994. 

effects on chromatin structure/templates activity, rats 3959, 

effects on DNA, comparison-radiation (synchrotron) 2586. 

effects on DNA biosynthesis, caffeine/adenine-treated CHO 
cells/V-79 cells 2118. 

effects on DNA biosynthesis, Mullerian ducts, embryos, 
chickens 1658. 

effects on DNA biosynthesis, V-79 cells 7179. 

effects on DNA repair, tumour cells, mammary gland, mice 
5053. 

effects on free/bound deoxyribonuclease activity, spleen, rats 
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Radiation (X),(continued) 
3890. 

effects on RNA biosynthesis, liver, rats, following 
adrenalectomy 6840. 

effects on RNA biosynthesis/ribosomes content, Pinus 
silvestris pollen 6843. 

effects on RNA polymerization/nucleoside triphosphates 
incorporation, liver. rats 1516. 

effects on RNA transfer, liver nuclei, rats 5426. 

HeLa cells, DNA repair, cytosine arabinoside, effects on 
3824. 

induced, DNA repair, association-survival. cell culture 1660. 

induced chromosome aberrations, Crepis capillaris , uridine 
(5-fluoro-2-deoxy)/thymidine, effects on 5774. 

induced DNA repair. HeLa cells, hyperthermia, effects on 
6305. 

induced DNA single-stranded/double-stranded breaks, L 
cells, cysteamine/2-aminoethylisothiuronium bromide/2- 
mercaptopropionylglycine, effecs on 6998. 

induced double-stranded breakage, Saccharomyces cerevisiae 
. DNA repair mechanisms 4398. 

induced single-stranded breakage, DNA repair, comparison- 
insects/mammalian cells 6307. 

induced sister chromatid exchange, C3H cells, mice, 12-O- 
tetradecanoylphorbol 13-acetate/antipain/leupeptin, effects 
on 5226. 

intrauterine exposure, effects on DNA repair, spleen 
lymphocytes, rats 6297. 

Micrococcus denitrificans , Auger effect-DNA 2057. 

protection-radiation (u.v.), Escherichia coli , inhibition- 
nitrofurantoin 1079. 

single-stranded breakage, DNA repair, mammalian cells, 
inhibition-caffeine (8-bromo) 439. 

thymus, rats, DNA biosynthesis, relationship-histones/ 
nonhistone proteins biosynthesis 3163. 

treated, Chinese hamsters cells, survival, exogenous DNA, 
effects on 5584. 

treated Escherichia coli , ATP/deoxynucleoside 
triphosphates dependent DNA repair, role-exonuclease V/ 
exonuclease VIII 7142. 

uridine (5-bromodeoxy), radicals formation/analysis 4636. 

Radioprotective agents, 

effects on DNA biosynthesis/AMP (cyclic) content, mice, 
spleen 3833. 

effects on DNA repair/DNA degradation, nuclei/chromatin, 
liver. rats 4403. 

Rana, 

content. DNA 2020. 

Rana catesbeiana, 

liver, carbamyl phosphate synthetase I mRNA, translation- 
rabbits reticulocytes/thyroxine induction 6917. 

liver. ribonuclease, purification/properties 7312. 

liver, (RNA, characterization 1398. 

liver nuclei, ribonucleoproteins complex, characterization 
6468. 

liver nuclei, ribonucleoproteins complex, proteins changes 
during development 6469. 

Rana pipiens, 

embryos, RNA (heterogenous nuclear) size during 
development 5395. 

embryos, mRNA diversity control during development 6801. 

liver, tRNA methyltransferase, activity during development 
4688. 

Rana temporaria, 

ae RNA-binding protein, incorporation-informosomes 

6. 
oocytes, RNA-binding protein, isolation 644. 


oocytes, RNA-binding protein, role-informosomes formation 
3335. 

Raphanus sativus, 

roots, zeatin, isolation/identification 4610. 

satellite DNA, isolation/characterization 5008. 

seeds/seedlings, ribonucleoproteins particles, isolation/ 
characterization 5196. 

Raspberry ringspot virus, 

RNA, poly (A) content 5968. 

Rauscher leukaemia virus, 

DNA polymerase (RNA-dependent), purification, binding- 
protein p30 1189. 

DNA polymerase (RNA-dependent)-associated ribonuclease 
H, inhibition-RNA 504, 1160. 

genomes, RNA, intracellular distribution, determination 
2974. 

infected cells, protein biosynthesis, pretazettine 
hydrochloride, effects on 1423. 

infected mice, DNA polymerase (RNA-dependent), 
microsomes, spleen, purification 7378. 

infected spleen, mice, RNA polymerase I/RNA polymerase 
II/RNA polymerase III, properties 6416. 

infected spleen, mice, RNA polymerase I/RNA polymerase 
II, methotrexate, effects on 7345. 

injected spleen, mice, DNA polymerase (RNA-dependent), 
purification/characterization 7380. 

proteins, binding-hosts cells DNA, specificity 7474. 

mRNA, translation-cell-free system, products identification 
4240. 

transformed cells, RNA content 1455. 

Recombinant, 

DNA. applications, review 5254. 

DNA, expression, review 5698. 

Recombination, 

DNA, genetic engineering, review 666. 

DNA, review 13. 

DNA, SV40-infected cells, review 665. 

DNA, use-phage A, review 663. 

frequency, phage T7 DNA 1125. 

genes, review 6550. 

intermediates, formation in vitro, detection, assays 4439. 

phage A, radiation (u.v.), inhibition-DNA gyrase inhibitors 
1075. 

phage A, review 664. 

review 662. 

role-DNA repair, double-stranded breaks, CHO cells 6299. 

role-Escherichia coli recA gene products 2765. 

sites-specific, phage A, DNA strands exchange 4447. 

use-phage single-stranded DNA, review 661. 

Red clover mottle virus, 

replication, Pisum sativum , ribavirin, effects on 6601. 

Reductones, 

ascorbic acid-related, reaction- DNA/RNA 975. 

Renin, 

precursors mRNA, translation-wheat germ/reticulocyte 
lysate cell-free system 6070. 

Reovirus, 

saaeeay ms ge RNA, coding-polypeptides, identification 

genomes RNA, photoinactivation-psoralen, effects on 
associated enzymes activity 6907. 

human/cattle/mice, double stranded RNA genomes 
segments, electrophoretic mobility 5956. 

infection, inhibition-SV40 transformed WI-38 cells 2103. 

La poor RNA, bound proteins, identification 

pyrimidines-rich oligonucleotides, fate following infection 
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Reovirus,(continued) 
4671. 

mRNA, caps methylation, L929 cells, interferon, effects on 
5957. 

mRNA, interaction-ribosomal subunit 40S, edeine, effects on 
818. 

mRNA, ribosomal subunit 40S migration during initiation 
inhibition, wheat germ/reticulocyte lysate 5903. 

RNA, structure/RNA polymerase templates activity, 
photochemical cross-linking 2980. 

mRNA, 5’-terminus, nucleotide sequence 1476. 

mRNA translation, role-guanosine (7-methyl) caps 3638. 

5'-terminus guanosine (7-ethyl) caps-containing mRNA, 
biosynthesis/translation 6906. 

virion associated poly (A) polymerase, activation 
mechanisms 5632. 

Replicative form, 

DNA, phage gK, replication-Escherichia coli dnaB mutant/ 
dnaC mutant 3801. 

DNA, phage f1, isolation-circular DNA 3661. 

DNA, strands, phage f1, DNA biosynthesis initiation 3793. 

Replicative intermediates, 

DNA, phage P4/Escherichia coli , size distribution 6158. 

late. accumulation-DNA replication, SV40 5542. 

Repressors, 

cro repressor, phage A, effects on transcription in vitro 3987. 

genes, transposon Tn3 translocation, plasmid pMC391, 
identification/characterization 7251. 

interaction-operators, control 5240. 


lac repressor, binding-Escherichia coli lactose operator 3343. 


lactose repressor, association-lactose operator, role-ionic 
strength 4565. 

lactose repressor, binding-cores proteins, operators DNA 
6538. 

lactose repressor, Escherichia coli , association-poly d(A-T) 
1305. 

lactose repressor, Escherichia coli , binding-inducers 3991. 

lactose repressor, Escherichia coli, lactose operator 
recognition, models 653. 

lactose repressor, Escherichia coli , mobility, n.m.r. 4569. 

lactose repressor, Escherichia coli , structure, n.m.r. 4567. 

lactose repressor, interaction-lactose operon control regions 
3250. 

lactose repressor, interaction-lactose operator, ions 
concentration, effects on 3340. 

lactose repressor, interaction-lactose operator, adenine- 
thymine transversion, effects on 6537. 

lactose repressor, interaction-operator, glycerol/dimethyl 
sulphoxide, effects on 1304. 

lactose repressor, modified, Escherichia coli, characterization 
651. 

lactose repressor, mutants, Escherichia coli , isolation/ 
characterization 4566. 

lactose repressor, mutations, Escherichia coli, 
characterization 650. 

lactose repressor, N-terminus fragments, binding -lactose 
operator 2872. 

lactose repressor, wild type/mutants, binding-Escherichia 
coli DNA 5681. 

phage A, regulation-genes, review 668. 

phage A, N-terminus, binding-operators DNA, transcription 
control 5677. 

phage Mu, interaction-DNA 5242. 

Restriction endonuclease, 

Agrobacterium tumefaciens , effects on plasmids/plants 
DNA 1169. 

analysis, globin genes, human DNA 1055. 


analysis, herpes simplex virus | DNA 1596. 

analysis, phage P1/phage P7 genomes DNA, comparison 
7037. 

analysis, phage T5 DNA 3104. 

analysis, R factor RSF2124 + plasmid pLS11 3705. 

analysis, Vicia faba DNA 6261. 

analysis-Autographa californica nuclear polyhedrosis virus 
DNA 1598. 

analysis-Collb DNA 7019. 

analysis-Novikoff hepatoma DNA 6254. 

analysis-Rhizobium trifolii /Rhizobium meliloti /Rhizobium 


japonicum chromosomes DNA, mutants identification 6211. 


analysis-Streptococcus pyogenes plasmids DNA 7023. 

assays, bacteria 2786. 

assays, use-phage T4 cytosine-substituted DNA 7293. 

Bacillus amyloliquefaciens , isolation/characterization 3235. 

Bacillus globigii , purification/characterization 3238. 

Bacillus sphaericus , purification/characterization 1714. 

Bacillus stearothermophilus , purification/properties/ 
specificity 3240. 

Bacillus subtilis , DNA recognition sequence, localization- 
methylated nucleotides 3753. 

cleavage, sensitivity-circular DNA, Crithidia acanthocephali 
kinetoplasts, heterogeneity 3759. 

cleavage mapping, adenovirus (bovine) 3 DNA 1002. 

cleavage mapping, JC virus DNA 3740. 

cleavage mapping, phage 9105 DNA 990. 

cleavage mapping, phage g105/phage p10/phage p14 DNA 
989. 

cleavage mapping, phage P22 DNA 61 Sh 

cleavage mapping, Pseudomonas putida TOL plasmid 
derivatives 5488. 

cleavage mapping, transposon Tn 10 3095. 

cleavage maps, DNA, mitochondria, rats 6242. 

cleavage maps, phage BF23 DNA 6151. 

cleavage patterns, SV40 temperature-sensitive mutant DNA 
2634. 

cleavage-polyoma virus DNA, effects on tumorigenicity 
7294. 

cleavage sites, DNA, polyoma virus mutants 1599. 

cleavage sites, phage T5 DNA, mapping 1589. 

cleavage sites, rRNA gene, embryos, chickens 6236. 

determinaton-recognition sites, computer programs 1718. 

digestion-uridine (5-bromodeoxy) containing DNA, phage A 
3236. 

DNA cleavage, termini quantitation, use-polynucleotide 
kinase exchange reaction 5118. 

DNA cleavage sites mapping, methodology 7003. 

DNA fragments, electrophoretic mobility, antibiotics, effects 
on 4937. 

Escherichia coli , mechanisms, electron microscopy 6395. 

Escherichia coli hsdM mutant, purification/characterization 
1167. 

fragmentation-adenovirus (human) 1 DNA 2619. 

fragmentation/mapping-phage A DNA 2606. 

fragments, DNA, plasmid pRZ2, fractionation 6144. 

fragments, Neurospora crassa rRNA gene, analysis/cloning- 
phage A 7072. 

fragments, poxvirus/cowpox virus/vaccinia virus/monkeypex 
virus/variola virus DNA, electrophoresis 1014. 

fragments, SV40, nucleotide sequence 4958. 

Fusobacterium nucleatum , characterization 3242. 

Fusobacterium nucleatum , purification/characterization 
3241. 

Haemophilus influenzae , purification/characterization 5137. 

mapping, characterization-plasmid pCR 1/plasmid pCR i 
7021. 
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Restriction endonuclease,(continued) 

mapping, computer programs 3244. 

mapping, Escherichia coli F factors DNA 1607. 

mapping, R factor RI drd-19 3092. 

mapping, SV40 DNA cleavage 388. 

mapping, use-DNA evolution comparison, mitochondria, 
primates 5002. 

mapping-Autographa californica /Trichoplusia ni /Galleria 
mellonella nuclear polyhedrosis virus DNA 6187. 

mapping-Bacillus subtilis phage SPO! DNA 6160. 

mapping-Bk virus DNA 2074. 

mapping-Escherichia coli lipoproteins genes DNA 7061. 

mapping-Escherichia coli rRNA gene 4974. 

mapping-genomes DNA, chickens, detection-endogenous 
proviruses sequence 6234. 

mapping-human y-globin genes loci 5531. 

mapping-phage G4 DNA 998. 

mapping-phage P2 DNA 4943. 

mapping-phage P2/phage 186 DNA 4942. 

mapping-phage T4 cytosine containing DNA 6164. 

mapping-phage T4 cytosine-containing DNA 6167. 

maps, adenovirus (simian) 38 DNA 6174. 

phage P1, SV40 DNA, cleavage/methylation sites 4482. 

plasmid pMG7, Pseudomonas aeruginosa , isolation/ 
characterization 7324. 

plasmid P15, mechanism-reaction 530. 

purification, use-Cibacron blue F3GA-agarose 1715. 

restriction endonuclease Alul, cleavage sites, polyoma virus 
DNA, mapping 3745. 

restriction endonuclease. Arall, recognition sites, 
determination, use-computer program 2787. 

restriction endonuclease Bam-HI, fragments, adenovirus 
DNA, characterization 1004. 

restriction endonuclease Bam H1, Bacillus 
amyloliquefaciens, purification/characterization 5139. 

restriction endonuclease BamNx, Bacillus amyloliquefaciens 
. digestion-phage g105C DNA, recognition sequence 
determination 7327. 

restriction endonuclease Bell, Bacillus caldolyticus , 
purification/characterization 1716. 

restriction endonuclease Bsu, cleavage-DNA, use-Y 
chromosome translocation diagnosis 3239. 

restriction endonuclease EcoCK, identification, Escherichia 
coli 5136. 

restriction endonuclease EcoRI, analysis-Tupaia belangeri 
lymphosarcoma herpesvirus DNA 6183. 

restriction endonuclease EcoRI, cleavage-DNA sequence 
6400. : 

restriction endonuclease EcoRI, cleavage-DNA, plasmid 
pMB9/phage A, mechanisms 5138. 

restriction endonuclease EcoRI, degradation-Bacillus 
licheniformis/Bacillus thuringiensis phage DNA 485. 

restriction endonuclease EcoRI, DNA cleavage sites 
mapping, phage TS mutants 6163. 

restriction endonuclease EcoRI, Escherichia coli, substrates- 
dependent mechanisms 1171. 

restriction endonuclease EcoRI, Escherichia coli, modified 
activity, characterization 7326. 

restriction endonuclease EcoRI, fragments, Novikoff 
hepatoma DNA, characterization 5532. 

restriction endonuclease EcoRI, fragments, adenovirus 
(human 2 DNA, mapping 6172. 

restriction endonuclease EcoRI, sensitivity, phage f1 
insertion mutant 6355. 

restriction endonuclease EcoRI, X-ray diffraction i170. 

restriction endonuclease KpnI, Klebsiella pneumoniae , DNA 
recognition sequence 1717. 


restriction endonuclease MspI, cleavage-Haemophilus 
parainfluenzae /Haemophilus aphrophilus methylated 
DNA 513. 

restriction endonuclease MspI, use-methylated cytosine 
detection, DNA 4924. 

restriction endonuclease SalI, mapping-R factor NR1/R 
factor NR84/R factor R6 4307. 

restriction endonuclease SalP1, Streptomyces albus, 
restriction-phage R4 2782. 

review 5257. 

Rhodopseudomonas sphaeroides , purification/ 
characterization 7325. 

sequence-specific, Anabaena oscillarioides , isolation/ 
characterization 5618. 

sequence-specific, cleavage-DNA, phages, pyrimidines 
substitution, effects on 5140. 

sequence-specific, Neisseria gonorrhoeae , identification 
3237. 

sequence-specific, Streptococcus faecalis , characterization 
5617. 

solubilization-chromatin, liver, rats, characterization-electron 
microscopy 1775. 

Streptomyces aureofaciens , characterization 1168. 

Streptomyces lavendulae , purification/characterization 6401. 

Streptomyces stanford , purification/characterization 2187. 

Streptomyces stanfordii , \ocalization-cleavage sites, 
adenovirus (human) 2/adenovirus (human) 5 DNA 6173. 

use-African green monkeys cells satellite DNA organization 
6246. 

use-genetic engineering, review 5258. 

Reticulocyte lysate, 

cell-free system, initiation factor M3-dependent translation- 
capped/uncapped mRNA 830. 

cell-free system, translation, inhibition-patulin 4125. 

initiation factor 2, analysis-phosphorylation 833. 

protein biosynthesis, inhibition-double-stranded RNA, 
endonuclease activation 932. 

protein biosynthesis, initiation factors complex formation, 
factors requirement 4139. 

protein biosynthesis elongation, potassium concentration, 
effects on 1454. 

Reticulocytes, 

chickens, chromatin fractions, immunological properties 616. 

membranes, components, inhibition-protein biosynthesis 
elongation 5362. 

membranes, rabbits, ribonuclease M, isolation/ 
characterization 3886. 

nuclei, low molecular weight RNA localization 224. 

protein biosynthesis elongation, potassium concentration, 
effects on 1454. 

Reverse transcriptase, see DNA polymerase (RNA- 

dependent), 

Reverse transcription, 

prolactin mRNA, reticulocyte lysate, pituitary, rats 7203. 

turnip yellow mosaic virus/Andean potato latent virus 
genomes RNA templates, products characterization 7121. 

REL cells, 

chromatin, DNA, double-stranded breakage-adrenalone 
aromatic reductones 358. 

Rheumatoid factor, 

reaction-nucleosomes, erythrocytes, chickens 5655. 

Rhinovirus, 

infection, human, fungal double-stranded rhinovirus (human) 
4, effects on 222. 

Rhinovirus (human) 2, 

infected human lung embryo cells, exogenous poly (A) 
processing 5313. 
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Rhinovirus (human) 4, 

double-stranded, fungal, effects on human rhinovirus 
infection 222. 

Rhizobium, 

bacteroids, Lupinus nodules, protein biosynthesis, 
polypeptides labelling 6705. 

DNA content 6088. 

infected roots nodules, Glycine max , poly (A)-containing 
mRNA sequence complexity 6811. 

nucleoids, tertiary structure 3328. 

Rhizobium japonicum, 

chromosomes DNA, restriction endonuclease analysis, 
mutants identification 6211. 

P plasmids, transfer 6368. 

Rhizobium leguminosarum, 

mutants, gene mapping 5104. 

transfer-kanamycin antibiotic resistance transposons 3851. 

Rhizobium meliloti, 

chromosomes DNA, restriction endonuclease analysis, 
mutants identification 6211. 

DNA. thymidine incorporation 7191. 

plasmids, DNA, isolation/characterization 2559. 

plasmids, identification/characterization, electrophoresis 
7243. 

plasmids, role-phage sensitivity 1695. 

R factor RP4, characterization 7254. 

R factor RP4, use-gene mapping 5117. 

Rhizobium trifolii, 

chromosomes DNA, restriction endonuclease analysis, 
mutants identification 6211. 

Rhizoctonia solani, 

plasmids, identification 5110. 

viruses, infection, role-double-stranded RNA 5367. 

Rhizopus stolonifer, 

infection, Ipomoea batatas roots, effects on DNA/RNA/ 
proteins content 4435. 


sporangiospores, occurrence-poly (A)-containing RNA 5927. 


sporangiospores, mRNA/protein biosynthesis changes 
during germination 5858. 

Rhodamine sarcoma, 

growth, rats, effects on tissues-specific nonhistone proteins 
distribution 2847. 

Rhodium, 

interaction-DNA 6960, 7012. 

Rhodnius prolixus, 

nuclei. DNA content 2558. 


Rhodopseudomonas capsulata, 
plasmids DNA, characterization 6139. 


Rhodopseudomonas sphaeroides, 

DNA biosynthesis, ethidium bromide, effects on 4417. 

R factor Rg6P, prophages properties 2069. 

restriction endonuclease, purification/characterization N325> 

Rhodospirillaceae, 

genetics, review 2897. 

Rhodospirillum rubrum, 

RNA polymerase/polynucleotide adenylyltransferase, 
purification/characterization 2191. 

Rhodotorula glutinis, 

RNA biosynthesis, relationship-sodium chloride tolerance 
6861. 

thymine,2-oxoglutarate dioxygenase/thymidine,2- 
oxoglutarate dioxygenase activity, characterization 1237. 

Rhodotorula gracilis, 

RNA biosynthesis, oxygen, effects on 1519. 

Rhoeo discolor, 

RNA biosynthesis/protein biosynthesis, temperature effects 


217 


IRL©1979 


299. 

Rhynchosciara americana, 

polytene chromosomes, repetitive DNA sequence distribution 
4991. 

salivary gland, mRNA translation 3642. 

Rhynchosciara angelae, 

chromosomes, hydroxyurea, effects on 3326. 

Ribavirin, 

analogues, synthesis 70. 

C-analogues, synthesis 92. 

effects on oncornavirus multiplicity/activity 5298. 

effects on red clover mottle virus replication, Pisum sativum 
6601. 

effects on RNA biosynthesis, tobacco mosaic virus/infected 
plants 3625. 

effects on RNA polymerase (RNA-dependent) induction/ 
polyribosomes formation, influenza A virus infected cell 
culture 3260. 

inhibition-RNA biosynthesis, influenza A virus-infected 
MDCK cells, mechanisms/specificity 5776. 

inhibition-Sindbis virus production/cytopathogenesis, Aedes 
albopictus cells 3399. 

inhibition-subacute sclerosing panencephalitis virus/measles 
virus replication 1647. 

inhibition-tomato white necrosis virus infection, Lycopersicon 
esculentum 2697. 

phosphate derivatives, synthesis/antiviral activity 1371. 

synthesis 4034. 

Riboflavin, 

effects on radiation (u.v.) induced DNA strands breakage, 
mammalian cells 4910. 

Ribonuclease, 

activity, assays, role-sodium chloride concentration 7304. 

activity, Avena sativa protoplasts, polyamines, effects on 
ALS: 

activity, development, Pisum seeds during germination 5126. 

activity, hepatoma/host liver, rats 281. 

activity, Hordeum vulgare , Erysiphe graminis infection, 
effects on 4476. 

activity, interferon, human lymphoblastoid cell lines 6388. 

activity, interferon treated L cells, mengovirus infection, 
effects on 3882. 

activity, ionic strength, effects on 7305. 

activity, mammary gland, rats, stimulation-calcium 2773. 

activity, occurrence-ribonucleoprotein (heterogeneous 
nuclear), HeLa cells 7416. 

activity, parotid/salivary gland, rats, adults/neonates 1150. 

activity, rats, tissues, radiation (y), effects on 4480. 

activity, ribosomes, hepatocytes/hepatomas, rats/mice 1704. 

activity, ribosomes, Trigonella foenum graecum /Glycine 
max cotyledons 493. 

activity, serum, normal/cancer, human | 149. 

activity, skeletal muscle, rats, exercise, effects on 5128. 

activity, Staphylococcus aureus , relationship-enterotoxins 
biosynthesis 7307. 

Agave cantala , resolution, chromatography (column) 3271. 

Anacystis nidulans , characterization 7311. 

Artemia salina embryos, purification/characterization 2H. 

Aspergillus niger , detergents, effects on 6384, 6385. 

Bacillus intermedius , amino acid sequence 4473, 7306. 

Bacillus intermedius , purification/characterization 51 2a 

Bacillus intermedius , secondary structure, c.d. 44 74. 

biosynthesis, Penicillium brevi-compactum , RNA/AMP, 
effects on 303. 

biosynthesis, transcription, regulation-auxins, beans 4825. 

biosynthesis, wounds-induced, Brassica rapa roots tissues, 
regulation-ethylene 4477. 
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Ribonuclease,(continued) 

cell surface-associated agfivity, assays 5613. 

chromatin-associated, activation-oestradiol, oviduct, 
chickens 1705. 

degradation-polyribosomes, serum, rabbits, protection- 
heparin 5132. 

detection, methodology 2774. 

effects on tumour cells/seminal vesicle cells/ 
phytohaemagglutinin-stimulated lymphocytes 5614. 

enzyme models, B-cyclodextrinylbisimidazole 1152. 

Escherichia coli . phage T4 tRNA Pro specificity, 
purification/characterization 1706. 

free, polyribosomes, isolation-kidney, rats 6724. 

HeLa cells, isolation/characterization 492, 

HeLa cells lysosomes, characterization 7315. 

Hordeum vulgare leaves, activity during early Erysiphe 
graminis infection 6386. 

horses pancreas, asparagine-bound glycopeptide, primary 
structure 1154. 

hydrolysis-uridylyl-(3’-5')-adenosine, models 3221. 

Hymenolepis diminuta , degradation-RNA 4860. 

inhibition-sodium dodecy! sulphate/diethy! pyrocarbonate/ 
proteinase K/heparin 491. 

inhibitors, effects on RNA transport, rats hepatocytes nuclei, 
in vitro 2529. 

interaction-DNA, binding constants determination 4266. 

interaction-UMP (cyclic) 1151. 

isoenzymes, identification 2771. 

levels, human, normal/kidney diseases 2173. 

multiple forms, kidney, pigs 3222. 

Penicillium claviforme , dinucleoside phosphates synthesis, 
acceptors modification, effects on 6656. 

Penicillium claviforme , substrate specificity 5125. 

Phaseolus aureus , activity, salinity, effects on 3883. 


polyribosomes-associated, purification/characterization 4475. 


precursors, pancreas, cattle, biosynthesis/activity 7310. 
purification, methodology, review 2290. 
Rana catesbeiana liver, purification/properties 7312. 


ribonucleoproteins, nucleoli, liver, rats, characterization 6470. 


seminal vesicle, cattle, activity, labelling, effects on 2770. 

Streptomyces rimosus , immobilization 2772. 

Streptomyces rimosus , isolation/characterization 4472. 

structure, c.d./spectroscopy (absorption)/fluorescence 6387. 

3'-terminus-specific activity/purification, use-tRNA 
precursors 494. 

vitelline membrane, eggs, chickens, solubilization/ 
characterization 7309. 

yolk/albumen, eggs, chickens, substrate specificity 7308. 

Ribonuclease I, 


activity, human plasma/leucocytes, nutrition, effects on 1156. 


activity, skeletal muscle, rats, neurectomy, effects on 496. 

activity, sporulation, Saccharomyces cerevisiae 1708. 

activity/conformation, nucleotides, effects on 5130. 

analogues, synthesis/activity 497. 

binding-adenylyl-3’,5’-cytidine, spectroscopy (u.v.) 2175. 

biosynthesis, Bacillus mesentericus , exogenous factors, 
effects on 3223. 

biosynthesis, Penicillium brevi-compactum , pH/temperature, 
effects on 3881. 

bromoacetate-modified, n.m.r. 3224. 


cross-linked-polyspermine, binding-poly (A.U), kinetics 7313. 


digestion-proteinase 3225. 

dimers, pancreas, cattle, antitumour activity 5129. 
ester, pancreas, cattle, structure/activity 499. 
folding, acids catalysis 1155. 

folding behaviour 3226. 

hydrogen exchange, spectroscopy (u.v.) 498. 


SS 


interaction-3’-AMP analogues, n.m.r. 3885. 

interaction-AMP/GMP/purine (6-chloro)nucleotide/AMP (8- 
bromo), spectroscopy (u.v.) 1707. 

isolation-Bacillus subtilis 3884. 

leukaemia, rats, deoxyribonuclease 2785. 

multiple forms, kidney, pigs 3222. 

pancreas, cattle, kinetics 6392. 

pancreas, cattie, reaction mechanisms 1157. 

reaction mechanisms, simulations 7314. 

renaturation intermediates, characterization 6391. 

serum/urine, activity, human, burns, effects on 495. 

Uromastix hardwickii liver, purification/characterization 
2174. 

Ribonuclease II, 

activity, skeletal muscle, rats, neurectomy, effects on 496. 

activity, sporulation, Saccharomyces cerevisiae 1708. 

activity, Tetrahymena pyriformis , changes during cell cycle 
7316. 

Aspergillus , inhibition-iron (IIT) 2177. 

biosynthesis, Penicillium brevi-compactum , pH/temperature, 
effects on 3881. 

isoenzymes, Zea mays 500. 

leukaemia, rats, deoxyribonuclease 2785. 

Ribonuclease III, 

activity, sporulation, Saccharomyces cerevisiae 1708. 

cleavage-vesicular stomatitis virus RNA/mRNA 4253. 

deficient Escherichia coli , mRNA metabolism 908. 

digestion-poliovirus | RNA, 5’-terminus-containing 
fragments, identification 1475. 

embryo cells, mice, purification/characterization 2178: 

Escherichia coli , cleavage-poliovirus RNA 4859. 

Escherichia coli , effects on phage 9X 174 RNA biosynthesis 
6000. 

Escherichia coli , role-phage T4 tRNA Gin biosynthesis 
5131. 

Ribonuclease F, 

isolation/characterization, L cells, role-interferon activity 
3228. 

Ribonuclease H, 

activity, liver, rats, thioacetamide, effects on 3887. 

activity, oncornavirus, DNA polymerase (RNA-dependent)- 
associated, detection 7319. 

calf thymus, purification, methodology 506. 

Daucus carota -derived cell culture, purification/ 
characterization 7317. 

DNA polymerase associated, avian myeloblastosis virus, 
DNA synthesis 7364. 

Krebs II ascites cells, isolation/characterization 7318. 

liver, rats, purification/characterization 2776, 2777. 

nuclei, liver, rats, purification/characterization 1710. 

oncornavirus, DNA polymerase (RNA-dependent)- 
associated activity, o-phenathroline, effects on 7320. 

Rauscher leukaemia virus/avian myeloblastosis virus DNA 


polymerase (RNA-dependent)-associated, inhibition-RNA 
1160. 


Rauscher leukaemia virus DNA polymerase (RNA- 
dependent)-associated, inhibition-RNA 504. 

Rous sarcoma virus, N-methyl isatin B-thiosemicarbazone- 
copper complex, effects on 1738. 

Ribonuclease M, 

membranes, reticulocytes, rabbits, isolation/characterization 
3886. 

Ribonuclease N, 

Escherichia coli , characterization 503. 

Ribonuclease P, 

Escherichia coli , role-rRNA precursors cleavage 2179. 

Escherichia coli , separation/reconstitution-RNA + proteins 
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Ribonuclease P,(continued) 
components 7321. 

Ribonuclease S, 

complex-adenosine, conformational analysis 5275. 

complex-AMP (8-oxo)/AMP (8-bromo)/AMP (8-thio), 
structure 4479. 

complex-uridylyl-(3'-5’)-adenosine fluorine analogues, X-ray 
crystallography 1158. 

interaction adenylyl-(3',5’)-cytidine 501. 

Ribonuclease S', 

N-terminus, conformation, c.d. 1709. 

Ribonuclease TI, 

conformation, n.m.r. 3227. 

diazonium 1-(H)-tetrazole-modified, interaction-cytidine + 
guanine nucleotides 2176. 

digestion, phage MS2 RNA fragments 1469. 

interaction-dinucleotides, kinetics 1159. 

interaction-GMP alkyl esters, kinetics 502. 

interaction-trinucleotides, kinetics 5615. 

oligonucleotides, Moloney leukaemia virus/HIX virus, 
comparison 1940. 

recognition sites, bases specificity 6393. 


Ribonuclease U2, 
dinucleoside monophosphate specificity 505. 
Ustilago sphaerogena , chemical modification 6394. 


Ribonucleoprotein (heterogeneous nuclear), 
characterization-associated proteins 5191. 

HeLa cells, occurrence-ribonuclease activity 7416. 
HeLa cells nuclei, characterization 588. 

structure determination, use-nuclease digestion 5656. 
structure/function, review 1332. 


Ribonucleoprotein (messenger), 

albumin, liver cytosol, fasting rats, identification DSS 

comparison-RNA-binding protein, reticulocytes, rabbits 
3986. 

eukaryotes cells, isolation, oligo (dT)-cellulose 
chromatography 6471. 

liver, rats, characterization, comparison-normal/neoplastic 
2832. 

muscles, embryos, chickens, electrophoresis analysis 5659. 

normal liver/hepatoma, mice, characterization 2996. 

particles, poly (A) containing, embryos, chickens, isolation/ 
characterization 3943. 

polyribosomes, reticulocytes, ducks, globin mRNA ISS, 
interaction-proteins 7415. 

precursors, rearrangement during ribonuclease hydrolysis 
6464. 

sea urchins, translation-cell-free system 3293. 

Secale cereale , sedimentation properties 591. 

Secale cereale embryos, biosynthesis during development 
5197. 


Ribonucleoproteins, 


antibodies, detection, human connective tissue diseases 6462. 


assembly/processing, nucleoli, mammals cells, toyocamycin, 
effects on 2422. 

chromatin nonhistone proteins, erythroblasts, pigeons, 
characterization 607. 

complex, avian reticuloendotheliosis virus-transformed bone 
marrow cells, chickens, isolation/characterization 2231. 

complex, liver, rats, RNA (small nuclear) association-RNA 
(heterogeneous nuclear) 2833. 

complex, nuclei, liver, Rana catesbeiana , characterization 
6468. 

complex, nuclei, liver, Rana catesbeiana , proteins changes 


during development 6469. 

complex, nuclei/cytoplasm, mice, characterization, liver/ 
hepatomas 1243. 

complex, occurrence-RNA, erythroleukaemia cells, mice 
1245. 

complex, vesicular stomatitis virus, characterization 7413. 

cores, ribosomal subunit 50S, Escherichia coli 2410 

coronavirus, structure 2831. 

cytoplasm, Friend leukaemia virus infected cells, mice, 
characterization 6465. 

distribution-spindles, Triturus lung cells 3941. 

Escherichia coli ribosomal subunit 50S, purification/ 
characterization 2407. 

Halobacterium cutirubrum , stabilization-potassium chloride 
584. 

helix, Sendai virus nucleocapsids, topography 6466. 

hepatocytes, liver regeneration, effects on 1242. 

human carcinoma cells, nucleotide sequence analysis 7417. 

influenza A virus, assembly, inhibition-canavanine 5190. 

influenza A virus, association-chromatin, infected cells 5657. 

influenza virus, characterization 2232. 

influenza virus, RNA, secondary structure 5951. 

kinetochores, PtK, cells, localization 5194. 

liver, rats, exonuclease/endonuclease, cleavagemRNA 
precursors 3294. 

liver cells, rats, autoradiography 1244. 

messenger, Petroselinum sativum cell culture, isolation/ 
characterization 590. 

mouse hepatitis virus/coronavirus (murine), characterization 
5955. 

nuclear, isolation/characterization, human serum, use-anti- 
nuclear ribonucleoproteins antibodies 5192. 

nucleoli, liver, rats, characterization 6470. 

occurrence/characterization, Sendai virus-infected Ehrlich 
ascites tumour cells 3290. 

particles, isolation/characterization, Raphanus sativus seeds/ 
seedlings 5196. 

particles, mRNA precursors, characterization 3531. 

poly (A)-containing, membranes-associated, Artemia salina 
embryos, characterization 3940. 

post-transcription association-chromatin, Zajdela hepatoma 
cells 1758. 

ribonucleoprotein 40S, characterization-associated proteins 
5191. 

RNA (heterogeneous nuclear) particles, HeLa cells, 
organization 587. 

mRNA, Stronglycocentrotus purpuratus embryos, 
translation efficiency, comparison-mRNA 6915. 

RNA biosynthesis/release, liver nuclei, rats, characterization 
4536. 

mRNA-containing, characterization, encephalomyocarditis 
virus infected Krebs II ascites cells 5189. 

mRNA-containing, lymphocytes, spleen, mice, 
characterization 2234. 

mRNA precursors-containing, structure determination 3939. 

tobacco mosaic virus, complex-poly (C.eC), energy transfer 
5814. 

transport, liver nuclei, rats, protein biosynthesis inhibition- 
cycloheximide, effects on 4097. 

ultrastructure, CHO cells, actinomycin D, effects on 5193, 

Ribonucleoside-diphosphate reductase, 

biosynthesis, Escherichia coli , regulation, relationship-DNA 
biosynthesis 572. 

calf thymus, regulation 7397. 

Ehrlich ascites cells, reconstitution 571. 

Ehrlich ascites tumour cells, subunits association 1232. 

Escherichia coli , inhibition-ADP arabinoside 4055. 
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Ribonucleoside-diphosphate reductase,(continued) 

kinetics, CHO cells 3278. 

Ribonucleoside triphosphatase, 

activity, Escherichia coli dnaB gene 1744. 

Ribonucleoside-triphosphate reductase, 

altered activity, Epstein-Barr virus replication-associated, 
D98/HR-1 cells/Raji cells 1236. 


Lactobacillus leichmannii , inhibition-CTP arabinoside 4055. 


Ribonucleotide reductase, 

activity, Propionibacterium shermanii , assays, use- 
chromatography (thin-layer) 3930. 

Escherichia coli , tyrosine free radicals, e.s.r. 1235. 

human cells, heterogeneity 3279. 

Vicia faba /Glycine max , characterization 4523. 

Ribosomal protein B-L3, 

Bacillus stearothermophilus ribosomes peptidyltransferase 
sites, chemical modification 1900. 

Ribosomal protein B-L9, 

Bacillus subtilis , amino acid sequence determination, 
comparison-Escherichia coli ribosomal protein L7/L12 
5867. 

Ribosomal protein BL17, 

ribosomal subunit 50S, Bacillus stearothermophilus , 
crystallization 6711. 

Ribosomal protein Ly, 

Escherichia coli , characterization, relationship-ribosomal 
protein L12/ribosomal protein L7 1427. 

Ribosomal protein L1, 

Escherichia coli , amino acid sequence 4717. 

Ribosomal protein L3, : 

Escherichia coli , amino acid sequence determination 5348. 

Escherichia coli , physicochemical properties 5873. 

methylation genes, Escherichia coli , mapping 4969. 

Ribosomal protein LS, 

interaction-Escherichia coli rRNA 5S 2421. 

Ribosomal protein L6, 

mutations, effects on protein biosynthesis, gentamicin- 
resistant Escherichia coli 2425. 

Ribosomal protein L7, 

complex-ribosomal protein L10, Escherichia coli , physical 
properties 803. 

Escherichia coli , relationship-ribosomal protein Ly 1427. 

methylation, Escherichia coli , temperature effects 806. 

Ribosomal protein L7/L12, 

binding-Escherichia coli ribosomal protein L10 5346. 

complex-ribosomal protein L10, binding-RNA 23S, 
ribosomal protein L11, effects on 5889. 

Escherichia coli , complex-ribosomal protein L10, 
stoichiometry/reconstitution 5870. 

Escherichia coli , dimerization, role-N-terminus 1902. 

Escherichia coli , interaction-ribosomes, role-dimerization 
1426. 

Escherichia coli , structure 1431. ‘ 

localization-ribosomal subunit 50S, electron microscopy 
3479. 

Ribosomal protein L10, 

complex-ribosomal protein L7, Escherichia coli , physical 
properties 803. 

complex-ribosomal protein L7/L12, binding-RNA 23S, 
ribosomal protein L11, effects on 5889. 

Escherichia coli , complex-ribosomal protein L7/L12, 
stoichiometry/reconstitution 5870. 

Escherichia coli , ribosomal protein L7/L12/RNA 238 
binding sites 5346. 

mRNA. Escherichia coli , translation 934. 

Ribosomal protein L11, 

binding-RNA 23S, ribosomal protein L7/L12 + ribosomal 
protein L10 complex, effects on 5889. 


Escherichia coli , heat denaturation 5874. 

Escherichia coli , methylation, role-guanosine tetraphosphate 
biosynthesis 4119. 

methylation genes, Escherichia coli , mapping 4969. 

Ribosomal protein L12, 

Artemia salina /liver, rats, purification/characterization 4111. 

Escherichia coli , biosynthesis regulation-phage Arifd18 
DNA 5089. 

Escherichia coli , methionine oxidation, effects on biological 
ctivity 1444. 

Escherichia coli , relationship-ribosomal protein Ly 1427. 

methylation, Escherichia coli , temperature effects 806. 

mRNA, Escherichia coli , translation 934. 

Ribosomal protein L13, 

Escherichia coli , amino acid sequence 4716. 

Ribosomal protein L14, 

phosphorylation, Krebs II ascites cells 206. 

Ribosomal protein L16, 

liver, rats, purification/characterization 5882. 

modification-ethoxyformic anhydride 3502. 

Ribosomal protein L18, 

interaction-Escherichia coli rRNA 5S 2421. 

RNA binding sites, relationship-Escherichia coli rRNA 5S 
ribonuclease-resistant regions 5969. 

Ribosomal protein L21, 

genes, Escherichia coli , mapping 7065. 

Ribosomal protein L22, 

genes mutants, Escherichia coli , ribosomal subunits 
assembly 6726. 

Ribosomal protein L24, 

Escherichia coli , physicochemical properties 5873. 

Escherichia coli , rRNA 23S binding sites, RNA-RNA 
interaction 799, 2412. 

Escherichia coli , role-assembly 1441. 

Ribosomal protein L25, 

interaction-Escherichia coli rRNA 5S 2421. 

RNA binding sites, relationship-Escherichia coli rRNA 5S 
ribonuclease-resistant regions 5969. 

Ribosomal protein L27, 

genes, Escherichia coli , mapping 7065. 

Ribosomal protein S1, 

binding-poly (U), methylation, effects on 3496. 

effects on ribosomes conformation, Escherichia coli 1432. 

Escherichia coli , binding affinity-ribosomes 4104. 

Escherichia coli , binding-phage 9X 174 DNA/phage MS2 
RNA, effects on structure 848. 

Escherichia coli , binding-ribosomal subunit 30S, role- 
ribosomal protein $9 196. 

Escherichia coli, DNA/RNA binding sites, structure/ 
properties 1290. 

Escherichia coli, DNA/RNA binding sites, specificity/ 
cooperativity 1291. 

Escherichia coli , flexibility, fluorescence polarization 5872. 

Escherichia coli , interaction-DNA/ribosomal subunits, 
binding constants determination 4266. 

Escherichia coli , n.m.r. 5871. 

Escherichia coli , ribosomes-binding fragments, 
characterization 4102. 

Escherichia coli , role-initiation complex assembly 3494. 

Tae ie coli , structure, comparison-ribosomal protein A 

ils 

Escherichia coli , X-ray crystallography 1424. 

Escherichia coli mutants, isolation/characterization 5345. 

genes mutation, Escherichia coli , genetic analysis 7271. 

Ribosomal protein $3, - 

Escherichia coli ribosomal subunit 30S, hydrodynamics 
6716. 
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phosphorylation, Krebs II ascites cells 206. 

Ribosomal protein $4, 

binding-Escherichia coli rRNA 16S fragments, effects on 
c.d./unfolding 5387. 

binding-rRNA 168, effects on conformation 4109. 

Escherichia coli , complex-RNA 16S, X-ray scattering 805. 

Escherichia coli , conformation, neutron scattering 1428. 

Escherichia coli , heat denaturation 5874. 

Escherichia coli , structure, c.d. 1425. 

Escherichia coli , N-terminus, role-ribosome subunit 30S 
function 804. 

fragments, role-Escherichia coli ribosomes assembly 2419. 

Ribosomal protein SS, 

Escherichia coli , amino acid sequence 3480. 

Escherichia coli , shape, characterizationEscherichia coli , 
ribosomal protein $5, shape, characterization 2950. 

Ribosomal protein S6, 

BHK cells, phosphorylation 2418. 

Escherichia coli , post-translation modification 6714. 

Tetrahymena pyriformis , phosphorylation, role-ribosomes 
catabolism 4122. 

3T3 cells, phosphorylation during early G phase 6738. 

Ribosomal protein $7, 

Escherichia coli , amino acid sequence 800. 

Escherichia coli , conformation, neutron scattering 1428. 

Escherichia coli , heat denaturation 5874. 

radiation (u.v.) induced cross-linking rRNA 16S, Escherichia 
coli ribosomal subunit 30S, sites, identification 3477. 

Ribosomal protein S8, 

binding sites-containing rRNA 16S fragments, Escherichia 
coli , isolation/characterization 6732. 

Escherichia coli , amino acid sequence 3481. 

Escherichia coli , binding sites, rRNA 16S, structure 5386. 

Escherichia coli , conformation, neutron scattering 1428. 

Escherichia coli , heat denaturation 5874. 

Escherichia coli , X-ray crystallography 1424. 

Ribosomal protein S9, 

Escherichia coli , role-ribosomal protein S1-ribosomal 
subunit 30S binding 196. 

Ribosomal protein $12, 


role-translation/transcription, Escherichia coli streptomycin- 


resistant mutant 3498. 

Ribosomal protein S15, 

binding sites-containing rRNA 16S fragments, Escherichia 
coli , isolation/characterization 6732. 

Escherichia coli , binding sites, rRNA 16S, structure 5386. 

Escherichia coli , heat denaturation 5874. 

Escherichia coli , X-ray crystallography 1424. 

genes, Escherichia coli , mapping 7065. 

Ribosomal protein S16, 

Escherichia coli , conformation, neutron scattering 1428. 

Escherichia coli , heat denaturation 5874. 

Escherichia coli , X-ray crystallography 1424. 

Ribosomal protein S17, 

‘Escherichia coli missense mutant, ribosomes assembly, 
effects on 4116. 

Escherichia coli ribosomal subunit 30S, hydrodynamics 
6716. 

Ribosomal protein S18, 

Escherichia coli , fluorescence derivatives, use-mRNA 
binding studies 5878. 

Escherichia coli , heat denaturation 5874. 

Escherichia coli ribosomes, mRNA binding sites, 
identification 4108. 

Ribosomal protein S20, 

Escherichia coli , X-ray crystallography 1424. 

genes, localization-Escherichia coli 5508. 
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mutation, CHO cells. relationship-emetine, drug resistance 
3505. 

Ribosomal protein $25, 

liver, rats, purification/characterization 5882. 

Ribosomal protein 44, 

Saccharomyces cerevisiae , amino acid sequence 
determination 5880. 

Ribosomal proteins, 

A-site/P-site, Escherichia coli ribosomes, interaction tRNA 
PANSY, 

alterations, emetine resistant CHO cells 5901. 

assembly-polyribosomes precursors/ribosomal subunits, 
mammalian cells, kinetics 6737. 

Bacillus subtilis thiostrepton/micrococcin resistant mutant, 
alterations 6712. 

biosynthesis, during cell cycle, Saccharomyces cerevisiae 
3467. 

biosynthesis, Escherichia coli , nutritional shifts, effects on 
284. 

biosynthesis, Escherichia coli ribosomal subunit 308 
assembly temperature-sensitive mutant 5885. 

biosynthesis, Escherichia coli ribosomal subunit 50S 
assembly temperature-sensitive mutant 5886. 

biosynthesis/assembly, L cells, toyocamycin, effects on 6736. 

biosynthesis/incorporation-ribosomes, phage A infected 
Escherichia coli minicells 4115. 

characterization , Saccharomyces cerevisiae 5879. 

characterization/molecular weight determination, liver, rats 
4112. 

Chinese hamsters cells. emetine drug resistance mutants, 
analysis 3488. 

chloroplasts, Chlamydomonas reinhardtii yellow mutant, 
characterization 4720. 

chromatography (affinity)-r, identification, liver, binding- 
interaction 3475. 

complex-RNA 5S, Halobacterium cutirubrum ribosomal 
subunit 50S, purification/characterization 1904. 

composition, Tetrahyma pyriformis /Tetrahymena 
thermophila ribosomes 5349. 

cross-linked, radiation (u.v.)-induced tRNA interaction- 
Escherichia coli ribosomes, identification 6751. 

cross-linking-4-(6-formyl-3-azidophenoxy)butyrimidate 4713. 

cross-linking-RNA, Escherichia coli ribosomal subunits, use- 
symtriazine trichloride 3478. 

cross-linking-rTRNA 168, Escherichia coli , initiation factor 3, 
effects on 2966. 

cross-linking-RNA 16S, Escherichia coli ribosomal subunit 
30S 1429. : 

defects, ribosomal subunit 30S, Escherichia coli polyamines 
dependent mutants 5892. 

dissociation-Escherichia coli polyribosomes, magnesium 
starvation, effects on 6728. 

electrophoresis 192. 

Escherichia coli , accumulation during relaxation control 
6025. 

Escherichia coli , binding-erythromycin 2960. 

Escherichia coli , biosynthesis regulation-selective mRNA 
inactivation 6727. 

Escherichia coli , c.d., rRNA binding, effects on 807. 

Escherichia coli , conformation changes during ribosomal 
subunits 30S assembly 6731. 

Escherichia coli , cross-linking-2-iminothiolane 2409. 

Escherichia coli , identification, methodology 41 10. 

Escherichia coli , streptomycin operon/spectinomycin 
operon, promoters, nucleotide sequence 2078. 

Escherichia coli ribosomal subunit 30S, interaction-rRNA 
16S, effects on conformation 3493. 
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Ribosomal proteins,(continued) 
Escherichia coli ribosomal subunit 30S, modification-2- 
iminothiolane 2408. 
Escherichia coli ribosomal subunit 308, tertiary structure 
predictions 3482. ; 
Escherichia coli ribosomes, cross-linking-RNA, radiation 
(u.v.) 6536. 

Euglena gracilis , biosynthesis sites, chloroplasts/cytoplasm 
1910, 

eukaryotes, stimulation-Escherichia coli stringent factor 
2424. 

gene amplification. Escherichia coli ColE1, effects on 
transcription/translation 7238. 

genes, clusters, Escherichia coli , nucleotide sequence 4973. 

genes, Escherichia coli , association-RNA polymerase f- 
subunit genes 391, 1605. 

genes, Escherichia coli , expression-plasmids clones 7273. 

genes. Escherichia coli temperature sensitive mutant, 
mapping 2642. 

genes, expression-Escherichia coli , use-plasmid pNO1001 
6363. 

genes, transcription coordination-RNA polymerase genes, 
Escherichia coli 4970. 

HeLa cells, cross-linking-RNA, sodium periodate 1440. 

interaction, role-ribosomes assembly 4725. 

interaction-rRNA, Zscherichia coli ribosomal subunit 50S 
4107. 

interaction-rRNA 5S/rRNA 5.8S/tRNA, ribosomes, liver, 
rats 3486. 

iodination, magnesium/polyamines, effects on 5352. 

L cells, phosphorylation patterns, ricin, effects on 4738. 

liver. rats, antigens, properties 2826. 

liver, rats, cross-linking-initiation factor 2 4723. 

liver, rats, identification, electrophoresis 4721. 

liver, rats, isolation/amino acid sequence 199. 

liver, use, purification, methodology 5881. 

methylation, Saccharomyces cerevisiae ribosomal subunit 
40S 1434. 

myeloma cells, mice, phosphorylation 3489. 

nomenclature 401 3. 

pairs, Escherichia coli ribosomal subunit 50S, identification- 
2-iminothiolane cross-linking 3476. 

phosphorylated, Saccharomyces carlsbergensis , 
characterization 816. 

phosphorylated, vaccinia virus-infected HeLa cells, 
identification/characterization 4101. 

phosphorylation. Physarum polycephalum 4719. 

rats liver ribosomal subunit 60S, purification/ 
characterization 1439. 

reductive methylation, use-ribosomes conformation analysis, 
liver, rats 813. 

ribosomal subunit 30S, cross-linking rRNA 16S 6713. 

ribosomal subunit 50S, Escherichia coli , binding-rRNA 23S 
6717. 

rRNA-associated, identification, Saccharomyces cerevisiae 
3484, 

role-peptidyltransferase activity, Escherichia coli ribosomal 
subunit 50S 6744. 

role-mRNA/tRNA binding-Escherichia coli ribosomal 
subunit 50S 1172. 

tplJ gene/rplL gene, Escherichia coli , cotranscription-RNA 
polymerase rpoBC gene 2161. 

Saccharomyces carlsbergensis , methylation 811. 

structure, comparison, liver, chickens/rats 812. 

Tetrahymena pyriformis , starvation induced 
phosphorylation 3500. 


Ribosomal subunit 308, 

assembly, Escherichia coli , ribosomal proteins conformation 
changes 6731. 

assembly, Escherichia coli, RNA 16S conformation changes 
6730. 

Bacillus insolitus , isolation, protein biosynthesis activity, 
temperature, effects on-5868. 

Bacillus stearothermophilus /Baciilus subtilis /Escherichia 
coli , c.d. 194. 

binding-tRNA (phenylalanyl), medium, effectson 1919. 

binding-mRNA, role lysine e-amino groups 797. 

binding-tRNA Phe, centrifugation speed during subunits 
separation, effects on 1447. 

complex-tRNA (aminoacyl) + polynucleotides, dissociation, 
role-initiation factor 3 3506. 

depletion, effects on polarity, Escherichia coli 6740. 

Escherichia coli , function, role-ribosomal protein $4 N- 
terminus 804. 

Escherichia coli, association-DNA-binding protein 1292. 

Escherichia coli , binding-initiation factor 3, role-RNA 16S 
3’-terminus 824. 

Escherichia coli , binding-initiation factor 1, role-ribosomes 
dissociation 826. 

Escherichia coli , binding-ribosomal protein $1, role- 
ribosomal protein S9 196. 

Escherichia coli , binding-tRNA fMet, poly (U) dependence 
5908. 

Escherichia coli , binding-tRNA fMet, stimulation- 
spermidine 1918. 

Escherichia coli , binding-tRNA Phe 821. 

Escherichia coli , conformation, heterogeneity 5875. 

Escherichia coli , hydrodynamics, complex formation- 
initiation factor 3, effects on 6742. 

Escherichia coli , inactivation-ammonium 6741. 

Escherichia coli , initiation complex formation, role-initiation 
factor 3 825. 

Escherichia coii , interaction-poly (U) 5894. 

Escherichia coli , localization-tRNA, electron microscopy 
4105. 

Escherichia coli , nucleoproteins fragrnents, isolation/ 
characterization 4714. 

Escherichia coli , radiation (u.v.) induced ribosomal protein 
S7-rRNA 16S cross-linking, sites, identification 3477. 

Escherichia coli , ribosomal protein $3/ribosomal protein 
$17, hydrodynamics 6716. 

Escherichia coli , ribosomal proteins, interaction-rRNA 16S, 
effects on conformation 3493. 

Escherichia coli , ribosomal proteins, modification-2- 
iminothiolane 2408. 

Escherichia coli , ribosomal proteins cross-linking-RNA 16S 
1429. 

Escherichia coli , rRNA 16S 3'-terminus localization 6718. 

Escherichia coli , shape/conformation/stability 5876. 

Escherichia coli , structure, electron microscopy 5877. 

interaction-phage MS2 RNA, inhibition-ribosomal subunit 
50S 4117. 

ribosomal proteins, cross-linking-rRNA 16S 6713. 

ribosomal proteins, Escherichia coli , tertiary structure 
predictions 3482. 

ribosomal proteins defects, Escherichia coli polyamines 
dependent mutants 5892. 


Ribosomal subunit 40S, 
binding-tRNA, promotion-proteins, liver, rats 4128. 
initiation factors, muscles, chickens embryos, 
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Ribosomal subunit 40S,(continued) 
chromatography (affinity) fractionation, myosin/globin 
mRNA 4746. 

interaction-reovirus mRNA, edeine, effects on 818. 

liver, rats, conformation, phosphorylation/ribosomal 
subunits interaction, effects on 4114. 

liver, rats, radiation (u.v.)-induced RNA-proteins cross- 
linking 1437. 

rabbits reticulocyte lysate, binding-tRNA fMet, inhibition- 
haemin controlled translation repressors 4129. 

Saccharomyces cerevisiae , ribosomal proteins methylation 
1434, 

Tetrahymena pyriformis , isolation/characterization 1905. 

wheat germ/reticulocyte lysate, migration during initiation 
inhibition, reovirus MRNA 5903. 

Ribosomal subunit 50S, 

Bacillus insolitus , isolation, protein biosynthesis activity, 
temperature. effects on 5868. 

Bacillus stearothermophilus /Bacillus subtilis /Escherichia 
coli , c.d. 194. 

Escherichia coli . assembly, in vitro, kinetics 817. 

Escherichia coli, binding-mRNA/tRNA, role-ribosomal 
proteins 1172. 


Escherichia coli . cross-linking-2-iminothiolane, identification- 


ribosomal proteins pairs 3476. 

Escherichia coli . electron microscopy, methodology 195. 

Escherichia coli , ethionine-containing, assembly, 
methylation dependence 3495. 

Escherichia coli , peptidyltransferase activity, role-ribosomal 
proteins 6744. 

Escherichia coli , ribonucleoproteins, purification/ 
characterization 2407. 

Escherichia coli , ribonucleoproteins cores 2410. 

Escherichia coli , ribosomal proteins binding-rRNA 23S 
6717. 

Escherichia coli , ribosomal proteins-rRNA interaction 4107. 

Escherichia coli , structure, electron microscopy 4103. 

Halobacterium cutirubrum , RNA 5S-ribosomal proteins 
complex, purification/characterization 1904. 

inhibition-_ phage MS2 RNA interaction-ribosomal subunit 
30S 4117. 

localization-ribosomal protein L7/L12, electron microscopy 
3479. 

maturation, Escherichia coli polyribosomes 2420. 

peptidyltransferase activity/ribosomal protein L16, 
modification-ethoxyformic anhydride 3502. 

ribosornal protein BL17, Bacillus stearothermophilus , 
crystallization 6711. 

Ribosomal subunit 60S, 

liver, rats, elongation activity, N-ethylmaleimide/ 
iodoacetamide, effects on 3510. 

mice ascites cells/hamsters fibroblasts, protein (acidic), 
characterization 201. 

phosphoprotein Ly, characterization, ascites cells/skeletal 
muscle, rats 814. 

rats liver, ribosomal proteins, purification/characterization 
1439. 

Tetrahymena pyriformis , isolation/characterization 1905. 

Ribosomal subunits, 

assembly, Escherichia coli ribosomal protein L22 genes 
mutants 6726. 

Bacillus cereus , isolation 2404. 

bacteria. in vitro binding-virginiamycin S 2955. 

bacteria, in vitro binding-virginiamycin M 2956. 

dissociation/reassociation, bacteria, pressure, effects on 203. 

Escherichia coli . binding-chloramphenicol acetylated 
derivatives 2958. 


ee a ee 


IRL©1979 


Escherichia coli , electron microscopy 2411. 

Escherichia coli , interaction-kanamycin, inhibition- 
translocation 1443. 

Escherichia coli , interaction-neomycin B/kanamycin B 6743. 

Escherichia coli , isolation. use-Sepharose chromatography 
2405. 

Escherichia coli , reassociation, neutron scattering 1442. 

Geotrichum candidum , structure, electron microscopy 2414. 

mammalian cells, ribosomal proteins assembly, kinetics 6737. 

Mycobacterium smegmatis . binding-viomycin, antibiotic 
resistance 5896. 

polyribosomes, Physarum polycephalum , proteins 
composition 6719. 

Tetrahymena thermophila , cycloheximide resistance sites 
1433. 

Ribosomes, 

see also Polyribosomes, Ribosomal subunits, etc. 

activity, brain, mice, prenatal 187. 

activity, Saccharomyces cerevisiae , relationship-growth rate 
4702. 

aggregation, lymph node, rats, skin xenografts, effects on 
4734. 

antibodies, HeLa cells, detection-human liver diseases 7402. 

Artemia salina , binding-tRNA (aminoacy]), ricin/modeccin, 
effects on 2963. 

Artemia salina , physical properties 1436. 

Artemia salina , polypeptides chains release factors, 
purification/characterization 4703. 

Artemia salina , purification, methodology 1435. 

assembly, Escherichia coli 205. 

assembly, Escherichia coli missense mutant, ribosomal 
protein $17 4116. 

assembly, role-ribosomal proteins interaction 4725. 

associated protein kinase, SV40-transformed cells 2862. 

Bacillus stearothermophilus , peptidyltransferase sites, 
ribosomal protein B-L3, chemical modification 1900. 

bacteria, conformation, streptomycin, effects on 4728. 

bacteria, in vitro binding-virginiamycin S 2955. 

bacteria, in vitro binding-virginiamycin M 2956. 

bacteria, structure/function, review 5. 

binding, efficiency, brome mosaic virus RNA 4 5429. 

binding-leucomycin derivatives, Escherichia coli , 
relationship-antibacterial activity 209. 

binding-phage QB RNA, initiation complex formation, 
inhibition-oligonucleotides complementary-Escherichia coli 
rRNA 16S 3'-terminus 4131. 

binding sites, location-antibiotic resistance-tetracycline 
transposon Tn10 993, 

binding sites, Rous sarcoma virus RNA, coding-gag gene 
products N-terminus 3544. 

biological activity, lymphocytes, concanavalin A stimulation, 
effects on 2429. 

biosynthesis, liver, rats, protein deficiency, effects on 6734. 

Bombyx mori , isolation/ characterization, protein 
biosynthesis capacity 2953. 

brain, rats, ethanol ingestion, effects on 4123. 

brain, rats, A?-tetrahydrocannabinol, effects on 4124. 

carboxymethylation-peptides chains 1916. 

Chlamydomonas reinhardtii chloroplasts, sedimentation 
6720. 

chorioallantoic membranes, eggs, chickens, influenza A virus 
infection, effects on 4732. 

complex-elongation factor G + guanosine nucleotides, 
dissociation 4744. 

conformation, liver, rats, analysis, use-ribosomal proteins 
reductive methylation 813. 

content, Ehrlich ascites tumour cells, prophase 207. 
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Ribosomes,(continued) 

content. Pinus silvestris pollen. radiation (X)/radiation (u.v.), 
effects on 6843. 

content. Zea mays mutants 3492. 

Crithidia fasciculata . rRNA, characterization 3554. 

dissociation, Pinus thunbergii seeds 6739. 

dissociation, role-initiation factor | binding-Escherichia coli 
ribosomal subunit 30S 826. 

dissociation factors activity, liver, rats, partial hepatectomy, 
effects on 4726. 

distribution, Zea mays roots, sodium chloride, effects on 
5906. 

Eimeria tenella , characterization 2952. 

endoplasmic reticulum membranes, liver, rats, cytochrome 
b5/NADPH-cytochrome reductase biosynthesis 3504. 

energetics, review 1330. 

epidermis, mice, accumulation association-regeneration 211. 

erythrocytes, rabbits, proteins composition, determination, 
methodology 1996. 

Escherichia coli , A-site/P-site ribosomal proteins, 
interactiontRNA 215. 

Escherichia coli , assembly, role-ribosomal protein S4 
fragments 2419. 

Escherichia coli , associated-cell cycle-reflecting proteins, 
isolation/characterization 808. 

Escherichia coli , binding-erythromycin derivatives, 
fluorescence 819. 

Escherichia coli . binding-GTP (azidosalicyl), 
characterization 1901. 

Escherichia coli, binding-phage QB RNA, tRNA 
(formylmethiony]), effects on 5907. 

Escherichia coli , cleavage-cloacin DF 13, translation fidelity/ 
specificity 5353. 

Escherichia coli , complex-tRNA (phenylalany]), 
heterogeneity 1173. 

Escherichia coli , conformation, initiation factor 3/ribosomal 
protein S1, effects on 1432. 

Escherichia coli , conformation, spin-labelling 809. 

Escherichia coli , conformational analysis, use-N- 
ethylmaleimide 4715. 

Escherichia coli , electron microscopy 2411. 

Escherichia coli , function, regulation following phage T4 
infection 210, 

Escherichia coli , interaction-kanamycin, inhibition- 
translocation 1443. 

Escherichia coli , interaction tRNA (N-acetyl-phenylalanyl) 
820. 

Escherichia coli , isolation, chromatography 5869. 

Escherichia coli , labelling-puromycin aryl azide analogues 
2426. 

Escherichia coli , modification-N-bromosuccinimide, protein 
biosynthesis stimulation 4730. 

Escherichia coli , modification-2,3-dimethylmaleic anhydride 
6715. 

Escherichia coli , n.m.r. 197. 

Escherichia coli , peptidyltransferase, donors/inhibitors 
binding constants 5895. 

Escherichia coli , peptidyl|transferase, inhibition-cytidylyl(- 
3,5-)adenosine phenylalanine derivatives 2423. 

Escherichia coli , peptidy|transferase sites, photoaffinity 
labelling-puromycin analogues 4106. 

Escherichia coli , photoaffinity labelling, use- 
azidochloramphenicol 2406. 

Escherichia coli , photoaffinity labelling-puromycin, 
chloramphenicol/tetracycline, effects on 5890. 

Escherichia coli , photoaffinity labelling-puromycin, 
chloramphenicol-induced changes, mechanisms 5891. 


Escherichia coli , radiation (u.v.)-induced interaction-tRNA, 
cross-linked ribosomal proteins identification 6751. 

Escherichia coli , ribosomal protein S18, mRNA binding 
sites, identification 4108. 

Escherichia coli , tRNA (aminoacy]) translocation, inhibition- 
neomycin/kanamycin/gentamicin 1913. ’ 

Escherichia coli , mRNA-binding regions, characterization 
802. 

Escherichia coli, RNA cross-linking-ribosomal proteins, 
radiation (u.v.) 6536. 

Escherichia coli , RNA-proteins interaction analysis, use- 
cross-linking 1430. 

Escherichia coli, RNA-RNA cross-linking 801. 

Escherichia coli ,.rRNA 3'-terminus, fluorescence studies 
2951. 

Escherichia coli , structure, review 1. 

Escherichia coli , translocation assays, use-poly (U) column, 
magnesium, effects on 5351. 

Escherichia coli ribosomal protein S1 binding affinity 4104. 

Escherichia coli rRNA 16S, photochemical cross-linking- 
tRNA Lys/tRNA Glu 6752. 

Escherichia coli /wheat germ, y-carboxyglutamic acid 
occurrence 1903. 

Euglena gracilis chloroplasts, localization/biosynthesis 6733. 

Euglena gracilis /Spinacia oleracea chloroplasts, analysis- 
electrophoresis/electron microscopy 5354. 

eukaryotes, circular mRNA attachment 6903. 

eukaryotes, purification 798. 

factors, effects on mRNA translation, wheat germ cell-free 
system 6926. 

free, liver, rats, localization-uricase/catalase biosynthesis 792. 

free/membrane-bound, distribution, regenerating liver, rats 
1445, 

free/membrane-bound, liver, rats, quantitation, methodology 
4722. 

free/membrane-bound, yeasts, protein biosynthesis, 
comparison 3468. 

hepatocytes/hepatomas, rats/mice, ribonuclease activity 
1704. 

immobilization-agarose gel 1907. 

influenza virus-infected chorioallantoic membrane, 
ammonium chloride/potassium chloride/puromycin, effects 
on 5350. 

inhibition-tRNA (isoleucyl) formation, liver, rats, 
polyamines, effects on 1408. 

initiation complex formation, rabbits reticulocyte lysate, 
initiation factor 2/initiation factor 3 binding/release 4138. 

interaction-Artemia salina elongation factors 4135. 

interaction-mRNA, eukaryotes, role-coding sequence 5428. 

liver, rats, antigens, properties 2826. 

liver, rats, binding-ricin 6748. 

liver, rats, carbamoyl-phosphate synthetase biosynthesis 
5861. 

liver, rats, catalysis-peptides bonds formation 5356. 

liver, rats, electron microscopy 3487. 

liver, rats, puromycin-mediated peptides release, Triton X- 
100, effects on 6747. 

liver, rats, ribosomal proteins-rRNA 5S/tRNA 5.8S/tRNA 
3486. 

liver, rats, tRNA Phe codon-specific interaction 516. 

liver, rats, structure, use-lactoperoxidase iodination + 
reductive methylation 2417. 

liver, rats/Walker carcinoma, protein biosynthesis, 
thiopseudourea, effects on 2402. 

aes en kidney, dogs, amphotericin B, effects on 


membrane-bound, liver, rats, detachment-carcinogens 1908. 
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Ribosomes,(continued) 

membrane-bound, Micrococcus luteus , lead exposure, effects 
on 4731. 

Mercurialis annua , binding-cytokinins 6575. 

das ia Dictyostelium discoideum , during development 

7. 

mice, binding-tRNA Phe, stimulation-thallium acetate 1174. 

microsomes-bound, removal, effects on N-acetylglucosamine 
transfer, liver rats 212. 

mitochondria, cattle, peptidyltransferase, antibiotics 
susceptibility 4737. 

Mycobacterium smegmatis , antibiotic resistance, viomycin, 
localization-rRNA 2961. 

peptidyltransferase, binding-Escherichia coli tRNA 2962. 

peptidyltransferase, control, stereochemistry 3497. 

peptidyltransferase regions, photoaffinity labelling-2-nitro-4- 


azidobenzoic acid-substituted tRNA Phe N-terminus 5883. 


Pisum sativum thylakoid membranes-bound, activity 1446. 

Plasmodium berghei , isolation/characterization 2413. 

profiles, ascites tumour cells, mice, growth conditions, effects 
on 6750. 

protein biosynthesis, elongation mechanisms, review 1308. 

protein biosynthesis, liver, rats, modeccin, effects on 5899. 

protein biosynthesis initiation, mechanisms, review 2890. 

rabbits reticulocyte lysate, initiation complex formation, 
inhibition-haemin controlled translation repressors 4137. 

reticulocytes, rabbits, binding tRNA (histidyl) synthetase 
6689. 

reticulocytes, rabbits, elongation factor 2-induced 
sensitization-modeccin 5359. 

role-iron stimulation-ferritin biosynthesis 3469. 

role-translation fidelity, models 208. 

Saccharomyces cerevisiae , interaction-rRNA 5-85 810. 

Saccharomyces cerevisiae mitochondria, paromomycin/ 
neomycin resistance mutation, characterization 6746. 

Schizosaccharomyces pombe drug resistance mutants, 
characterization 2427. 

streptomycin/colicin E3, effects on 4120. 

structure, electron microscopy, book 655. 


structure, liver, rats, fluorometry, use-ethidium bromide 4113. 


structure, review 6544. 

subunit 48S, preinitiation complex, identification 221. 

Tetrahyma pyriformis /Tetrahymena thermophila , 
ribosomal proteins composition 5349. 

Tortula ruralis , temperature effects 1418. 

transcripts processing, double-stranded RNA-specific 
endonuclease, nucleoli, embryos, chickens/Ehrlich ascites 
tumour cells, mice 5611. 

Trigonella foenum graecum /Glycine max cotyledons, 
ribonuclease activity 493. 

wheat germ, aggregation-concanavalin A, occurrence- 
glycoproteins 1909. 

wheat germ, binding-mRNA 5'-terminus, tobacco mosaic 
virus/turnip yellow mosaic virus 6761. 

wheat germ, dissociation factor, characterization 1911. 

wheat germ, factors dependent dissociation, assays 5904. 

Ribosyldichlorobenzimidazole, 

inhibition, L cells in vitro transcription, sensitivity 4826. 

Ribulosebisphosphate carboxylase, 

mRNA, Chlamydomonas reinhardtii , isolation/properties 
4765. 

mRNA, expression-Zea mays mesophyll cells/bundle sheath 
cells 2012. 

subunits, genes, location-Zea mays chloroplasts genome 
3140. 

Ricin, 

binding-ribosomes, liver, rats 6748. 


effects on ribosomal proteins phosphorylation patterns, L 
cells 4738. 

effects on tRNA (aminoacyl) binding-Artemia salina 
ribosomes 2963. 

effects on mRNA translation, ribosomes, wheat germ/liver 
rats 5905. 

inhibition-DNA polymerase B/DNA polymerase a, human 
neuroblastoma cells 5636. 

Rifampicin, 

effects on DNA metabolism, Incl plasmids-carrying 
Escherichia coli 6288. 

effects on DNA replication, Escherichia coli , thymine 
starvation pretreatment 3150. 

effects on Escherichia coli RNA polymerase f-subunit genes 
transcription 6836. 

effects on R factor NR1 DNA replication, Escherichia coli 
3808. 

effects on rRNA biosynthesis, Cyanophora paradoxa / 
Cyanocyta korschikoffiana 2511. 

effects on RNA biosynthesis/protein biosynthesis, 
mitochondria, liver, rats 3597. 

effects on RNA polymerase, Bacillus subtilis 3253. 

inhibition-Escherichia coli RNA biosynthesis/RNA 
polymerase activity, mechanisms 3245. 

inhibition-RNA biosynthesis initiation, Escherichia coli , 
effects on gene expression 3022. 

use-Escherichia coli tRNA genes transcription organization 
determination 4340. 

Rifampin, 

sensitivity, RNA polymerase, Staphylococcus aureus 
antibiotic resistance mutants 3897. 

Rifamycin, 

derivatives, inhibition-DNA polymerase a/DNA polymerase 
B/DNA polymerase y/DNA nucleotidyloxotransferase/DNA 
polymerase (RNA-dependent) 4505. 

effects on RNA phages replication 1506. 

effects on RNA polymerase activity, Escherichia coli / 
Staphylococcus aureus 2190. 

inhibition, L cells in vitro transcription, sensitivity 4826. 

Rifamycin SV, 

sensitivity, RNA polymerase, Staphylococcus aureus 
antibiotic resistance mutants 3897. 

RNA, 

see also Immune RNA 

A-form, helix geometry 243. 

accumulation, adenovirus (human) 5, temperature-sensitive 
mutant 1508. 

accumulation, Bombyx mori silk gland, relationship-fibroin 
biosynthesis 2742. 

2,'-3'-Oadamantylphosphonate, tissues, incorporation- 
uridine/uridine 5773. 

adenovirus (human) 2, caps 5'terminus/promoters nucleotide 
sequence, comparison 2452. 

adenovirus (human) 2, purification, methodology 3526. 

adenovirus (human) 2-infected HeLa cells, comparison- 
cytoplasmic/nuclear polyribosomes 5947. 

adenovirus (human) 2-related, occurrence-normal human 
tissues 4149. 

adenovirus, stability, proflavine/ethidium bromide/ 
daunomycin, effects on 849. 

AKR leukaemia virus, nucleotide sequence, homology-mink 
cell focus-inducing virus 5373. 

AKR leukaemia virus-specific, AKR cells, mice, detection 
5922. 

alfalfa mosaic virus, interaction-coat protein, transitions 
enthalpy 5679. 

alfalfa mosaic virus, sequence homology 3550. 
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alfalfa mosaic virus, 5’-tesminus nucleotide sequence 4175. 

alfalfa mosaic virus, translation-mRNA-dependent 
reticulocyte lysate cell-free system 6064. 

alkylated, modification-phage T7 genes DNA 6094. 

alkylation, sites/mechanisms 4290. 

alphavirus, review 2889. 

antibodies, detection-human multiple sclerosis/subacute 
sclerosing panencephalitis 2229. 

antibodies, systemic lupus erythematosus, specificity 7404. 

antigens, isolation/characterization, polyribosomes, liver, rats 
3933. 

antigens sensitivity mediation, isolation, review 4593. 

assays, methodology 2548. 

assays, use-DNA binding-diazobenzyloxymethyl paper 2972. 

assembly. tobacco mosaic virus 2274. 

associated proteins, poliovirus, purification/characterization 
649. 

association-chromatin, amoebae 302. 

avian myeloblastosis virus, isolation 5369. 

avian myelocytomatosis virus, structure, electron microscopy 
2989. 

avian myelocytomatosis virus MC29 genomes, mapping 
4164. 

Bacillus subtilis , isolation/characterization/binding- 
oligodeoxythymidylate-cellulose 1462. 

backbone, conformation 6129. 

backbone conformation determination, use-algorithms 6128. 

backbone structure 4160. 

barley stripe mosaic virus, detection-poly (A) sequences 2481. 

barley stripe mosaic virus, occurrence-5'-terminus caps 5383. 

base composition, lymph node, rats, skin xenografts, effects 
on 4734. 

base composition analysis 4926. 

base stacking determination, optimized potential function 
3y713)) 

bases, interaction 6127. 

binding-benzo(a)pyrene, mice skin in vivo/rats liver 
microsomes/nuclei, in vitro 3065. 

binding-chlorambucil, tumour-bearing rats 971. 

binding-rabbits elongation factor 1/elongation factor 2 2969. 

binding sites, Escherichia coli ribosomal protein S1, 
structure/properties 1290. 

binding sites, Escherichia coli ribosomal protein S1, 
specificity/cooperativity 1291. 

biosynthesis/turnover, Calliphora erythrocephala salivary 
gland 5995. 

bovine leukaemia virus, translation-heterologous cell-free 
system 4091. 

branching enzyme, muscles, rabbits, primary structure 5980. 

brome mosaic virus, infection efficiency, Hordeum vulgare 
925. 

brome mosaic virus, proteins recognition during in vitro 
reconstitution 6534. 

cadang-cadang disease virus, characterization 6777. 

cadang-cadang disease virus-associated, complementary 
DNA, biosynthesis/characterization 6195. 

carnation mottle virus, translation-wheat germ cell-free 
system, regulation, role-3'-terminus 2486. 

chains, elongation, intermediates analysis 1498. 

chains, termination sites, adenovirus (human) 2, infected 
HeLa cells, 5,6-dichloro-1-8-D-ribofuranosylbenzimidazole, 
effects on 6002. 

chains initiation-Escherichia coli RNA polymerase, phage 
T7 promoters, kinetics 6851. 

characterization, oviduct nuclei, chickens, use-mercurated 
UTP 403. 


characterization/isolation, Pyricularia oryzae virus-like 
particles 4174. 

chloroplasts, Nicotiana rustica , characterization/biological 
properties 1961. 

chromatin, HeLa cells, covalent linkage-double-stranded 
chromosomes DNA 6512. 

chromatin, liver, rats, methylation-dimethylnitrosamine 4276. 

circular, potato spindle tuber viroid/citrus exocortis viroid/ 
cucumber pale fruit viroid/chrysanthemum stunt viroid/ 
chrysanthemum chloroticmottle viroid, phosphodiesters 
cleavage 5382. 

citrus exocortis viroid, detection-Lycopersicon esculentum 
tumour cells, citrus exocortis viroid + Agrobacterium 
tumefaciens infectin 837. 

Closterium acerosum , incorporation-uridine 714. 

complementary, influenza virus, transfer-globin mRNA 5'- 
terminus caps, during transcription 4778. 

complementary, transcription/hybridization, chromosomes, 
Chinese hamsters cell lines 3562. 

complexity, Strongylocentrotus purpuratus 5976. 

containing, nulear matrix, Tetrahymena pyriformis 
macronuclei, isolation/characterization 6540. 

content, Anabaena cylindrica , nucleotide peptide, effects on 
2128. 

content, Ascaris lumbricoides , during development 2976. 

content, Bombyx mori development 2130. 

content, Bombyx mori eggs, diapause, effects on 4822. 

content, Bombyx mori silk gland 321. 

content, brain, cats, relationship-epileptiform activity 225. 

content, Chironomus tentans chromosomes 1788. 

content, Columba livia , radiation(y), effects on 2114. 

content, Cucumis sativus cotyledons, kinetins, effects on 
6476. 

content, Eimeria tenella gametogenesis 223. 

content, EMT6 cells, during cell cycle 2733. 

content, human brain, age, effects on 7207. 

content, Ipomoea batatas roots, Rhizopus stolonifer 
infection, effects on 4435. 

content, Lagenaria vulgaris , leaves, bottlegourd mosaic 
virus, effects on 2501. 

content, liver/kidney, mice, starvation, effects on 7201. 

content, Lycopersicon esculentum leaves, (2-chloroethyl)- 
trimethyl ammonium chloride/sodium chloride, effects on 
297. 

content, lymphocytes, relationship-S phase rates 3189. 

content, muscles, rats, fasting, effects on 1928. 

content, neurons, cortex (visual)/retina ganglia, rats, light 
stimulation, effects on 4221. 

content, neurons/neuroglia, rats, circadian rhythms 1458. 

content, normal/leucosis, rats, copper sulphate, effects on 
450. 

content, nuclei/cytoplasm, neurons, adrenergic stimulation, 
effects on 1523. 

content, Periplaneta americana , actinomycin D/dimethoate, 
effects on 5041. 

content, Phaseolus vulgaris leaves, adenine (benzy)), effects 
on 841. 

content, placenta/liver, rats, dipyrone, effects on 4424. 

content, prosencephalon, rats, hypoxia, effects on 455. 

content, Rauscher leukaemia virus transformed cells 1455. 

content, Sclerotinia sclerotiorum , during growth, 
phosphorus, effe332 7194. 

content, Solanum tuberosum tubers development 2171. 

content, testis, rats, age, effects on 839. 

content, ventricle, rats 2021. 

content, vitreous humour, eye lens, chickens 4758. 

content, Zea mays /Triticum anthers, ethrel-induced sterility, 
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effects on 3844. 

coronavirus (bovine), characterization 2453. 

coronavirus (murine), characterization 1473. 

cowpea chlorotic mottle virus, replication defective 
temperature-sensitive mutant, isolation/mapping 871. 

cowpea chlorotic mottle virus, translation-cell-free system, 
products analysis 6912. 

cowpea mosaic virus, associated proteins, characterization 
4564. 

cowpea mosaic virus, transcription-avian myeloblastosis 
virus DNA polymerase (RNA-dependent) 3267. 

cowpea mosaic virus/tobacco mosaic virus, multiple 
initiation sites 6065. 

Crithidia luciliae , transcription-kinetoplasts DNA 2649. 

cross-linking, ribosomes, Escherichia coli 801. 

cross-linking-proteins, radiation (u.v.) induced, ribosomal 
subunit 408, liver, rats 1437. 

cross-linking-ribosomal proteins, Escherichia coli ribosomal 
subunits, use-symtriazine trichloride 3478. 

cucumber mosaic virus, base composition determination, 
chromatography (high-pressure liquid) 5385. 

cucumber mosaic virus, 5’-terminus regions, nucleotide 
sequence 5384. 

cucumber pale fruit viroid, replication, infected protoplasts, 
tomatoes, inhibition-a-amanitin 4197. 

cytoplasm, neurons, rats, characterization 2473. 

cytoplasmic, HeLa cells, circular forms detection-electron 
microscopy 6808. 

cytoplasmic, transfer-Fv-! locus specific resistance, B-tropic/ 
N-tropic oncornavirus (murine) 2525. 

defective-interfering influenza virus, characterization 1927. 

defective-interfering particles, poliovirus 1, initiation- 
translation, products identification 6062. 

degradation, Escherichia coli , temperature stress, effects on 
4228. 

degradation, interferon-mediated, properties, L-929 cells 
1541. 

degradation, L cells, temperature effects 1526. 2 

degradation, sea urchins mitochondria, ionophore A 23187, 
effects on 4229. 

degradation-Hymenolepis diminuta ribonuclease 4860. 

Dendrolimus spectabilis /Lymantria dispar /Bombyx mori 
cytoplasmic polyhedrosis virus, properties 3536. 

determination, methodology 2434. 

determination, use-ethidium dimers 6082. 

Dictyostelium discoideum differentiation, degradation 943. 

dietary, mice, pyrimidines/purines metabolism DLS. 

differentiated muscles/embryos carcinoma, cell lines, mice, 
sequence complexity/frequency distribution 4185. 

dimeric subunits, conformation 851. 

dimeric subunits, solvents accessibility 852. 

disassembly intermediates, tobacco mosaic virus, biological 
properties 1527. 

distribution, Acetabularia mediterranea cytoplasm 2000. 

distribution, Carassius auratus optic tectum, following 
labelled uridine injection 305. 

DNA hybridization products, analysis, use-centrifugation, 
caesium sulphate gradients 4291. 

DNA hybrids, visualization-electron microscopy, use 
polynucleotide phosphorylase catalyzed poly (A) 
incorporation-RNA 835. 

DNA like, characterization, Zajdela hepatoma/liver, normal/ 
hepatoma-bearing rats 2479. 

DNA polymerase (RNA-dependent)-deficient/positive Rous 
sarcoma virus/avian reticuloendotheliosis virus, 
characterization 3543. 
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double-stranded, antibodies, measurement-systemic lupus | 
erythematosus hospitals personnel 2827. 

double-stranded, antibodies, occurrence, diabetes 5185. 

double-stranded, Aspergillus foetidus virus AfV-S, semi- 
conservative transcription 269. 

double-stranded, Aspergillus foetidus virus S, transcription 
2485. 

double-stranded, bluetongue virus genomes, structure 4165. 

double-stranded, content-normal/leukaemia (chronic 
lymphatic) lymphocytes RNA (heterogeneous nuclear) 230. | 

double-stranded, content-normal/leukaemia (chronic 
lymphatic) lymphocyte RNA (heterogeneous nuclear) 1459. 

double-stranded, dependent enzymes activity, interferon- 
associated, 3T6 cells mutants 577. 

double-stranded, effects on proteins phosphorylation, | 
interferon-treated/viruses-infected L929 cells, mice 2524. 

double-stranded, effects on proteins phosphorylation, human 
fibroblasts 6900. 

double-stranded, effects on mRNA degradation, interferon- 
treated embryo cells, chickens 4230. 

double-stranded, encephalomyocarditis virus, melting/ 
reassociation 2986. 

double-stranded, encephalomyocarditis virus, linear/circular 
forms 6778. 

double stranded, genomes segments, reovirus, human/cattle/ 
mice, electrophoretic mobility 5956. 

double stranded, hybridization-poly (A)-containing mRNA, 
polyribosomes, mice, complementary sequence 5978. 

double-stranded, induced cytolysis, interferon-treated cells, 
protection-hormones 5421. 

double-stranded, induction-interferon, in vivo, review 2295. 

double-stranded, inhibition-protein biosynthesis, reticulocyte 
lysate, endonuclease activation 932. 

double-stranded, inhibition-protein biosynthesis, mechanisms | 
2541. 

double-stranded, inhibition-protein biosynthesis, L cells, 
relationship-interferon induction 4231. 

double-stranded, inhibition-protein biosynthesis, reticulocyte 
lysate, salts concentration, effects on 4232. 

double-stranded, inhibition-protein biosynthesis, reticulocyte 
lysate, fructose-6-phosphate, effects on 4233. 

double-stranded, inhibition-protein biosynthesis, reticulocyte 
lysate, role-protein kinase/endonuclease effectors 4850. 

double-stranded, lettuce speckles mottle virus, sedimentation 
5967. 

double-stranded, mengovirus, replicative form infectivity, 
conversion-replicative intermediates 6895. 

double-stranded, Nicotiana tabacum leaves, characterization 
6812. 

double-stranded, Penicillium chrysogenum virus, 
degradation, serum enzymes 1539. 

double-stranded, phage 96, denaturation 240, 1467. 

double-stranded, phage F2, structure, c.d. 4161. 

double-stranded, poliovirus, strands specific attachment, 
avidin-biotin reaction 4152. 

double-stranded, reovirus, coding-polypeptides, identification 
1531. 

double-stranded, replication, killer plasmids, Saccharomyces 
cerevisiae , requirement-spermine/spermidine 283. 

double-stranded, replication, Penicillium stoloniferum virus S- 
associated RNA polymerase (RNA-dependent), mechanisms 
2793. 

double-stranded, role-Rhizoctonia solani viruses infection 
5367. 

double-stranded, Saccharomyces cerevisiae , electron 
microscopy mapping 250. 

double-stranded, Saccharomyces cerevisiae , molecular 
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weight determination 1487. 

double-stranded, Saccharomyces cerevisiae , homology- 
DNA 2468. 

double-stranded, Saccharomyces cerevisiae , relationship- 
virus-like particles 3515. 

double-stranded, sequences, characterization, MRNA 
precursors, use-DNA cloning 3559. 

double-stranded. specific endonuclease, nucleoli, embryos, 
chickens/Ehrlich ascites tumour cells, mice, localization/ 
ribosomes transcripts rocessing 5611. 

double-stranded, tobacco necrosis virus, isolation/ 
characterization 6796. 

early. adenovirus (human) 2, regulation 3019. 

effects on acetylcholinesterase differentiation, embryo cells, 
chickens, myogenesis 306. 

effects on phosphates deficiency, Spirodela 6056. 

effects on ribonuclease biosynthesis, Penicillium brevi- 
compactum 303. 

efflux, SV40-3T3 cells, inhibition-cordycepin 5281. 

eggplant mosaic virus, translation-wheat germ extracts/ 
reticulocyte lysate 3639. 

eggplant mosaic virus, translation-wheat germ cell-free 
system 4241. 

Ehrlich acites tumour, effects on homologous tumours 
transplantation/growth 3044. 


.electron microscopy, use-phosphotungstic acid 1542. 


electrophoresis gels elution, methodology, use-mRNA 
analysis, Zea mays endosperm 6767. 

encapsulation-tobacco mosaic virus/cowpea chlorotic mottle 
virus coat protein, characterization 2275. 

encephalomyocarditis virus, covalent bonding-proteins 7470. 

encephalomyocarditis virus, infectivity, amphotericin B 
methyl ester, effects on 3628. 

encephalomyocarditis virus, 3’-terminus nucleotide 
sequences 247. 

encephalomyocarditis virus, translation-reticulocyte lysate, 
kinetics analysis 5342. 

endogenous replication-defective oncornavirus, expression- 
7,12-dimethylbenz(a)anthracene-induced mammary gland 
adenocarcinoma, rats 4470. i 

enriched fractions, heart, chickens, adults, induction-cardiac- 
like action potentials blastoderm, embryos 301. 

envelopes glycoproteins, Rous-associated virus 2, mRNA 
activity 3637. 

Epstein-Barr virus, occurrence-Burkitt’s lymphoma, coding, 
DNA, analysis 3733. 

erythroleukaemia cells, mice, occurrence-ribonucleoproteins 
complex 1245. 

Escherichia coli , immobilized-liposomes, uptake-Daucus 
carota protoplasts 4846. 

Escherichia coli , reaction-polynucleotide 
nucleotidyltransferase 5643. 

Escherichia coli ribosomes, cross-linking-ribosomal proteins, 
radiation (u.v.) 6536. 

Escherichia coli rne mutant, structure analysis 1483. 

eukaryotes, purification/characterization, methodology 2441. 

expression diversity, gene , muscular dystrophy, mice 1524. 

extraction-liver, rabbits, methodology 4153. 

fate-meiosis, oocytes, pigs/rabbits 307. 

foot-and-mouth disease virus, mapping 1474. 

foot-and-mouth disease virus/encephalomyocarditis virus, 
poly (C) tracts, sequence/location 5375. 

fowl plague virus recombinants, mapping 3538. 

fractions, (hypersensitivy) delayed mediation, guinea-pigs, 
characterization 6455. 

fragments, phage MS2, ribonuclease T1 digestion/ketoxal 


modification 1469. 

fragments RNA polymerase (RNA-dependent cistrons, 
phage MS2, role-initiation complex formation 4844. 

Friend erythroleukemia cells, a-globin/B-globin mRNA 
precursors, characterization 3563. 

furanose rings, conformation flexibility 369. 

genomes, fowl plague virus, 5’-terminus/3’-terminus, 
nucieotide sequence analysis 6780. 

genomes, influenza A virus, gene mapping 6783. 

genomes, influenza A virus strains, structure, comparison 
5952. 

genomes, La Crosse virus, comparison-California 
encephalitis virus/Bunyamwera virus 6784. 

genomes, Mill Hill virus 2, size 6785. 

genomes, Moloney leukaemia virus, interaction tRNA Pro, 
DNA biosynthesis initiation 7116. 

genomes, reovirus, photoinactivation-psoralen, effects on 
associated enzymes activity 6907. 

genomes, rotavirus (simian)/rotavirus (human)/rotavirus 
(bovine), comparison, electrophoresis 5958. 

genomes, size, transformation defective mutant, Rous 
sarcoma virus 5959. 

genomes, spleen focus-forming virus, identification/mapping 
5962. 

genomes, turnip yellow mosaic virus/Andean potato latent 
virus, templates-reverse transcription, products 
characterization 7121. 

genomes, vesicular stomatitis virus, structural protein/ 
mRNA genes, mapping 6792. : 

genomes, vesicular stomatitis virus, 3’-terminus nucleotide 
sequence 6793. 

globin, sequence, occurrence-human leukaemia cells 2436. 

haemagglutinin coding, genetic relationship, influenza virus 
strains 2988. 

HeLa cells, cross-linking-ribosomal proteins, sodium 
periodate 1440. 

Heliothis armigera cytoplasmic polyhedrosis virus, 
characterization 3551. 

helix stability, n.m.r. 2447. 

helix stability, role-guanine + uracil base pairs 6773. 

herpes simplex virus 1, regulation-transcription 6819. 

herpes simplex virus 2, detection-human ganglia 5363. 

heterologous, sequential encapsidation-papaya mosaic virus 
proteins 4563. 

high molecular weight, characterization, melanoma B16, 
mice 2480. 

high molecular weight, metabolism, brain, female rats 1973. 

high molecular weight, poly (A)-containing, mammary gland, 
guinea-pigs, occurrence-milk proteins mRNA sequence 6763. 

high molecular weight, 3’-terminus labelling-phage T4 RNA 
ligase 3929. 

high molecular weight, vaccinia virus, translation-cell-free 
system 2006. 

high molecular weight fragments, yeasts, fluorescence 
labelling, methodology 5940. 

high molecular weight nuclear, coding-polyoma virus capsid 
protein in vitro 1530. 

hippocampus, rats, learning ability, effects on 6052. 

homology, turnip yellow mosaic virus/eggplant mosaic virus/ 
Andean potato latent virus 873. 

human leukaemia cells, occurrence-oncornavirus nucleotide 
sequence 2477, 

hybridization-DNA, genomes characterization, C-type virus, 
mice 4325. 

hybrids, purification, methodology 834. 

immobilization, use-agarose 3533. 

induction-histamine release, human leucocytes (basophilic), 
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rheumatoid arthritis/systemic lupus erythematosus 929. 

influenza A virus, comparison-epidemics strains 5377. 

influenza A virus recombinants, genomes, analysis 1938. 

influenza A virus strains, nucleotide sequence analysis 5953. 

influenza B virus, genes mapping 2455. 

influenza virus, capping/methylation, mechanisms 1963. 

influenza virus, free/ribonucleoproteins, secondary structure 
5951. 

influenza virus, polyadenylation/reverse transcription 4374. 

influenza virus, transcription in vitro, globin mRNA primers 
894. 

influenza virus, transcription products, accumulation-nuclei, 
MDCK cells, antibiotics, effects on 3580. 

influenza virus defective-interfering particles, nucleotide 
sequence mapping 6782. 

influenza virus genomes segments, size determination, 
methodology 4168. 

influenza virus von Magnus particles, origin 3513. 

inhibition-Rauscher leukaemia virus/avian myeloblastosis 
virus DNA polymerase (RNA-dependent)-associated 
ribonuclease H 1160. 

inhibition-Rauscher leukaemia virus DNA polymerase 
(RNA-dependent)-associated ribonuclease H 504. 

initiation-DNA biosynthesis, review 2902. 

initiation sites, adenovirus (human) 2, mapping, use-radiation 
(u.v.) 4319. 

initiator, occurrence-DNA, human lymphoblastoid cell lines 
5932. 

initiator, polyoma virus DNA replication, biosynthesis/ 
distribution 895. 

interaction-amines, putrescine diphosphates structure, X-ray 
crystallography, models 4923. 

interaction-dyes, review 2901. 

interaction-1,1'-ethylene-bis(1-nitrosourea) 5467. 

interaction-proteins, assays 4886. 

interaction-proteins, Escherichia coli ribosomes, analysis, 
use-cross-linking 1430. 

interaction-proteins, tomato bushy stunt birus, neutron 
scattering 1302. 

interaction-RNA polymerase/initiation factors, GMP methyl 
derivatives, cap analogues, effects on 1861. 

intracellular, mammary tumour virus, structure analysis 
5378. 

iodine-125-labelled, sequence analysis, methodology 2984. 

ions, effects on, review 12. 

isolation, BHK cells, chromatography (affinity), use- 
guanosine (6-thio)/uridine (4-thio) incorporation 4156. 

La Crosse virus/snowshoe hare virus, identification- 
nucleocapsid protein coding segments 5422. 

labelled, detection, methodology 5921. 

labelling, relationship-uridine catabolism, mice, hepatectomy 
2341. 

late, occurrence-polyoma virus infected cells 2975. 

late, SV40, heterogeneity/5’-terminus structure 3546. 

late, transcription patterns, SV40 2499. 

leader, vesicular stomatitis virus, nucleotide sequence 867, 

* 1943. 

leaders, production-endonuclease cleavage-Escherichia coli 
tryptenhan operon mRNA 5432. 

liver, cattle, effects on lymphocytes inhibition-bone marrow 
stem cells 5650. 

liver, cattle, effects on tyrosine aminotransferase/glucose-6- 


phosphate dehydrogenase activity, hepatoma/normal tissues, 


mice 5427. 
liver, rats, isolation methodology, comparison 234. 
low molecular weight, calf thymus, solutions behaviour 1957. 


low molecular weight, isolation, poly (A)-containing RNA, 
nuclei/cytoplasm, CHO cells 1464. 

low molecular weight, metabolism, sea urchins embryos 4808. 

low molecular weight, nuclei, erythrocytes/reticulocytes/bone 
marrow/liver cells, localization 224. 

low molecular weight, nuclei, liver, rats, role-transcription 
3002. 

low molecular weight, occurrence-Persea americana 
avocado sunblotch 5365. 

low molecular weight, occurrence-serum, rats, comparison- 
Zajdela hepatoma 3654. 

low molecular weight, plasmid NR1, characterization 246. 

low molecular weight, Spinacea oleracea chloroplasts, 
characterization 1962. 

lymphocytes, leukaemia, angiogenic activity in vitro 309. 

magnetic fields, effects on 4919. 

mammary tumour virus, detection-BALB/c cells 2435. 

mammary tumour virus, expression during mammary gland 
development, mice 4237. 

mammary tumour virus, expression-mammary gland cells, 
mice 2755. 

mammary tumour virus, translation, precursors polypeptides 
phosphorylation 2395. 

mapping, use-nuclease $1 170. 

measles virus-infected Vero cells, translation-wheat germ cell- 
free system 6905. 

mengovirus, infectivity, characterization 3629. 

mengovirus, isolation, methodology 3528. 

mengovirus, isolation/characterization 5379. 

mengovirus, 5’-terminus proteins lacking, translation-cell-free 
system 4238. 

mengovirus, translation-Acetabularia cytoplasm 1529. 

messenger-like, detection/characterization, bone marrow 
cells, pigeons 3558. 

metabolism, Carassius auratus retina, association-optic 
nerve regeneration 1520. 

metabolism, gibberellic acids, effects on, review 2888. 

metabolism, granuloma cells, rats, silicon oxide-treated 
macrophages supernatants, effects on 6316. 

metabolism, Helianthus tuberosus tubers following excision, 
2,4-dinitrophenol, effects on 6047. 

metabolism, Hordeum , following dark germination, 
gibberellic acid/indole acetic acid/ascorbic acid, effects on 
4824. 

metabolism, inner membranes, mitochondria, brain, rats, 
ethanol ingestion, effects on 6880. 

metabolism, mammary gland carcinoma, mice, androgens, 
effects on 4206. 

metabolism, nuclei, liver, rats, 2-acetylaminofluorene, effects 
on 454. 

metabolism, Vicia faba cotyledons, relationship-globulin 
biosynthesis 6894. 

microsomes, liver, rats, alkylation-vinyl bromide metabolites 
4768. 

minute virus of mice, electron microscopy 5954. 

modified nucleotides-containing, nucleotide sequence 
analysis, methodology 6771. 

molecular arrangement, tissues, staining 4792. 

molecular weight determination, use-mercury-agarose 
electrophoresis 3532. 

Moloney leukaemia virus, homology-human leukaemia cells 
DNA 7100. 

Moloney leukaemia virus, splicing, electron microscopy 858. 

Moloney leukaemia virus/HIX virus nonhomology region, 
heteroduplexes analysis 857. 

Moloney sarcoma virus strains, nucleotide sequence 
homology 856. 
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Moloney sarcoma virus transformed 3T3 cells, revertants, 
Joss-specific nucleotide sequence 3209. 

Mus musculus A-type particles, nucleotide sequence 
homology-endogenous oncornavirus, Mus cervicolor 5374. 

myeloma, mice, poly (A) sequences, characterization 885. 

myxovirus, review 1327. 

N-tropic/B-tropic/N-,B-tropic C-type virus, sequence 
determination 2990. 

Naegleria fowleri , content during growth 838. 

nepoviruses, molecular weight determination 872. 

Nicotiana , gametes fusion, effects on 620. 

Nicotiana tabacum , adenine (N*-benzyl) incorporation, 
inhibition-cytokinins analogues 4621. 

Nicotiana tabacum /Phaseolus vulgaris /Chlamydomonas 
reinhardtii , translation-wheat germ cell-free system, 
chloroplasts ferredoxibiosynthesis 942. 

nucelot£e sequence determination, methodoloa 1932. 

nuclear, homology-non-repetitive genomes, comparison- 
normal/regenerating liver, rats 3560. 

nuclear, poly (A)-containing, polyoma virus, topography 
4170. 

nuclear, release, Tetrahymena pyriformis , nuclear 
membranes lipids fluidity, effects on 6050. 

nuclear, Stronglyocentrotus purpuratus , sequence 
complexity 5394, 

nuclei, double-stranded, detection-Vero cells/A edes 
albopictus cells, immunofluorescence 229. 

nuclei, liver, rats, incorporation-ribonucleoproteins 586. 

nuclei, mice, liver/Guelstein ascites hepatoma 22A, 
comparison-cytoplasm 1056. 

nuclei, separation-electrophoresis 233, 1460. 

nucleotide sequence, methodology, RNA biosynthesis 
termination-nucleoside (3'-O-methyl)5’-triphosphate 978. 

nucleotide sequence analysis, methodology 5941. 

nucleotide sequence determination, methodology 1931, 4770. 

nucleotide sequence determination, use-primary + secondary 
labelling 5939. 

occurrence, nucleoproteins, human lymphocytes/frogs 
auricle, cell culture 589. 

occurrence-centrioles regions, PTK cells, role-spindles 
formation 3523. 

oncornavirus (avian) mutants, rolemRNA 4239. 

oncornavirus, reverse transcription, review 2878. 

oncornavirus, structure/replication, review 5708. 

pea enation mosaic virus strains, structure, transmission- 
Acyrthosiphon pisum , effects on 4176. 

phage MS2, coding, relationship-codons-anticodons 
interaction 4226. 

phage MS2, interaction-ribosomal subunit 30S, inhibition- 
ribosomal subunit 50S 4117. 

phage MS2, structure, Escherichia coli ribosomal protein S} 
binding, effects on 848. 

phage MS2, translation in vitro, role-initiation factor 3 4130. 

phage MS2, translation/infectivity, benzo(a)pyrene 
diolepoxide, effects on 4235. 

phage MS2/phage R17, specific fragmentation 6932. 

phage PP7, Pseudomonas aeruginosa ribosomes binding 
Hee nucleotide sequence/identification-coat protein cistrons 

ais 

phage Qf, binding-Escherichia coli ribosomes, tRNA 
(formylmethiony]), effects on 5907. 

phage Qf, binding-ribosomes, initiation complex formation, 
inhibition-oligonucleotides complementary-Escherichia coli 
rRNA 16S 3'-termius 4131. 

phage Qf, isolation methodology, nucleotide sequence 
analysis 2451. 


phage Qf, nucleotides analogues insertion, mutagenesis, sites 
specificity 5080. ‘ 

phage Qf, ribonuclease T1 oligonucleotides, nucleotide 
sequence/localization 2449. I 

phage Qf coat protein cistrons, nucleotide sequence analysis 
2450. 

phage Qf variants, stricture/templates activity, radiation 
(u.v.), effects on 4769. 

phages, replication, rifamycin, effects on 1506. 

phages; replication control 1507. 

phages, 3’-terminus, homology 6774. 

photoreactivation, radiation (u.v.)-treated Smittia eggs 850. 

Physarum polycephalum cytoplasm, poly (A) degradation 
944. 

physicochemical properties, data analysis-computer 
programs 7010. 

Phytomonas davidi kinetoplasts, isolation/characterization 
329. 

picornavirus genome, 3’terminus, nucleotide sequence 2457. 

Pisum seeds, polyadenylation during germination 3627. 

poliovirus, associated proteins, electron microscopy 2875. 

poliovirus, cleavage-Escherichia coli ribonuclease II 4859. 

poliovirus, nucleotide sequence complexity 6786. 

poliovirus, transfection, enhancement-histones/protamines, 
mechanisms 2526. 

poliovirus, translation, characterization-initiation products, 
cell-free system, HeLa cells 4132. 

poliovirus, translation-reticulocyte lysate, rabbits 2005. 

poliovirus defective-interfering particles, deletion, mapping 
4169. 

poliovirus 1, binding-VPg protein 1797. 

poliovirus 1, ribonuclease III digestion, 5'-terminus- 
containing fragments, identification 1475. 

poliovirus 1, translation initiation sites 822. 

poly (A)-containing, analysis, Physarum polycephalum 5366. 

poly (A) containing, Avena sativa coleoptile, occurrence-5'- 
terminus caps 4801. 

poly (A)-containing, Bacillus brevis , isolation/ 
characterization 842. 

poly (A)-containing, biosynthesis/utilization, CHO cells, 
cycloleucine, effects on 294. 

poly (A) containing, Botryodiplodia theobromae , changes 
during germination 4847. 

poly (A)-containing, brain, rats, electrical stimulation- 
induced convulsions, effects on 6051. 

poly (A)-containing, brain regions, rats, nucleotide sequence 
complexity 2474. 

ine containing, changes during regeneration, liver, rats 

8. 

poly (A)-containing, characterization, brain, rats 253. 

poly (A)-containing, chromatography (affinity) 232. 

poly (A)-containing, complexity, regenerating liver, rats 6039. 

poly (A)-containing, distribution/localization, styela , during 
development 3517. 

poly (A)-containing, distribution-Oncopeltus fasciatus 
embryo cells, analysis 3518. 

Lo pps cm diversity, embryo myoblasts, chickens 
1495, 

poly (A) containing, Euglena gracilis , complexity during « 
chloroplasts development 5391. 

“taney containing, Euglena gracilis , transcription origin 

poly (A) containing, fractionation, methodology 4763. 

poly (A)-containing, Glycine max suspension culture cells, 
sequence complexity 5988. 

Let iy eat herpes simplex virus 2, characterization 
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ee pee as liver, rats, fractionation/characterization 
154, 

poly (A)-containing, metabolism during oogenesis, Xenopus 
laevis 6325. 

poly (A) containing, neuroblastoma cells, sequence 
complexity/frequency distribution 4800. 

poly (A)-containing, occurrence Bombyx mori diapause 
embryos 6762. 

poly (A)-containing, occurrence during sporulation, Bacillus 
polymyxa 4757. 

poly (A)-containing, polyribosomes associated, stability, 
Glycine max suspension culture 4186. 

poly (A)-containing, reovirus, bound proteins, identification 
7475. 

poly (A)-containing, Rhizopus stolonifer sporangiospores, 
occurrence 5927. 

poly (A)-containing, stability, myogenic cell lines 931. 

poly (A)-containing, vaccinia virus, heteroduplex structure 
4780. 

poly (A)-containing, Zea mays embryos, caps isolation/ 
identification 6813. 

poly (A)-containing/lacking, brain, rats, complexity 5981. 

poly (A) containing sequence, nuclei/polyribosomes, embryo 
cells. mice, frequency, comparison 4759. 

poly(A)-containing, content-nuclei/cytoplasm, normal/ 
leukaemia human/lymphocytes 2437. 

poly(A)-containing, processing, yeasts temperature-sensitive 
mutant 1991. 

poly(A)-containing, Vicia faba , fractionation 2979. 

polymerization/nucleoside triphosphates incorporation, liver, 
rats, radiation (X), effects on 1516. 

polyoma virus, nucleotide sequence, tandem repeats 860. 

potato leafroll virus, isolation/characterization 5924. 

potato spindle tuber viroid, characterization 4143. 

potato spindle tuber viroid, characterization/biological 
properties 6795. 

potato spindle tuber viroid, interaction-ethidium bromide/c.d. 
4802. 


potato spindle tuber viroid, structure 2993. 


precursors uptake, liver, mice, halothane inhalation, effects 
on 3032. 

processing, role-immunoglobulins heavy chains expression 
6054. 

Pyricularia oryzae virus-like particles, isolation/ 
characterization 4174. 

R-loops, DNA, formation/stabilization, methodology 6132. 

rabies virus, transcription mapping 861. 

radiation (u.v.)-induced cross-linking-proteins, Smittia eggs 
7479. 

radiation (u.v.)-treated HeLa cells/Drosophila cells, binding- 
psoralen derivatives 6969. 

raspberry ringspot virus/strawberry latent ringspot virus/ 
tobacco ringspot virus/tomato black ring virus/tomato 
‘ringspot virus, poly (A) cotent 5968. 

rats, role-learning/memory 308. 

Rauscher leukaemia virus genomes, intracellular distribution, 
determination 2974. 

reaction-ascorbic acid-related reductones 975. 

release, liver nuclei, rats, AMP (cyclic)/GMP (cyclic), effects 
on 2001. 

release-nuclei, brain, mice, role-nuclear-cytosol interaction 
4254. 

reovirus, structure/RNA polymerase templates activity, 
photochemical cross-linking 2980. 

replication, enterovirus (bovine)-infected BHK cells 5403. 


~ replication, mechanisms, role-phage QB RNA polymerase 


(RNA-dependent) 5401. 

replication, Nicotiana tabacum , molybdenum/sulphur, 
effects on 3040. 

replication, vesicular stomatitis virus defective-interfering 
particles, nucleocapsids 3584. 

replicative form, encephalomyocarditis virus, translation-cell- 
free system 4092. 

reverse transcription products, preparation 4225. 

ribonuclease U2 fragments, stimulation-crown gall induction/ 
inhibition-development 4862. 

ribose metabolism, Bdellovibrio bacteriovorus , during 
growth on iEscherichia coli 3021. 

mRNA, cleavage-ribonuclease II] 4253. 

RNA (small nuclear), association-RNA (heterogeneous 
nuclear), ribonucleoproteins complex, liver, rats 2833. 

RNA 4, brome mosaic virus, ribosomes binding efficiency 
5429. 

role-chromatin fragmentation-endonu£ease 2254. 

role-DNA linkage-chromosomes, Escherichia coli F factors 
4442. 

role-papaya mosaic virus assembly initiation 1300. 

role-plasmacytoma-associated immunosuppression 1239. 

rotavirus (bovine), transcription/translation-rabbits 
reticulocyte lysate 6822. 

Rous sarcoma virus, analysis-A spergillus oryzae nuclease | 
S1/ribonuclease T1!/Escherichia coli ribonuclease III 
ribonuclease IV 2459. 

Rous sarcoma virus, characterization, Microtus agrestis 
transformed/revertant cells 3542. 

Rous sarcoma virus, isolation-infected cells, methodology 
5933. 

Rous sarcoma virus, isonicotinic acid hydrazide-copper 
complex, effects on 5640. 

Rous sarcoma virus, nucleotide sequence, comparison- 
endogenous/exogenous 2458. 

Rous sarcoma.virus, ribosomes binding sites, coding-gag 
gene products N-terminus 3544. 

Rous sarcoma virus genomes, transformation temperature- 
sensitive mutant, characterization 3746. 

San Miguel sealion virus, fractionation, absence-5’-terminus 
caps 5934. 

satellite RNA, cucumber mosaic virus, characterization 5966. 

satellite tobacco necrosis virus, capping, mRNA properties, 
effects on 4853. 

satellite tobacco necrosis virus, 5’-terminus nucleotide 
sequence 4784. 

secondary structure, effects on Escherichia coli RNA 
polymerase transcription termination 5147. 

secondary structure, predictions 5943. 

segments, Rous sarcoma virus, isolation/characterization 
5380. 

self-complementary, stability, herpes simplex virus-infected 
cells 1937. 

Semliki forest virus defective-interfering particles, 
characterization, cloned Aedes albopictus cells 4171. 

separation, chromatography (affinity), gels preparation 2439. 

separation, methodology 4878. 

separation-chromatography (column), use-spermine 6766. 

sequence, adenovirus (human) 5, detection-transformed 
embryo cells, human kidney 4867. 

sequence, comparison-Rous sarcoma virus transformation 
defective mutant induced tumours avian sarcoma virus/Rous 
sarcoma virus 3107. 

sequence, Rous sarcoma virus-specific, recovery-Rous 
sarcoma Virus deletion mutant induced tumours 4142. 

sequence complexity, neuroblastoma clones, uridine (5- 
bromo-2’-deoxy), effects on 2920. 
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RNA,(continued) ; 
sequence complexity/frequency, liver, chickens, oestrogen, 
effects on 4202. 


sequence-specific inactivation, use-cross-linking agents 7016. 


sequences, homology-proteins, relationship-evolution, 
computer programs 923. 

simian sarcoma-leukaemia virus-specific, detection-infected 
cells, use-hybridization 4756. 

Sindbis virus, localization-cytidine (S-methyl) residues, in 
vitro 1477. 

Sindbis virus defective-interfering particles, oligonucleotides 
mapping 3545. 

single-stranded, immunoglobulin G autoantibodies 
formation, mice, methodology 2223. 

single-stranded, secondary structure predictions, computer 
programs 854. 

size analysis, cell cultures, mice 2478. 

small nuclear RNA, Amoeba proteus chromosomes- 
associated, identification 1486. 

small nuclear RNA, electrophoresis patterns, mammalian 
species comparison 4797. 

sodium salts, effects on hosts resistance-bacteria 4845. 

sonchus yellow net virus-infected Nicotiana ribosomes/ 
sonchus yellow net virus genomes, sequence 
complementarity 6787. 

specific sequence, comparison-avian myelocytomatosis virus 
MC29/Mill Hill 2 virus 4777. 

specificity, papaya mosaic virus assembly 1301. 

spleen, phage T2-infected rats, induction-antibodies, 
lymphosarcoma 6899. 

splicing, adenovirus (human) 2 mRNA formation 1935. 

splicing, relationship-SV40 genes expression, 
teratocarcinoma stem cells, mice 6824. 

Spring viremia of carp virus, 5’-terminus sequence analysis 
5963. 

Streptococcus lactis , incorporation-carbon-14-containing 
bicarbonate 1967. 

Strongylocentrotus purpuratus , repetitive sequence 
transcripts 1490. 

structure, alfalfa mosaic virus, coat protein subunits, effects 
on 870. 

structure, influenza virus, review 2300. 

structure, interferon, effects on, review 2297. 

structure analysis, use-chromatography (high-pressure 
liquid), review 7014. 

SV 40, spliced late, mapping 863. 

synthesis, protecting groups removal, role-neighbouring 
groups 4661. 

terbium complex, fluorescence 1930. 

3’-terminus labelling, use nucleotide sequence determination 
853. 

5'-terminus triphosphate groups, modification 2445. 

Tetrahymena , accumulation during cell cycle 6859. 

Tetrahymena pyriformis , temperature/actinomycin D, 
effects on 238. 

thiol-containing, separation, use-mercurated cellulose 4762. 

thymocytes, occurrence-immunoglobulins heavy chains 
mRNA 3'-terminus homologous sequence 4760. 

thymus, xenogeneic, induction-autoantibodies, mice 2828. 

thyroid, tritiated uridine incorporation, potassium iodide, 
effects on 1850. 

Tilligerry virus, characterization 865. 

tobacco etch virus, occurrence-poly (A) 3552. 

tobacco mosaic virus, coat protein assembly, kinetics 7476. 

tobacco mosaic virus, coat protein cistrons, location/ 
encapsidation 4785. 

tobacco mosaic virus, cytokinins activity 3367. 


tobacco mosaic virus, encapsidation intermediates, infectivity 
5423. : 

tobacco mosaic virus, high molecular weight polypeptides 
termination codons, identification 2462. 

tobacco mosaic virus, incorporation during reassembly 3553. 

tobacco mosaic virus, interaction-proteins, fluorescence/spin 
labelling 3990. 

tobacco mosaic virus, 3’-terminus nucleotide sequence 4177. 

tobacco mosaic virus, translation-Acetabularia cytoplasm 
2945. 

tobacco mosaic virus, translation fidelity, spermidine, effects 
on 5431. 

tobacco mosaic virus, translation in vitro, caps requirement 
4242. 

tobacco mosaic virus/bromovirus, infection-Nicotiana 
tabacum protoplasts, methodology 2527. 

tobacco ringspot virus, occurrence-associated proteins 6535. 

tomato bushy stunt virus, structure, X-ray crystallography 
2463. 

Torula , interaction-alkylating agents, n.m.r. 2981. 

Torula /calf thymus, characterization 1952. 

transcription, adenovirus (human) 2, review 4012. 

transcription, circadian rhythms, review 14. 

transcription, Notophthalmus viridescens lampbrush 
chromosomes 3573. 

transcription, Strongylocentrotus purpuratus /Lytechinus 
pictus histones, RNA polymerase II 1727. 

transcripts, chromosome X, human-mice hybrids, 
hybridization properties 3561. 

transducing phage g80, mapping 4312. 

transfer, liver nuclei, rats, radiation (X), effects on 5426. 

transfer-tumours immunity, mice 5179. 

translation, Abelson leukaemia virus, Xenopus laevis oocytes 
2003. 

translation, alfalfa mosaic virus, infected Nicotiana tabacum 
2532. 

translation control, purification, embryos muscles, chickens, 
inhibition-myosin/globin-mRNA translation 2442. 

translation in vitro, comparison-tick-borne encephalitis virus/ 
encephalomyocarditis virus 3046. 

transport, Carassius auratus retina, cordycepin, effects on 
1993. 

transport, liver nuclei, rats, activation energy 1528. 

transport, nuclei, liver, rats, in vitro, rolee ATP 3632. 

transport, rats hepatocytes nuclei, in vitro, ribonuclease 
inhibitors, effects on 2529. 

transport, rats hepatocytes nuclei, in vitro, superoxide 
dismutase, effects on 3634. 

transport, relationship-energy utilization 927. 

transport, Xenopus laevis embryos, during development 
5416. 

turnip rosette virus, c.d. 874. 

turnip yellow mosaic virus, complementary DNA, 
characterization 1601. 

turnip yellow mosaic virus, translation studies 6913. 

turnover, liver, rats, vitamin A deficiency, effects on 289. 

ultrasonics 4921. 

use-primers, polynucleotide phosphorylase nucleoside 
diphosphates polymerization, role-radiation (u.v.) treated 
phage T2 DNA 4227. 

vaccinia virus-infected cells, translation in vitro 6909. 

Venezuelan equine encephalomyelitis virus, fingerprinting 
analysis 5381. 

vesicular exanthema virus, associated proteins, 
characterization 1799. 

vesicular exanthema virus, structure/replication 2461. 

vesicular stomatitis virus, cleavage-ribonuclease III 4253. 
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vesicular stomatitis virus, defective-interfering particles + 
RNA polymerase products, nucleotide sequence 868. 
vesicular stomatitis virus, poly(A) sequences 1945. 
vesicular stomatitis virus, 5’-terminus nucleotide sequence 
6794. 
vesicular stomatitis virus defective-interfering particles, 
nucleotide sequence 1478. 
viroids-like, isolation-avocado sunblotch, Persea americana 
5364. 
virus-specific, Rous sarcoma virus transformed mammalian 
cells, nucleotide sequence 2991. 
viruses, detection-hybridization 2973. 
viruses, photoinactivation-chlorpromazine 4283. 
viruses/mitochondria, yeasts, translation-Escherichia coli 
cell-free system, calcium, effects on 4855. 
viruses-specific sequence, cross-linking, antiviral activity 
7042. 
visna virus, nucleotide sequence 869. 
Wallal virus x Mudjinbarry virus recombination, 
characterization 1946. 
West Nile virus, translation in vitro, products identification 
6910. 
Western equine encephalitis virus, photoinactivation-psoralen 
derivatives 345. 
woolly monkey virus/gibbon ape leukaemia virus, mapping, 
location-non homologous sequence 3549. 
yeasts, effects on Salmonella typhi virulence/antigenicity 
6897. 
yeasts, interaction-gold, kinetics 2446. 
yeasts, interaction-ozone 239. 
yeasts, uridine-5’-phosphoric acid, spectroscopy (Raman) 
6594. 
yeasts mitochondria, mapping, cytochrome c oxidase 
subunits defective mutant 4353. 
binding-ribosomal subunit 30S, medium, effectson 1919. 
RNA 3, 
occurrence-tomato black ring virus 4144. 
tomato black ring virus, messenger properties 4854. 
RNA 4, 
alfalfa mosaic virus, 3’-terminus fragments, base pairs 
structure, coat protein, effects on 4782. 
3’-terminus, alfalfa mosaic virus, binding-coat protein 1479. 
RNA 4-128, 
Dictyostelium discoideum , electrophoresis 236. 
RNA 4S, 
biosynthesis, regulation, Calliphora erythrocephala salivary 
gland 1994. 
genes, Chlamydomonas reinhardtii , localization-chloroplasts 
genomes 2648. 
genes, Xenopus laevis mitochondria DNA, mapping, 
electron microscopy 401. 
transport, axons, optic nerve, rats 5772. 
‘transport, sciatic nerve, rats 4848. 
RNA 5, 
cucumber mosaic virus, effects on plant diseases expression 
6896. 
cucumber mosaic virus-associated, nucleotide sequence 1480. 


RNA 5S, 


biosynthesis, nuclei, ATP arabinoside/dATP, effects on 6881. 


biosynthesis, regulation, Calliphora erythrocephala salivary 
gland 1994. 

biosynthesis, sea, development during urchins embryos 6869. 

complex-ribosomal proteins, Halobacterium cutirubrum 


ribosomal subunit 50S, purification/characterization 1904. 


eukaryotes, secondary structure, spectroscopy (Raman) 
1488. 


genes, location-lampbrush polytene chromosomes, 
Drosophila 5670. 

genes, replication, HeLa cells, S phase 423. 

genes, Tetrahymena pyriformis , organization 396. 

precursors, synthesis in vitro, liver nuclei, rats/HeLa cells, 
characterization 5985. 

prokaryotes, structure, spectroscopy (Raman) 876. 

ee complex, isolation/characterization, Xenopus laevis 

42. 

Saccharomyces cerevisiae , ribosomal proteins binding sites, 
characterization 6798. 

secondary structure, evolution 241, 2983. 

RNA 88, 

oncornavirus-associated, expression- i 

RNAS, Pp mammalian cells 6821. 

Mein Escherichia coli temperature-sensitive mutant 

RNA 10S, 

Escherichia coli , characterization 6797. 

RNA 14S, 

Spinacia chloroplasts, isolation/characterization 3567. 

RNA 16S, 

cross-linking-ribosomal proteins, Escherichia coli ribosomal 
subunit 30S 1429. 

Escherichia coli , complex-ribosomal protein S4, X-ray 
scattering 805. 

Escherichia coli , conformation changes during ribosomal 
subunits 30S assembly 6730. 

SV40, 5'-terminus, nucleotide sequence 1942. 

3'-terminus, role-initiation factor 3 binding-Escherichia coli 
ribosomal subunit 30S 824. 

RNA 18S, 

genes, Saccharomyces cerevisiae , nucleotide sequence 2654. 

neurons, pigs, base composition 1958. 

ratio-RNA 28S, mice, age, effects on 1996. 

RNA 23S, 

binding-Escherichia coli ribosomal protein L10 5346. 

ribosomal protein L7/L12 + ribosomal protein L10 complex 
binding, ribosomal protein L11, effects on 5889. 

RNA 26S, 

Sindbis virus, isolation, use-complementary DNA-cellulose 
chromatography 5370. 

Sindbis virus, ribosomes-protected fragments, 
characterization 5961. 

RNA 27S, 

nucei, MOPC 21 cells, mice, immunoglobulins variable 
region/constant region, spliced nucleotide sequence 1960. 

RNA 288, 

avian leucosis virus MC29, characterization 4163. 

neurons, pigs, base composition 1958. 

ratio-RNA 18S, mice, age, effects on 1996. 

RNA 30S, 

avian erythroblastosis virus, transforming components- 
specific sequence 6775. 

defective, oncornavirus-like, infectivity-mice/rats cells, C- 
type virus packaging, effects on 3630. 

viruses-like, occurrence-cells, mice 3520. 

RNA 35S, 

avian myeloblastosis virus, binding-tRNA Trp, liver, cattle, 
role-DNA polymerase (RNA-dependent) 7381. 

Rous sarcoma virus, termini polydeoxyribonucleotides, 
synthesis 4058. 

RNA 37S, 

foot-and-mouth disease virus, 3’-terminus poly (A) segments 
length, relationship-infectivity 6779. 
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RNA 40S, 

dengue virus 2, methylation status 5949. 

RNA 42S, 

Sindbis virus, ribosomes-protected fragments, 
characterization 5961. 

RNA 70S, 


+ DNA polymerase (RNA-dependent), containing particles, 


characterization, melanoma, mice 840. 

toyocamycin, Friend leukaemia virus, effects on, mice 4207. 

RNA 758, 

Chiromonus tentans Balbiani rings, analysis, determination- 
transcription unit size 2087. 

RNA (heterogeneous nuclear), 

biosynthesis/accumulation, Xenopus laevis |ampbrush 
oocytes 4812. 

complex-proteins, SV40 infected cells, characterization 3989. 

cross-linking-globin mRNA, erythroblasts nuclei, ducks, use- 
aminomethyltrioxalen 5396. 


depleted, polyribosomes, Xenopus laevis -liver, isolation 6723. 


double-stranded regions, structure, HeLa cells, probes, use- 
psoralen derivatives cross-linking 3565. 
erythroid cells, chickens, sequence complexity 3557. 
Friend cells, localization-poly (A)-containing mRNA 1959. 
genomes expression/sequence complexity, Petroselinum 
sativum 4841. 
HeLa cells, detection-double-stranded regions, use-psoralen 
derivatives photochemical cross-linking 4796. 
HeLa cells, poly (A) sequence, properties 3633. 
hepatoma cells, uridine (S5-bromodeoxy), effects on 4798. 
late, adenovirus (human) 2, structure 5946. $ 
normal/leukaemia (chronic lymphatic) lymphocytes, double- 
stranded RNA content 230. 
normal/leukaemia (chronic lymphatic) lymphocyte, double- 
stranded RNA content 1459. 
poly (A)-containing, complexity, embryos, mice 5397. 
poly (A)-containing, Hel_a cells, mRNA sequence content 
3564. 
poly (A)-containing, homology-mRNA, brain, mice 1493. 
poly (A)-containing/lacking fractions, homology, bone 
marrow cells, pigeons 2470. 
ribonucleoproteins particles, HeLa cells, organization 587. 
sea urchins, 5'-terminus capping during embryos 
development 4809. 
size, Rana pipiens embryos during development 5395. 
RNA (2'-O-Methyladenosine-N°-)- methyltransferase, 
HeLa cells, mRNA 5’-terminal capping specificity 296. 
RNA-binding protein, 
Artemia salina , characierization 7462. 
cytoplasm, eukaryotes, characterization 6530. 
detection, methodology 2774. 
Rana temporaria oocytes, incorporation-informosomes 
5236. 
Rana temporaria oocytes, isolation 644. 
Rana temporaria oocytes, role-informosomes formation 
33855 
reticulocytes, rabbits, characterization, comparison- 
ribonucleoprotein (messenger) 3986. 
reticulocytes, rabbits, isolation/characterization 3985. 
Triticum vulgare embryos, identification, role-translation 
sae: 
RNA biosynthesis, 
see also Transcription 
Acer platanoides , \ow temperature stratification, effects on 
6891. 
Acetabularia , inhibition-tobacco mosaic virus 4199. 
Acricotopus lucidus salivary gland, ecdysone, effects on 
4201. 


Acrididae testis, autoradiography 3141. 

adenovirus (human) 12, during infection, KB cells, gene 
mapping 5944. 

adenovirus (human) 2, regulation 3578. 

adenovirus (human) 5 temperature-sensitive mutant, 
regulation-DNA-binding protein 3607. 

Allium cepa , inhibition, effects on chromosomes structure/ 
activity 1285. 

alphavirus, review 2889. 

ascites cells, purine (9-B-ribofurancsyl), effects on 280. 

Aspergillus niger , during conidia development 4215. 

association-pyrophosphate condensation activity 4827. 

avian myeloblastosis virus, transformed cells, actinomycin D/ 
daunomycin, effects on 2107. 

avian myeloblastosis virus virions, relationship-reverse 
transcription 3569. 

avian sarcoma virus-specific, infected embryo fibroblasts, 
chickens, AMP (dibutyryl cyclic), effects on 900. 

Bacillus rossius endonuclear bodies 421. 

Bacillus subtilis , relationship-sporulation, autoradiography 
1965. 

Bacillus subtilis ,role-RNA polymerase peptide 21K 521. 

Bacillus subtilis temperature-sensitive mutant 3609. 

Bacillus subtilis thiostrepton resistant mutant 3014. 

bladder tumours, human, uracil (5-fluoro)/mitomycin C/ 
cyclophosphamide, effects on 1110. 

Blepharisma intermedium , metepa, effects on 6019. 

Bombyx mori eggs, diapause, effects on 4822. 

Bombyx mori eggs, during embryos development 6871. 

Bombyx mori larvae, midgut, ecdysterone, effects on 3586. 

Bombyx mori midgut, during metamorphosis 3621. 

Bombyx mori silk gland, juvenile hormone analogues, effects 
on 2105. 

Bombyx mori silk gland, mathematical models 6031. 

bone marrow erythroblasts, DiGuglielmo disease/idiopathic 
ineffective erythropoiesis, man 6041. 

bones, cell culture, rats, vitamin A action dependence 911. 

brain, rats, electrical stimulation, shock, effects on 4834. 

brain, rats, perinatal methadone, effects on 3835. 

brain nuclei, mice, cytosol, effects on 288. 

brain regions, rats, luteinizing hormone-releasing hormone/ 
oestrogen, effects on 3590. 

capacity, chromatin/nuclei, liver, rets, ammonium sulphate, 
effects on 1997. 

Carassius auratus retina, cordycepin, effects on 1993. 

cartilage, embryos, chickens, AMP (N*&-monobutyryl-cyclic), 
effects on 6033. 

cattle spermatozoa 3003. 

cell culture, muscles, chickens, ouabain, effects on 5415. 

cell culture/mengovirus, N-methyl-N-nitrosourea, effects on 
3594. 

cell-free system, phage T4, construction/properties 3568. 

Centaurea cyanus 890. 

Chaetopterus /Acetabularia , a-methylornithine, effects on 
5570. 

changes during senescence, fibroblasts, mice 6042. 

characterization, Zea mays nuclei 3577. 

Chironomus thummi salivary gland, during metamorphosis 
5414. 

Chlamydomonas reinhardtii chloroplasts 5993. 

CHO cells, hyperthermia, effects on 7209. 

chromatin, brain, rats, environment response 292. 

chromatin, Triticum , temperature, effects on 6893. 

comparison-nuclei/cytoplasm, vaccinia virus infected HeLa 
cells 4818. 

complementary, snowshoe hare virus wild type/temperature- 
sensitive mutant 6823. 
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control, Salmonella typhimurium hisU mutant during 
nutritional shifts 6856. 

Corynebacterium diphtheriae , regulation-diphtheria toxin 
biosynthesis 260. 

cowpea mosaic virus, inhibition-actinomycin D 3595. 

Crynodes peregrinus ovarioles 6816. 

cytoplasmic, Ehrlich ascites tumour cells, anaerobic 
conditions, effects on 4840. 

Darier’s disease cells, autoradiography 6882. 

dependence-DNA content, Bacillus subtilis spores 4213. 

Dictyostelium discoideum , formycin/formycin B/ 
toyocamycin, effects on 278. 

Dictyostelium discoideum spores, during germination 3616. 

double-stranded, virus-like particles, Saccharomyces 
cerevisiae , regulation 4821. 

Drosophila melanogaster , a-amanitin/juvenile hormone, 
effects on 901. 

Drosophila melanogaster nuclei in vitro 4811. 

Drosophila melanogaster wing discs 3572. 

Drosophila virus X virions-associated RNA polymerase, in 
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RNA polymerase I, 

Acanthamoeba castellanii , purification/subunits structure 
a255 

activity, kidney, mice, testosterone/medroxyprogesterone 
acetate, effects on 1184. 

activity, liver, rats, fasting/tryptophan force-feeding, effects 
on 5626. 

activity, liver cells, rats, rRNA biosynthesis 3001. 

activity, nucleoli, Ehrlich ascites tumour cells, protein 
biosynthesis inhibition, effects on 5625. 

activity, Pisum sativum , light, effects on 7346. 

activity, RNA biosynthesis, prostate, rats, androgens/ 
cycloheximide, effects on 4489. 

activity during regeneration, liver, rats 4496. 

Antheraea pernyi , wings, epidermis, purification/ 
characterization 2198. 

brain, rats, proteins dietary restriction, effects on 2200. 

chromatin-bound, conservation during mitosis, role- 
chromosomes structure 3898. 

Ehrlich ascites tumour cells, inhibition-zinc 6415. 

embryos, chickens, purification 1724. 

Friend virus-infected spleen, mice, inhibition thiolated poly 
(C) 2197. 

inhibition-Ehrlieh ascites tumour cells protein factors 1183. 

KB cells, heat, effects on 6414. 

Lemna gibba nuclei, activity during continuous light 7344. 

Rauscher leukaemia virus-infected spleen, mice, properties 
6416. 

Rauscher leukaemia virus-infected spleen, mice, 
methotrexate, effects on 7345. 

skeletal muscle nuclei, stimulation-denervation 2199. 

Spodoptera eridania , purification/characterization 2781. 

transcription specificity, Saccharomyces cerevisiae 
chromatin/nuclei 3255. 

yeasts, properties, role-subunits 7347. 

yeasts, transcription rate 3571. 

RNA polymerase II, 

Acanthamoeba castellanii , catalytic properties, subunits 
topography, encystment, effects on 2201. 

Acanthamoeba castellanii , preparation/subunits 
composition 5628. 

activity, inhibition-adriamycin, leukaemia cells, chickens 
5627. 

activity, intestine, rats, 1a-hydroxyvitamin D3, effects on 
1185. 

activity, kidney, mice, testosterone/medroxyprogesterone 
acetate, effects on 1184. 

activity, liver, rats, fasting/tryptophan force-feeding, effects 
on 5626. 

activity, liver, rats, protein biosynthesis inhibition, effects on 
3899. 

activity, Pisum sativum , light, effects on 7346. 

activity, RNA biosynthesis, prostate, rats, androgens/ 
cycloheximide, effects on 4489. 

activity during regeneration, liver, rats 4496. 
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Agaricus bisporus , purification/characterization 4491. 

Antheraea pernyi , wings, epidermis, purification/ 
characterization 2198. 

Artemia salina , stimulators, characterization 7355. 

brain, rats, proteins dietary restriction, effects on 2200. 

calf thymus, transcription-polyoma virus DNA 1186. 

calf thymus/wheat germ, interaction-SV40 double-stranded 
DNA, comparison 7353. 

CHO cells, polypeptides biosynthesis, regulation 6417. 

chromatin-bound, conservation during mitosis, role- 
chromosomes structure 3898. 

deficient Saccharomyces cerevisiae strains, isolation/ 
characterization 7351. 

Drosophila melanogaster , properties 7349. 

embryos, chickens, purification 1724. 

Friend virus-infected spleen, mice, inhibition-thiolated poly 
(C) 2197. 

heart nuclei, stimulation pressure (hydrostatic) 526. 

inhibition-Ehrlich ascites tumour cells protein factors 1183. 

initiation sites, Drosophila melanogaster DNA, quantitation 
7350. 

Lemna gibba nuclei, activity during continuous light 7344. 

liver, rats, purification 1726. 

low molecular weight RNA biosynthesis, a-amanitin- 
resistant Chinese hamsters cells 3256. 

Manduca sexta \arvae, fat bodies, isolation/characterization 
2791. 

multiple forms, Petroselinum , purification/characterization 
4490. 

nuclei, embryos, Xenopus laevis , stimulation-poly d(A-T) 
7354. 

nuclei, larvae, Artemia salina , aurintricarboxylic acid, effects 
on 7348. 

nuclei, liver, chickens, isolation-deoxyribonuclease I digestion- 
chromatin 7357. 

Physarum polycephalum , purification, association-actin 
4488. 

Rauscher leukaemia virus-infected spleen, mice, properties 
6416. 

Rauscher leukaemia virus-infected spleen, mice, 
methotrexate, effects on 7345. 

role-SV40 DNA transcription, Xenopus oocytes 6279. 

Saccharomyces cerevisiae , transcription-DNA-histones 
complex 1728. 

skeletal muscle nuclei, stimulation-denervation 2199. 

Spodoptera eridania , purification/characterization 2781. 

stimulation factors antibodies, inhibition-Ehrlich ascites 
tumour cells RNA biosynthesis 6883. 

stimulatory factors, Ehrlich ascites cells, purification/ 
characterization 1725. 

thymus, sheep, stimulation factors purification/ 
characterization 5629. 

transcription-histones RNA, Strongylocentrotus purpuratus / 
Lytechinus pictus 1727. 

Triticum , interaction-plasmids templates 3257, 

vaccinia virus, role-late transcription 7356. 

wheat germ, interaction-adenovirus (human) 2 DNA 7352. 

RNA polymerase III, 

Se abe castellanii , cysts/trophozoites, comparison 
6418. 

Acanthamoeba castellanii , purification/characterization 
1729. 

activity, Acanthamoeba castellanii 1187. 

Sah liver, rats, protein biosynthesis inhibition, effects on 

899. 
embryos, chickens, purification 1724. 
infected HeLa cells, transcription-adenovirus (human) 2 


DNA, in vitro 3900. : 

Rauscher leukaemia virus-infected spleen, mice, properties 
6416. 

Spodoptera eridania , purification/characterization 2781. 

transcription-adenovirus (human) 2/Xenopus oocytes DNA, 
fidelity, human/mice/amphibians, cells 7358. 

transcription specificity, Saccharomyces cerevisiae 
chromatin/nuclei 3255. 

Xenopus laevis , transcription-Xenopus rRNA 5S genes 
3901. 

RNA replicase, see RNA polymerase (RNA-dependent), 

mRNA, 

a-globin/f-globin precursors, Friend erythroleukemia cells 
RNA, characterization 3563. 

abundance, L cells, relationship-size/stability 5399. 

accumulation, interferon-treated Ehrlich ascites tumour cells 
6927. 

accumulation, liver, rats, following partial hepatectomy, 
proteins deprivation, effect on 4708. 

Achlya ambisexualis, e@@ 03015P2achla 3029. 

actin, mice, sarcoma-180 ascites cells, characterization/poly 
(A) content 886. 

actin, sarcoma ascites cells, mice, translation efficiency/ 
stability 6078. 

activity, dexamethasone-induced, HTC cells, effects on/ 
hormones withdrawal, effects on 846. 

activity, fibroblasts, monkeys, growth, effects on 2010. 

activity, Rous-associated virus 2 envelopes glycoproteins 
RNA 3637. 

adenocarcinoma cells, pituitary, mice, corticotropin 
biosynthesis, wheat germ cell-free system 4251. 

adenosine (N-6-methyl)-labelled, frequency, HeLa cells 918. 

adenovirus (human) 12, isolation-infected/transformed cells, 
translation in vitro 4236. 

adenovirus (human) 2, hybridization-complementary DNA, 
hybrids purification, chromatography 6768. 

adenovirus (human) 2, leaders segments, nucleotide sequence 
analysis, use-cloned complementary DNA 4776. 

adenovirus (human) 2, nucleotide sequence mapping 855. 

adenovirus (human) 2, processing 2484. 

adenovirus (human) 2, 5’-terminus caps, guanine (7-methy])/ 
adenine (N*°-methy]) containing, antibodies recognition 5948. 

adrenocorticotropin/B-lipotropin, mice, complementary 
DNA fragments cloning/sequence analysis 5523. 

albumin, content, liver, chickens, oestrogen, effects on 3011. 

albumin, content, normal/diabetes, liver, rats, relationship- 
albumin biosynthesis rates 2539. A 

albumin, distribution, liver, rats, fasting, effects on 924. 

albumin, levels, liver, rats, growth hormone/ 
hypophysectomy, effects on 3591. 

albumin, liver, mice, purification/characterization 6805. 

albumin, polyribosomes, liver, rats/a-foetoprotein, Morris 
hepatoma, purification/quantitation during development 
6922. 

albumin/malic enzyme, liver, chickens, translation-wheat 
germ lysates/Xenopus laevis oocytes 6069. 

alpha fetoprotein, yolk sac, rats, translation-wheat germ cell- 
free system, products characterization 6921. 

amylase, biosynthesis, pancreas, rats, development, 
dexamethasone/uridine (5-bromodeoxy), effects on 903. 

a-amylase, pancreas, rabbits, translation-wheat embryo cell- 
free system, products analysis 4248. 

amylase, pancreas, rats, tissues specificity/accumulation, 
during development, embryos 4184. 

analysis, phage MS2, use-A protein structure 1468. 

antifreeze peptides, Pseudopleuronestes americanus , 
translation, environmental effects 4245. 
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antigen T, SV40, translation-cell-free system 5339. 

avian sarcoma virus, transposition-genomes 5'-terminus 
sequences 1471. 

avian sarcoma virus-specific, polyribosomes, infected- 
chickens cells, characterization 6904. 

binding-Escherichia coli ribosomal subunit 50S, role- 
ribosomal proteins 1172. 

binding regions, Escherichia coli ribosomes, characterization 
802. 

binding-ribosomal subunit 30S, role-lysine e-amino groups 
797. 

binding sites, ribosomal protein $18, Escherichia coli 
tibosomes, identification 4108. 

biosynthesis, Ciona intestinalis, during embryogenesis 3620. 

biosynthesis, control-hormones, review 10. 

biosynthesis, during cell cycle, Schizosaccharomyces pombe 
3618. 

biosynthesis, Glycine max hypocotyls, role-actinomycin D/ 
blasticidin S-mediated resistance, Phytophthora megasperma 
infection 279. 

biosynthesis, herpes simplex virus, control, infected cells 
2495. 

biosynthesis, patterns, during cell cycle, 
Schizosaccharomyces pombe 3617. 

biosynthesis, Pisum chloroplasts, during iron deficiency 
recovery 5420. 

biosynthesis, seminal vesicle, rats, testosterone, effects on 
274. 

biosynthesis, SV40 deletion mutant 3020. 

biosynthesis/translation/turnover, 3T6 cells 267. 

biosynthesis/turnover. Calliphora erythrocephala salivary 
gland 5995. 

biosynthsis, liver, rats, regulation-hormones, review 4006. 

BK virus, human embryos kidney cells, mapping 6776. 

Bombyx mori mutants, instability 6898. 

brain, mice, homology-poly (A)-containing RNA 
(heterogeneous nuclear) 1493. 

brome mosaic virus, translation-wheat germ cell-free system, 
inhibition-guanosine caps analogues 6911. 

BSC-1 cells, cytidine (5’-aza), effects on 3401. 

calcium-binding protein, biosynthesis, intestine, chickens, 
stimulation-1,25-dihydroxycholecalciferol 1983. 

calliphorin, Calliphora vicina , translation/analysis 313. 

calliphorin, Calliphora vicina larvae, purification/reverse 
transcription 6067. 

capped/uncapped, initiation factor M3-dependent translation, 
reticulocyte lysate cell-free system 830. 

capsid protein, phage M13, DNA, localization-initiation/ 
termination sites 379. 

capsid protein, polyoma virus, characterization 859. 

carbamyl phosphate synthetase I, liver, Rana catesbeiana , 
translation-rabbits reticulocytes/thyroxine induction 6917. 

 caseins/a-lactalbumin, isolation-normal/tumours, human 

mammary gland 3522. 

catalase, liver, catle, isolation/translation 4766. 

catalase, liver, rats, translation, haemin/inhibitors, effects 
6071. 

catalase, polyribosomes, liver, rats, translation 6920. 

catalase, Saccharomyces cerevisiae , translation-cell-free 
system 5433. 

characterization, histones genes activity, during 
embryogenesis, Paracentrotus lividus 3031. 

chorion, Antheraea polyphemus , translation-wheat germ cell- 
free system, inhibition-guanosine (7-methyl) antibodies 7400. 

circular, attachment-eukaryotes ribosomes 6903. 

coat protein, alfalfa mosaic virus, requirements-cowpea 


protoplasts infection 2007. 

coat protein, phage MS2, nucleotide sequence, relationship- 
rRNA 16S 3'-terminus 1933. 

coding capacity, during growth, animal cells 6059. 

codons frequency, relationship-isoaccepting tRNA 
concentration, eukaryotes 5695. 

collagen, biosynthesis, Rous sarcoma virus-transformed 
embryo fibroblasts, chickens 899. 

complementary DNA, electron microscopy 3777. 

containing, ribonucleoproteins, characterization, 
encephalomyocarditis virus infected Krebs II ascites cells 
5189. 

content, calvaria, embryos, chickens, relationship- 
procollagen biosynthesis regulation during development 
4856. 

content, Lycopersicon esculentum , during ripening 1538. 

corticotropin/B-lipotropin precursors, distribution-pituitary, 
cattle 4148. 

corticotropin/B-lipotropin precursors, pituitary, cattle, 
purification/characterization 5398. 

creatine kinase isoenzymes, embryo cells, chickens, detection 
227. 

creatine kinase subunits, chickens embryo cells, levels during 
development 6873. 

cross-linking-proteins, polyribosomes, L cells, induction- 
radiation (u.v.) 2982. 

crystallin, lens, chicken, isolation/translation-cell-free system 
936. 

crystallin, lens, chickens, sequence/distribution 880. 

cytoplasmic, transcription units, myeloma cells, mice, 
characterization 884. 

degradation, free/membrane-bound polyribosomes, liver, 
rats, cycloheximide/actinomycin D, effects on 4158. 

degradation, interferon-treated embryo cells, chickens, 
double-stranded RNA, effects on 4230. 

degradation-interferon, mechanism, vesicular stomatitis virus- 
infected cells 2013. 

Dictyostelium , 5'-terminus repeated sequence 4788. 

Dictyostelium discoideum , abundance changes during 
development 5925. 

Dictyostelium discoideum , repeated sequence content 5970. 

Dictyostelium discoideum vegetative cells, fractionation/ 
function analysis 4244. 

dihydrofolate dehydrogenase, abundance, methotrexate- 
resistant 316 cells, control-polyoma virus/AMP (cyclic) 
4252. 

dissociation-initiation factor 2, reticulocytes 1924. 

DNA-binding protein, precursors, adenovirus (human) 2, 
splicing patterns 5372. 

Drosophila /HeLa cells, abundance, relationship-lifetime 
1457. 

Drosophila melanogaster , sequence complexity during 
embryogenesis 6800. 

Drosophila melanogaster larvae fat body, induction- 
ecdysone 1510. 

Drosophila melanogaster oocytes, coding activity/stability 
3641. 

Drosophila melanogaster ovary follicles, identification/ 
localization 4146. 

early, adenovirus (human) 2, restriction endonuclease EcoRI 
fragments, mapping 3105. 

early, adenovirus (human) 2, 5'-terminus caps, 
characterization 4774. 

early, biosynthesis, adenovirus (human) 5 deletion mutant 
7109. 

early, SV40, characterization 864. 

early, SV40, structure 4779. 
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early, SV40, 5’-terminusstructure, characterization 6790. 
early, Xenopus laevis liver, oestradiol, effects on 3048. 
early/late, SV40, translation products, characterization 6063. 
elastin, aorta, isolation/translation 4247. 
embryo fibroblasts, chickens, processing/function 6043. 
embryos, mice, extraction/translation in vitro, methodology 
6770. 
erythroid cells, chickens, sequence complexity 3557. 
Escherichia coli , half-life 2534. 
Escherichia coli , phosphorus-32 incorporation, mutagenesis 
3596. 
Escherichia coli , selective inactivation, regulation-ribosomal 
proteins biosynthesis 6727. 
Escherichia coli tryptophan operon, endonuclease cleavage, 
leaders RNA production 5432. 
Euglena gracilis , base composition determination, 
chromatography (high-pressure liquid) 1489. 
eukaryotes, binding-proteins, biogenesis 2533. 
exo-1,4-a-glucosidase, Aspergillus niger , stability, 
membrane-bound polyribosomes-associated 2467. 
fibres, Adenovirus (human) 2, spliced structure 1470. 
fibroin, silk gland, Bombyx mori , 3'-terminus nucleotide 
sequence 6799. 
fibronectin, fibroblasts, embryos, chickens, purification/ 
characterization 6918. 
a-foetoprotein, Morris hepatoma, isolation 5938. 
a-foetoprotein, yolk sac, mice, isolation 5936. 
formation, adenovirus (human) 2, RNA splicing 1935. : 
Friend leukaemia virus, expression-Friend erythroleukaemia 
cells, dimethyl sulphoxide + uridine (bromodeoxy) treatment, 
effects on 6044. 
fructose-bisphosphate aldolase isoenzymes, hepatoma cells, 
rats, characterization 3566. 
galactokinase, Saccharomyces cerevisiae , purification, 
methodology 4764. 
galactose, gene expression, Saccharomyces cerevisiae 2912, 
3028. 
$-galactosidase/ribosomal protein L12/ribosomal protein 
L10/elongation factor Tu, Escherichia coli , translation 934. 
gastrin, antrum, hogs, detection/partial nucleotide sequence 
analysis 4793. 
gastrin, mucosa, intestine, pigs, detection, use- 
oligodeoxyribonucleotides probes 6764. 
gene expression, regenerating kidney, mice 3033. 
gene 32, translation, regulation-phage T4 DNA-binding 
protein 3981. 
genes, localization-DNA, mitochondria, liver, rats 5528. 
genes, vesicular stomatitis virus genomes RNA, mapping 
6792. 
genomes expression/sequence complexity, Petroselinum 
sativum 4841. 
globin, binding-initiation factor 2, reticulocytes, rabbits 5918. 
globin, biosynthesis, embryo erythroid cells, mice, 
relationship-globin biosynthesis 888. 
globin, biosynthesis, erythroblasts, chickens, avian 
erythroblastosis virus, effects on 270. 
globin, biosynthesis, erythroleukaemia cells, mice, 
relationship-cell cycle 889. 
globin, biosynthesis, erythroleukaemia cells chromatin, DNA 
dependence 3036. 
pa foetal liver, mice, transcription specificity 
globin. concentration, gene expression, Friend 
erythroleukaemia cells, haemoglobin biosynthesis induction, 
effects on 3039, 
globin. defects, haemoglobin Lepore 4795. 


globin, deficiency, reticulocytes, Belgrade rats 1536. 

globin, determination-precursors size 245. 

globin, embryos, mice, isolation/characterization 882. 

globin, erythroblasts nuclei, ducks, cross-linking-RNA 
(heterogeneous nuclear), use-aminomethyltrioxalen 5396. 

B-globin, human f-thalassaemia, nucleotide sequence 5984. 

globin, precursor, mice, nucleotide sequence 881. 

globin, precursors, occurrence-erythrocytes, ducks 4147. 

B-globin, precursors, sequence organization 254. 

globin, primers-influenza virus RNA transcription in vitro 
894. 

globin, rabbits, nucleotide sequence 1494. 

globin, rabbits, translation-human cell lines, following 
liposomes-mediated insertion 2538. 

globin, rabbits, translation in vitro, caps requirement 4242. 

globin, rabbits, translation-lymphocytes, mice, following 
liposomes-mediated insertion 2537. 

globin, rabbits reticulocyte lysate, quantitation/localization 
6765. 

globin, sheep, accumulation/gene expression 916. 

B-globin, 3'-terminus, role-in vitro translation 3646. 

globin, 5’-terminus caps, transfer-influenza virus 
complementary RNA, during transcription 4778. 

globin, transcription-Friend erythroleukaemia cells, 
interferon, effects on 3037. 

B-globin, translation-Friend erythroleukaemia cells, control- | 
haemin 2542. 

globin, translation in vitro, role-guanosine (7-methyl) 314. 

a-globin/£-globin, content, bone marrow cells, rabbits 5930. 

a-globin/B-globin, human, 5’-terminus methylation, 
characterization 256. ‘ 

a-globin/B-globin, interaction-initiation factor 2, competition 
5919. 

a-globin/B-globin, mice, 5’-terminus non-coding regions, 
nucleotide sequence 1955. 

a-globin/B-globin, rabbits, comparison-caps structure 2472. 

a-globin/B-globin, ratio, spleen, mice 3644. 

a-globin/-globin, stability, Friend erythroleukaemia cells, 
herpes simplex virus infection, effects on 930. 

B-globin-like, occurrence-haemoglobin Lepore 5929. 

a-globulin, hepatocytes, rats, induction-glucocorticoids, in 
vitro 793. 

a-globulin, induction-glucocorticoids, hepatocytes, inhibition- 
cycloheximide 6015. 

a-globulin, induction-glucocorticoids, liver, castrated rats 
1893. 

a-globulin, liver, rats, induction-actinomycin D 4209. 

glucose-6-phosphate dehydrogenase, liver, rats, 
carbohydrates-induced biosynthesis 291. 

B-glucuronidase, activity, mice, control-Gus gene Gur locus 
3643. 

glutamine synthetase, control-hydrocortisone, retina, 
chickens embryos 271. 

glutamine synthetase, levels, Neurospora crassa , regulation- 
nitrogen sources 3047. 

glutamine synthetase, retina polyribosomes, chickens 
embryos, interferon suppression-induction 6068. 

glyceraldehyde-phosphate dehydrogenase/enolase/ 
phosphoglycerate kinase, Saccharomyces cerevisiae , 
isolation/identification 1929. 

glycoproteins, Semliki Forest virus, translation, mechanisms 
5430. 

GMP (7-methyl)-containing caps, metabolism, eye lens cells, 
chickens 6034. 

growth hormone, induction-thyroid hormone, pituitary, rats 
2507. 

growth hormone, levels, regulation-triiodothyronine/ 
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glucocorticoids agonists/antagonists, pituitary cell lines, rats 


3013. 

growth hormone precursors, detection, GH3 cells 5931. 

growth hormone/prolactin, accumulation, pituitary, rats, 
thryoid hormones/oestrogen, effects on 6009. 

guanylyltransferase, activity, vaccinia virus, characterization, 
568. 

guanylyltransferase, vaccinia virus, purification 567. 

haemoglobin, Artemia salina , absence during gastrulae 
development 6914. 

B-haemoglobin, sequences, assays during haemoglobin A- 
haemoglobin C switching, sheep 226. 

haemoglobin, structure, o.r.d./c.d./spectroscopy (u.v.) 879. 

half-life, Anacystis nidulans , relationship-growth rate 3030. 

heat denaturation, secondary structure analysis 5942. 

hepatoma cells, regulation-tyrosine aminotransferase 
biosynthesis in vitro 2543. 

herpes simplex virus, detection-infected trigeminal ganglion, 
mice 1061. 

herpes simplex virus 1, isolation/localization 5376, 6781. 

herpes simplex virus 1, separation/characterization 5950. 

hexons, adenovirus (human) 2, 5'-terminus non-coding 
regions, nucleotide sequence 4775. 

histocompatibility antigens heavy chains/light chains, 
lymphoblastoid cell lines, translation-cell-free system 5437. 

histone H2b, Stronglyocentrotus purpuratus , 5'-terminus 
nucleotide sequence 5975. 

histones, Arbacia punctulata , occurrence, association- 
transcription 935, 

histones, biosynthesis, Lytechinus pictus , association- 
embryogenesis 285 

histones, late, identification, Strongylocentrotus purpuratus 
6066. 

histones, purification, methodology 2977. 

histones, translation, control, HeLa cells, role-proteins 
phosphorylation 3051. 

hordein, endosperm, Hordeum wild type/mutants, isolation/ 
translation 4767. : 

Hordeum vulgare , hydrolysis during Erysiphe graminis 
infection 4861. 

hosts/encephalomyocarditis virus, degradation specificity, 
interferon-treated HeLa cells, mechanisms 6901. 

human y-globin, 5’-terminus, nucleotide sequence 1054. 

human y-globin, 3’-terminus, nucleotide sequence 2476. 

human haemoglobin A, stability, role-haemoglobin gene 
expression 1896. 

human heavy chain disease, translation/purification 939. 

human insulinoma, translation, cell-free system 316. 

human liver/leukaemia (lymphoblastic) cells, genes 
complexity/abundance classes 5983. 

human placental lactogen, translation-wheat germ cell-free 
system, products analysis 4098. 

human thyroid cells, normal tissues/diseases, properties, 
comparison 6074. 

hybridization-nonhistone proteins-DNA, liver, rats 7463. 

hypothalamus, cattle, translation-wheat germ cell-free 


system, neurophysin-containing products identification 6924. 


immunoglobulins, biosynthesis/processing, MPC-11 cells 
2493. 

immunoglobulins, mice, nucleotide sequence determination, 
methodoiogy 2471. 

immunoglobulins, review 1323. 

immunoglobulins heavy chains, myeloma, mice, isolation/ 
characterization 4799. 

immunoglobulins heavy chains, 3’-terminus, homologous 
sequence, occurrence-thymocytes RNA 4760. 
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characterization 1051. 

immunoglobulins light chain, use-recombinant DNA 
synthesis 1142. 

immunoglobulins light chains, biosynthesis, 
lipopolysaccharide activated spleen cells, mice, mechanisms 
4816. 

immunoglobulins light chains, human, isolation/translation 
2444. 

immunoglobulins light chains, precursors patterns, 
plasmacytoma, mice, comparison 6929. 

immunoglobulins light chains, purification-myeloma, mice, 
methodology 2438. 

immunoglobulins light chains, transcription unit, mapping 
3790. 

immunoglobulins light chains, translation, roletRNA Met 
Zoe 

influenza virus, transcription, radiation (u.v.), effects on 6834. 

informosomes/polysomes, CHO cells, formation/ 
polyadenylation, kinetics, comparison 3576. 

interaction-ribosomes, eukaryotes, role-coding sequence 
5428. 

interferon, cells, mice, interferon priming, effects on 6075. 

interferon, human fibroblasts, stability-Xenopus laevis 
oocytes, role-3'-terminus poly (A) 928. 

interferon, human lymphoblastoid cell lines, characterization 
6389. 

interferon, induction-antiviral activity, L929 cells 4849. 

interferon, localization-human fibroblasts 2011. 

interferon, L929 cells, translation in vitro/in vivo 940. 

interferon, translation, review 2278. 

interferon/antiviral protein, analysis, comparison 4851. 

isolation/characterization, eukaryotes, review 2882. 

isolation/characterization, long-term 17f-oestradiol treated 
Xenopus laevis 2440. 

isolation-Glycine max seeds 202. 

a-lactalbumin, translation, mammary gland, rats 938. 

a-lactalbumin/caseins, content-mammary gland, rats, during 
gestation/lactation 6012. 

a-lactalbumin/caseins, regulation, mammary gland, rats 276. 

lactogen, human placenta, translation-Xenopus laevis 
oocytes 5436. 

lactose operator, biosynthesis/degradation, ribosomal 
subunit 30S-depleted Escherichia coli 6854. 

lactose operator, Escherichia coli , effects on B-galactosidase 
mRNA translation initiation 4243. 

lactose operon, Escherichia coli , turnover, association- 
dihydrofolate reductase inhibition 1540. 

lactose promoter, Escherichia coli , transcription in vitro 
4806. 

late, adenovirus (human) 2, 5’-terminus, nucleotide sequence 
35355 

late, phage T7, fractionation/translation 234. 

late, polyoma virus, leaders sequence, amplification 3541. 

late, polyoma virus, 5’-terminus caps, structure 3540. 

late, splicing, adenovirus (human) serotypes, comparison 
5945. 

late, SV40, splicing 4172. 

late, SV40 deletion mutant, 5'-terminus caps, heterogeneity 
6791. 

leader sequence, adenovirus (human) 2 x SV40 hybrids, role- 
translation 1934. 

leghaemoglobin, Lupinus , isolation/translation 6930. 

Lemna gibba , regulation-light 920. 

lens, embryos, chickens, translation, caps sequence 
hydrolysis, effects on 5860. 

lens crystallin, translation-reticulocyte lysate, inhibition-caps 
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analogues 1534. 

levels, cytosol, relationship-protein biosynthesis, yolk sac 
tumours, rats 2545. 

lysozyme, genes, cloning 484. 

mammalian, nearest neighbour analysis 255. 

mammary gland, cattle, translation-wheat germ cell-free 
system, biosynthesis-B-lactoglobulin precursors 4250. 

mammary tumour virus, detection-producer cells, mice 4754. 

mammary tumour virus, translation-cell-free system 4093. 

maternal, Lytechinus pictus zygotes, poly (A) complex 
formation-proteins, following fertilization 5245. 

melittin, isolation/translation 5707. 

metabolism, adenovirus (human) 2-transformed cell lines, 
embryos, rats 3623. 

metabolism, ascites cells, mice, role-poly (A) sequence 6877. 

metabolism, models 4804. 

metabolism, ribonuclease III-deficient Escherichia coli 908. 
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phosphoenolpyruvate carboxykinase (GTP), purification/ 
characterization, liver, rats 1956. 
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4222. 

poly (A) containing, brain, mice, sequence complexity 6804. 
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system 4249. 

thyroglobulin, content, thyroid cells, pigs, thyrotropin, effects 
on 6833. 

thyroid-stimulating hormone a subunit, translation-cell-free 
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ribosomes factors, effects on 6926. 

translation, Xenopus laevis oocytes, caps, analogues, effects 
on 2536. 

translation efficiency, Strongylocentrotu , s purpuratus, 
fertilization 3640. 

translation inhibitors, interferon-induced, L cells, effects on 
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Triticum aestivum embryos, characterization 257. 

Triticum aestivum embryos, translation activity during 
germination 4858. 
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biosynthesis, Saccharomyces cerevisiae , methionine 
analogues, effects on 3015. 
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yeasts, hairpin helix, thermodynamics 877. 
rRNA 138, 
mitochondria, hamsters, occurrence-cytidine (N*-methyl) 
1492. 
rRNA 16S, 
binding-ribosomal protein S4, effects on conformation 4109. © 
cleavage-cloacin, effects on Escherichia coli protein 
biosynthesis initiation 1450. 
cleavage-cloacin, effects on Escherichia coli protein 
biosynthesis elongation 1451. 
cross-linking-4-aminomethyl-4,5’,8-trimethylpsoralen 5810. 
cross-linking-ribosomal proteins, Escherichia coli , initiation 
factor 3, effects on 2966. 
cross-linking-ribosomal subunit 30S ribosomal proteins 6713. 
Escherichia coli , molecular weight, electron microscopy 
1948. 
Escherichia coli , conformation/stability/hydrodynamics 
2466. 
Escherichia coli , nucleotide sequence 2465. 
Escherichia coli , packing 4178. 
Escherichia coli , 3'-terminus fragments, oligonucleotides, 
synthesis 730. 
Escherichia coli , transcription-avian myeloblastosis virus 
DNA polymerase (RNA-dependent), kinetics 7379. 
Escherichia coli , 4,5',8-trimethylpsoralen + light-treated, 
properties 5388. 
Escherichia coli ribosomal protein S8/ribosomal protein $15 
binding sites, structure 5386. 
Escherichia coli ribosomes, photochemical cross-linking- 
tRNA Lys/tRNA Glu 6752. 
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fragments, Escherichia coli , c.d./unfolding, binding- 
ribosomal protein S4, effects on 5387. 

fragments, ribosomal protein S8/ribosomal protein S15 
binding sites-containing, Escherichia coli , isolation/ 
characterization 6732. 

genes, Escherichia coli , nucleotide sequences 392. 

genes, localization-Escherichia coli chromosomes 5673. 

interaction-Escherichia coli ribosomal subunit 30S 
ribosomal proteins, conformation, effects on 3493. 

methylation defects, Escherichia coli polyamines dependent 
mutants 5892. 

processing, Escherichia coli endonuclease 490. 

radiation (u.v.) induced cross-linking-ribosomal protein S7, 
Escherichia coli ribosomal subunit 308, sites, identification 
3477. 

ribosomal subunit 30S, Escherichia coli , 3’-terminus 
localization 6718. 

rRNA gene, Escherichia coli , nucleotide sequence 1027. 

3’-terminus, coding regions, Zea mays , nucleotide sequence 
homology-Escherichia coli 7105. 

3'-terminus, nucleotide sequence, relationship-coat protein 
mRNA 1933. 

3’-terminus oligonucleotides, Escherichia coli , biosynthesis 
I32. 

rRNA 17S, 

Acer pseudoplatanus , bases methylation during cells growth 
6016. 

hamsters, cells, mitochondria, methylated residues, 
characterization 252. 

rRNA 18S, 

binding-toluidine blue 1465. 

chickens liver, preparation, effects on conformation 1484. 

genes, activity, relationship-embryonic development, 
parthenogenone, mice 1699. 

genes, cloned, human, analysis 1629. 

Hordeum embryos/sarcoma, mice, hybridization 1496. 

reticulocytes, mice, effects on mRNA translation-wheat germ 
cell-free system 6902. 

rRNA gene, Bombyx mori , mapping 2660. 

Vicia , homology-Allium cepa 4803. 

rRNA 198, 

genes, containing chromatin, Physarum polycephalum , 
structure 3762. 

rRNA 21S, 

, regions, Saccharomyces mitochondria DNA, petite mutant, 
mapping/organization 4351. 

cistrons, Saccharomyces mitochondria DNA, mapping/ 
localization 4350. 

regions, Saccharomyces mitochondria DNA, genetic 
markers, location 4352. 

rRNA 235, 

binding-Escherichia coli ribosomal subunit 50S ribosomal 
proteins 6717. 

Escherichia coli , 5'-terminus sequence, complementary 
polynucleotides, synthesis 5795. 

Escherichia coli , preparation, effects on conformation 1484. 

Escherichia coli , ribosomal protein L24 binding sites, RNA- 
RNA interaction 799, 2412. 

genes, localization-Escherichia coli chromosomes 5673. 

genes, mitochondria, Saccharomyces cerevisiae , insertion 
sequences, characterization 5514. 

methylation, Streptomyces azureus , antibiotic resistance, 
thiostrepton 2994. 

Streptomyces coelicolor , methylation-Streptomyces azureus 
methylase, role-thiostrepton antibiotic resistance 5897. 

streptomycetes, methylated adenine, content 4787. 
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rRNA 25S, 

genes, Tetrahymena pigmentosa , intervening sequence 4347. 

occurrence-Escherichia coli rRNA processing defective 
mutants 4214. 

Vicia , homology-Allium cepa 4803. 

rRNA 26S, 

genes, containing chromatin, Physarum polycephalum , 
structure 3762. 

rRNA gene, Physarum polycephalum , insertion, localization 
5510. 

rRNA 288, 

binding-toluidine blue 1465. 

chickens, liver, preparation, effects on conformation 1484. 

genes, activity, relationship-embryonic development, 
partHenogenone, mice 1699. 

rRNA gene, Bombyx mori , mapping 2660. 

5'-terminus processing, hepatoma cells, mice 887. 

rRNA 35S, 

precursors, isolation- Tetrahymena pyriformis , 5'-terminus 
identification 1949. 

rRNA 37S, 

precursors, Saccharomyces carlsbergensis , characterization 
4180. 

rRNA 40S, 

precursors, Xenopus laevis oocytes, 5'-terminus mapping 
6802. 

rRNA gene, 

Acipenser ruthenus /Acipenser guldenstadti ovary, detection 
5445. 

activity, nucleolus organizer region, rats x human somatic 
cells hybrids 6511. 

amplification, Paracentrotus lividus 1044. 

arrangement, Paramecium tetraurelia 1612. 

assays, human foetal oocytes 4262. 

calf thymus, isolation/organization 4882. 

chickens, purification, use-R-loops hybridization 5452. 

chickens/mice, cloning/restriction endonuclease analysis 
Silay 

Chironomus tentans /Chironomus species, organization 
4988. 

Chlamydomonas reinhardtii chloroplasts, mapping 2647. 

Chlamydomonas reinhardtii chloroplasts, organization 4985. 

chromosomes, Pongo pygmaeus albei , location 6508. 

circular, Acheta domestica oocytes, length heterogeneity 
4360. 

cistrons, Hordeum vulgare , analysis 3971. 

clusters, Lytechinus variegatus , restriction endonuclease 
analysis/cloning 4987. 

clusters, organization, Neurospora crassa , restriction 
endonuclease fragments analysis/cloning-phage A 7072. 

containing, chromosomes, Physarum polycephalum , 
isolation 5674. 

content, chromosomes, hepatoma cell lines, rats 3978. 

content, Physarum polycephalum 318. 

content, Xenopus laevis nucleoli, during oogenesis 6940. 

content, Zea mays , relationship-nucleoli formation rate 3042. 

degradation-deoxyribonuclease I, Physarum polycephalum 
2186. 

Dictyostelium discoideum , restriction endonuclease analysis 
3760. 

distribution, Pongo pygmaeus /Gorilla gorilla gorilla , 
comparison-satellite DNA/rRNA gene distribution, Pan 
troglodytes /Goriligorilla beringei /man 3055. 

Drosophila melanogaster , cloned fragments, isolation/ 
characterization 3769. 

Drosophila melanogaster , cloned fragments, mapping 3770. 

Drosophila melanogaster , mutagenesis, aflatoxin B,/ 
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rRNA gene,(continued) 
aflatoxin B,-2,3-dichloride, mechanisms 2045. 
Drosophila melanogaster , transcription/spacer sequence, 
evolution, comparison 7086. 
Drosophila virilis , nucleotide sequence homology- 
Drosophila melanogaster 4990. 
embryos, chickens, restriction endonuclease cleavage sites 
6236. 

Escherichia coli , cloning-phage A 3870. 

Escherichia coli , restriction endonuclease mapping 4974. 

expression, human chromosomes 1505. 

fragments, cloned, mice, characterization 4996. 

human, isolation/sequence organization 5004. 

human, spacer regions, length heterogeneity 3785. 

isolation-human DNA 2028. 

localization-Xenopus laevis oocytes nucleoli 6939. 

location, Triturus vulgaris meridionalis chromosomes, 
methodology 3980. 

location-chromosome XII, Saccharomyes cerevisiae 6513. 

Lytechinus variegatus , structure 6225. 

Neurospora crassa , cloning/characterization 4980. 

org£ization, DNA, Tetrahymena pyriformis mitochondria 
2651. 

organization, Dytiscus marginalis oocytes 3318. 

organization, Euglena gracilis chloroplasts 7079. 

organization, Physarum polycephalum 4979. 

Physarum polycephalum , base composition 1040. 

Physarum polycephalum , satellite DNA, characterization 
6214. 

Physarum polycephalum , sequence arrangement 4349. 

polyploidization, ovary, Drosophila melanogaster mutants 
4872. 

regions, Lytechinus variegatus , mapping 7083. 

regions, mapping-Euglena gracilis chloroplasts DNA 1616. 

repeat unit, Saccharomyces cerevisiae , cloning-phage A 
vectors 1139. 

repeated unit, size, electron microscopy 6240. 

tRNA genes, regions, Neurospora crassa mitochondria 
DNA, restriction endonuclease mapping 4981. 

rRNA 16S, Escherichia coli , nucleotide sequence 1027. 

rRNA 18S/rRNA 5-8S/rRNA 28S, Bombyx mori , mapping 
2660. 

tRNA 26S, Physarum polycephalum , insertion, localization 
5510. 

tRNA 5.88, Neurospora crassa , nucleotide sequence 6216. 

tRNA 5S, Euglena gracilis chloroplasts, mapping 5517. 

Saccharomyces carlsbergensis , organization 1042. 

Saccharomyces cerevisiae , \ocalization-chromosome XII 
3325; 

Saccharomyces cerevisiae , divergent transcription 1138. 

Saccharomyces cerevisiae , mapping, electron microscopy, 
methodology 1043. 

Saccharomyces cerevisiae , sequence arrangement 1031. 

sequence, Drosophila virilis , cytosine (methyl) detection 
6229. 

sequence/position, DNA, Tetrahymena pyriformis 
mitochondria 2652. 

spacer, review 4578. 

spacer, Saccharomyces cerevisiae , nucleotide sequence 1614. 

Stonychia mytilus , characterization 2650. 

structure, Xenopus laevis oocytes nucleosomes 2263. 

transcription, Physarum polycephalum , role-phosphorylated 
nonhistone proteins 7427. 

transcription, Tetrahymena pyriformis , lucanthone, effects 
on 5411. 

transcription, Xenopus laevis oocytes 2489. 

transcription activity, effects on chromatin, fractionation- 


sonication 2253. . 

transcription sites localization, Coturnix coturnix japonica 
oocytes nucleoli 6035. 

transcription suppression, mice x human hybrids cells 4839. 

transcription unit, ultrastructure, Xenopus laevis , uridine (S- 
fluoro), effects on 4044. 

Xenopus laevis , spacer DNA, sequence organization 6232. 

Zea mays , localization-nucleolus organizer region 5669. 

tRNA, 

absorbance, analysis 3446. 

accumulation, Escherichia coli temperature-sensitive 
mutant, tRNA (aminocyl) hydrolase 763. 

adenosine (N*°(A?-isopentenyl)) containing, Lactobacillus 
acidophilus , half-life 3448. 

adenosine (isopenteny]) deficient, Saccharomyces cerevisiae 
antisuppressor mutant 1395. 

aminoacylation, Drosophila melanogaster , age, effects on 
5839, 6682. 

aminoacylation, fidelity 6680. 

aminoacylation, liver, rats, ethionine, effects on, detection- 
Xenopus oocytes 5330. 

aminoacylation, mechanisms 1406. 

aminoacylation, models 184. 

aminoacylation, muscles, rabbits, fasting, effects on 6683. 

aminoacylation, protein biosynthesis cell-free system, brain, 
mice, y-aminobutyric acid, effects on 5328. 

aminoacylation-tRNA (aminoacyl) synthetase, review 1316. 

Astragalus bisulcatus , isolation/characterization 5323. 

binding-dibenzo(a,e)fluoranthene, microsomes, liver 1564. 

binding-Escherichia coli DNA polymerase (RNA- 
dependent) 1207. 

binding-Escherichia coli ribosomal subunit 50S, role- 
ribosomal proteins 1172. 

binding-ribosomal subunit 40S, promotion-proteins, liver, 
rats 4128. 

binding-tRNA (peptidy]) sites, ribosomes, Escherichia coli , 
codons-anticodons interaction 5909. 

binding-toluidine blue 1465. 

biosynthesis, nuclei, ATP arabinoside/dATP, effects on 6881. 

biosynthesis, regulation, review 1325. 

biosynthesis, review 1322. 

biosynthesis, sea, development during urchins embryos 6869. 

biosynthesis/aminoacylation, Bombyx mori silk gland, 
starvation, effects on 5825. 

Bombyx mori silk gland, quantitation, electrophoresis 5823. 

book 3997, 5247. 

chloroplasts/mitochondria, review 1307. 

complex-tRNA (aminoacy]) synthetase, liver, rats, 
characterization 5842. 

conformation, thermal unfolding, effects on 753. 

cytoplasm polyribosomes, coding-DNA, Euglena gracilis 
chloroplasts 2167. 

Dahlia variabilis , cytokinins activity 6598. 

detection, tumours, use-Escherichia coli guanine insertion 
enzyme 179. 

Drosophila , purification/nucleosides composition 4677. 

effects on tRNA (valyl) synthetase, yeasts 6699. 

Escherichia coli , bases modification, uracil (5-fluoro), effects 
on 6661. 

Escherichia coli , fractionation, chromatography (column), 
use-hydroxyapatite 3441. 

Escherichia coli , guanosine (8-hydro-7-methyl)-containing, 
properties 1402. 

Escherichia coli , isolation, methodology 1872. 

Escherichia coli , methylationtRNA (adenine-1-)- 
methyltransferase, brain, rats 767. 

Escherichia coli , preparation/purification 4676. 
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tRNA,(continued) 
Escherichia coli , protein biosynthesis activity, uridine (5- 
fluoro) substitution, effects on 762. 
Escherichia coli , protein biosynthesis initiator, formylation- 
methionine, lactose operon expression polarity 1880. 
Escherichia coli , quantitation-guanosine (7-methyl) 468 1. 
Escherichia coli , structure modifications, infected guinea- 
pigs/rabbits 1875. 
Escherichia coli , 3'-terminus fragments, binding-ribosomes 
peptidyltransferase 2962. 
Escherichia coli , uridine (4-thio) enzymes, activity, genes, 
mapping 1271. 
Escherichia coli mutants, nucleoside Q precursors, 
occurrence-guanosine (7-(cyano)-7-deaza) 1348. 
Escherichia coli temperature-sensitive mutant, biosynthesis 
regulation 6688. 
Escherichia coli /yeasts, methylation-tRNA 
methyltransferases/dimethylsulphate 748. 
Escherichia coli /yeasts/Novikoff hepatoma/liver, rats, 
methylation-dimethylsulphate, specificity 5824. 
fragments, double-stranded tetranucleotide, n.m.r. 1382. 
fragments, stimulation-tRNA nucleotidyltransferase, liver, 
rabbits 4700. 
function, liver, rats, age, effects on 6678. 
G-U base pairs, stacking interactions 1390. 
gene expression, phage A, deletion analysis 3602. 
genes, Caenorhabditis elegans , cloning/expression-Xenopus 
laevis oocytes 3218. 
genes, Escherichia coli , transcription organization, 
determination, use-rifampicin 4340. 
genes, mapping, DNA, Saccharomyces cerevisiae 
mitochondria 2080. 
genes, nucleosomes DNA, embryos, chickens, purification/ 
cloning 7282. 
genes, phage BF23, mapping 1592. 
genes, phage T4, isolation, (RNA biosynthesis in vitro 4264. 
genes, Saccharomyces cerevisiae mitochondria DNA, 
mapping 4982. 
genes, Schizosaccharomyces pombe / Drosophila 
melanogaster , transcription-Xenopus laevis germinal vesicle 
extracts 749. 
genes, transducing phage 980, mapping 4312. 
genetic code origin 750. 
Gossypium seeds, isolation 4075. 
guanine-insertion enzyme, rabbits erythrocytes, purification/ 
characterization 2944. 
hosts, packaging-murine leukaemia virus 2456. 
immobilized, use-tRNA methyltransferases mechanisms 
3457. 
interaction-ribosomal proteins, A-site/P-site, Escherichia coli 
ribosomes 215. 
interaction-ribosomal proteins, ribosomes, liver, rats 3486. 
interaction-tRNA (aminoacy!) synthetase, mechanisms, 
review 2299. 
interaction-yeasts tRNA (valyl) synthetase 5855. 
intercalation-ethidium bromide 2373. 
isoaccepting, concentration, relationship-mRNA codons 
frequency, eukaryotes 5695. 
isoaccepting, role-amino acids transport, Escherichia coli 
6675. 
isoaccepting species, Escherichia coli , fractionation 6658. 
isoacceptors patterns, Drosophila melanogaster , age, effects 
on 5840. 
isolation, use-hydroxyapatite chromatography (column) 


z 3651. 


isolation-yeasts, methodology 3442. 


= levels, Friend erythroleukaemia cells, response-amino acids 


deprivation 5837. 

liver, cattle, primary structure 2382. 

liver, mice, aminoacylation, role-cytidine (5-methyl) 3456. 

liver, mice, cytidine (5-fluoro), effects on 5292. 

liver, rabbits, modified nucleosides structure 5754. 

liver, rats, methionine acceptance, polycyclic aromatic 
hydrocarbons, effects on 6691. 

localization-Escherichia coli ribosomal subunit 30S, electron 
microscopy 4105. 

mapping, use-nuclease S1 170. 

metabolism, Drosophila melanogaster \ethal mutant 3444. 

methylation, brain, rats, methionine sulphoximide, effects on 
4689. 

methylation, cell culture, interferon, effects on 5320. 

methylation, Rous sarcoma virus-transformed embryo 
fibroblasts, chickens, inhibition-adenosine (5-deoxy-5'-S- 
isobutyl) 2376. 

modification-deficient mutant, Escherichia coli , 
characterization, use-ATP (N*°(A* isopentenyl)) antibodies 
7401. 

modification-fluorescamine, Escherichia coli , protein 
biosynthesis activity 2430. 

modified nucleosides, structure/function, review 1315. 

mutants, nucleotide sequence 4002. 

Neurospora crassa mitochondria, base composition 755. 

nucleoside Q-containing, expression, tissue culture, 
relationship-cells density/type 1403. 

nucleoside Q-containing, production-tissue culture, roie- 
factor Q 2934. 

nucleoside Q precursors bases insertion, Escherichia coli 
guanine-insertion enzyme 5171. 

nucleotide sequence 4001. 

nucleotide sequence, comparison-Walker carcinosarcoma/ 
liver, rats 3454. 

oligonucleotides fragments, chromatography (thin-layer) 751. 

operons, products, transcription/isolation, phage T4 1461. 

periodate-oxidized, inactivation-Escherichia coli tRXNA 
(arginyl) synthetase 5846. 

phage T2/phage T4/phage T6/phage RB69-infected 
Escherichia coli, characterization 1874. 

phosphatidylserine, Bacillus licheniformis , isolation 5822. 

plants, structure 5831. 

precurosrs, Bombyx mori silkgland, cleavage-endonuclease 
2769. 

precursors, Escherichia coli temperature-sensitive mutant, 


characterization/processing in vitro 754. 

precursors, methylation, brain, rats 2375. 

precursors, phage T4, conformation, use-nuclease S1 probes 
DSilile 

precursors, synthesis, use tRNA nucleotidyltransferase 140. 

precursors, use-3'-terminus-specific ribonuclease purification 
494, 

promoters complex formation-RNA polymerase, 
requirements 7331. 

radiation (u.v.)-induced interaction-Escherichia coli 
ribosomes, cross-linked ribosomal proteins identification 
6751. 

Rana catesbeiana liver, characterization 1398. 

recognition, yeasts tRNA (phenylalanyl) synthetase/tRNA 
(valyl) synthetase 776. 

recognition sites, Escherichia coli tRNA (phenylalanyl) 
synthetase, modification tRNA (phenylalanyl) N- 
chlorambucily! derivatives 1410. 

regulation-Escherichia coli isoleucine-valine operon 2383. 

rRNA gene regions, Neurospora crassa mitochondria DNA, 
restriction endonuclease mapping 4981. 


r oe ea 
~  IRL©1979 


251 


Subject Index 


i le Se 


tRNA,(continued) 

Spinacia oleracea \eaves/chloroplasts, isolation-cytokinins 
Sie 

structure 1392. 

structure, models 5321. 

structure, relationship-function, review 2279. 

structure/base-pairing, n.m.r. 1391. 

structure determination, methodology 752. 

structure/function, review 1326. 

temperature stability, role-thymidine (ribo), n.m.r. 4680. 

termini, role-protein biosynthesis, review 4601. 

3'-terminus, conformation mobility 4076. 

3’-terminus sequence, role-guanosine pentaphosphate 
biosynthesis regulation, Escherichia coli 1401. 

3'-terminus/5'-terminus, interaction-phage T4 RNA ligase 
1234. 

tobacco mosaic virus, methylation-Escherichia coli tRNA 
(uracil-5-)-methyltransferase 2384. 

Torulopsis utilis , Y base, properties 2936. 

transport, axons, chickens 765. 

transport, Euglena chloroplasts 6677. 

Triticum aestivum , distribution-cytokinins activity 5326. 

turnover, SV3T3 cells/TC7 cells 177. 

wheat germ, aminoacylation/interaction-elongation factor 
Tu, specificity 2941. 

yeasts, conformation, melting curves 2380. 

yeasts, conformations, sodium chloride, effects on 6669. 

yeasts, hydration 4078. 

yeasts, isolation, chromatography 1802. 

tRNA (N-Acetyl-phenylalanyl), * 

Escherichia coli , interaction-ribosomes 820. 

tRNA (N-Acetylseryl), 

liver, rats, non occurrence 4678. 

tRNA (adenine- 1-)-methyltransferase, 

Bacillus subtilis , methylation-Escherichia coli /yeasts/liver- 
rats tRNA 783. 

brain, rats, in vitro methylation-yeasts tRNA Asp 3458. 

inhibition-S-adenosylhomocysteine analogues 180. 

tRNA adenylyltransferase, 

Lupinus luteus , characterization 781. 

Lupinus luteus , purification 780. 

tRNA Ala, 

isoaccepting, Saccharomyces cerevisiae , occurrence/ 
variability 4074. 

tRNA (alanyl) synthetase, 

activity, muscles, rabbits, insulin, effects on 2389. 

Escherichia coli , substrate specificity 182. 

tRNA (aminoacy)), 

binding-Artemia salina ribosomes, ricin/modeccin, effects on 
2963. 

chromatography (reversed-phase), methodology 4072. 

complex formation-elongation factor Tu + GTP, inhibition- 
pulvomycin 1914. 

complex formation-GTP + elongation factor Tu, assays 
4126. 

complex-ribosomal subunits 30S + polynucleotides, 
dissociation, role-initiation factor 3 3506. 

conformation studies, use-chemical modification 3447. 

isoacceptors, Hymnoptera , codons recognition patterns 3455. 

isomers, Escherichia coli /yeasts, binding-elongation factor 
Tu 6753. 

mitchondria, liver, rats, properties/size/origin 3452. 

plasmacytoma, mice, chromatography 5830. 

separation, methodology 693. 

3'-terminus binding sites, Escherichia coli elongation factor 
Tu 5910. 

translocation, Escherichia coli ribosomes, inhibition- 


neomycin/kanamycin/gentamicin 1913. 

uridine (pseudo)-containing, Salmonella typhimurium hisT 
mutant, role-regulation 5836. 

wheat germ, codon recognition 178. 

yeasts, separation, methodology 5821. 

tRNA(aminoacyl) hydrolase, Pf 

tRNA accumulation, Escherichia coli temperature-sensitive 
mutant 763. 

tRNA (aminoacyl) synthetase, 

activity, Bombyx mori silk gland, starvation, effects on 5825. 

activity, CHO cells mutants 181. 

activity, Lupinus luteus , proteins interaction, effects on 6687. 

aminoacylation tRNA, review 1316. 

biosynthesis, regulation, review 1325. 

CHO cells, sedimentation analysis 5845. 

chromatography (affinity), magnesium chloride/ATP, effects 
on 2387. 

complex, liver, rats, isolation/structure 5843. 

complex-tRNA, liver, rats, characterization 5842. 

evolution 1881. 

inhibition-AMP analogues 2388. 

interaction-tRNA, mechanisms, review 2299. 

liver, rats, activity, carbon tetrachloride, effects on 6686. 

plants, structure 5831. 

stimulation factors, liver, rats, purification/properties 5844. 

temperature-sensitive mutant, CHO cells, proteins 
degradation 5329. 


tRNA Arg, 

content, Onchorhynchus masou , spermatogenesis 168. 

Escherichia coli , complex-tRNA (arginyl) synthetase, size 
6696. 

Escherichia coli , crystallization, structure, X-rayy 
diffraction 1394. 

genes-containing phage T5 DNA fragments, isolation 954. 


tRNA (arginyl) synthetase, 

activity, Onchorhynchus masou , spermatogenesis 168. 

activity, relationship-transformation, tumours, kidney/liver, 
rats 4082. 

complex-tRNA (leucyl) synthetase/tRNA (methionyl) 
synthetase/tRNA (phenylalanyl) synthetase, occurrence- 
wheat germ 5332. 

Escherichia coli , complex-tRNA Arg, size 6696. 

Escherichia coli , inactivation-periodate-oxidized tRNA 5846. 

Escherichia coli , reaction mechanisms, pH, effects on 2390. 

Escherichia coli /Bacillus stearothermophilus , ATP 
consumption 5331. 

Saccharomyces cerevisiae , reaction mechanisms 769. 

tRNA Asp, 

yeasts, in vitro methylation-tRNA (adenine-1-)- 
methyltransferase, brain, rats 3458. 

yeasts, thermodynamics 2379. 

tRNA (aspartyl), 

regulation-serum, BHK cells/tumours 169. 

tRNA (asparaginyl) synthetase, 

Bye stearothermophilus , purification/characterization 
1 . 

tRNA Cys, 

genes, Saccharomyces cerevisiae mitochondria, nucleotide 
sequence 7076. 

tRNA (cysteinyl) synthetase, 

Escherichia coli , reaction mechanisms 5848. 

human placenta, kinetics 5847. 

tRNA fMet, 

anticodon loop conformation 6663. 

binding-Escherichia coli ribosomal subunit 30S, poly (U) 
dependence 5908. 
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binding-ribosomal subunits 40S, rabbits reticulocyte lysate, 
inhibition-haemin controlled translation repressors 4129. 

Escherichia coli , aminoacylation, comparison-tRNA Met 
4695. 

Escherichia coli , binding-ribosomal subunit 30S/protein 
biosynthesis, stimulation-spermidine 1918. 

Escherichia coli , crystallization, structure, X-rayy 
diffraction 1394. 

Escherichia coli , oligonucleotides fragments, joining-phage 
T4 RNA ligase 1871. 

Escherichia coli , 5'-terminus guanine-rich fragments, 
synthesis 3423. 

Escherichia coli , 5'-terminus tetranucleotides, synthesis 
6631. 

fragments, Escherichia coli , synthesis 141. 

periodate-treated, inactivation-Escherichia coli tRNA 
(methionyl!) synthetase 5852. 

Thermus thermophilus , nucleotide sequence 171. 

yeasts, bases sequence, oligonucleotides synthesis 6632. 

yeasts, X-ray crystallography 4079. 

tRNA (formylmethiony)), 

effects on Escherichia coli ribosomes binding-phage Qf 
RNA 5907. 

role-in vitro B-galactosidase biosynthesis 6674. 

tRNA (formylmethionyl) deacylase, 

HeLa cells, purification/characterization 5841. 

tRNA gene, 

Nicotiana tabacum chloroplasts, cloning 5609. 

Sciara coprophila , repeated unit, homogeneity 6231. 

tRNA Gin, 

phage T4, biosynthesis, role-Escherichia coli ribonuclease 
111 5131. 

tRNA (glutaminy!) synthetase, 

Escherichia coli temperature-sensitive mutant, biosynthesis 
regulation 6688. 

tRNA Glu, 

photochemical cross-linking-rRNA 16S, Escherichia coli 
ribosomes 6752. 

Schizosaccharomyces pombe , nucleotide sequence 4683. 

tRNA (glutamy]) synthetase, 

cytoplasm/mitochondria, brain, cattle, purification/ 
characterization 1883. 

Escherichia coli , purification/characterization 4084. 

Escherichia coli , quaternary structure 4083. 

tRNA Giy, 

Bacillus subtilis , uridine (5-carboxymethylaminomethyl) 
occurrence 696. 

Escherichia coli , crystallization 1394. 

tRNA (glycyl), 

tendon, embryos, chickens, role-collagen biosynthesis 764. 

tRNA (guanine-1-)methyltransferase, 

inhibition-S-adenosylhomocysteine analogues 180. 

tRNA (guanine-2-)methyltransferase, 

inhibition-S-adenosylhomocysteine analogues 180. 

tRNA His, 

genes, Saccharomyces cerevisiae mitochondria, nucleotide 
sequence 7076. 

reticulocytes, rabbits, role-haemoglobins biosynthesis 766. 

tRNA (histidyl) synthetase, 

binding-ribosomes, reticulocytes, rabbits 6689. 

mutants, CHO cells 1884. 

tRNA Ile, 

Escherichia coli , aminoacylation, role-magnesium/spermine 
770. 

formation, liver, rats, stimulation-spermine, mechanisms 
2933. 

_ genes, Escherichia coli rRNA operons regions, nucleotide 
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sequence 3114. 

genes, localization-Spinacia oleracea chloroplasts DNA 
7291. 

phage T4/mutants, nucleotide sequence, comparison 6660. 

tRNA (isoleucyl), 

Euglena /Nostoc , analysis, chromatography (reversed- 
phase) 1397. 

formation, liver, rats, inhibition-poly (G)/poly (1)/ribosomes, 
polyamines, effects on 1408. 

tRNA (isoleucyl) synthetase, 

Escherichia coli , inhibition-blue dextran 5850. 

Escherichia coli , inhibition-pseudomonic acid 1409. 

Escherichia coli , kinetics 5849. 

Escherichia coli , role-ilvEDA operon attenuation 1407. 

yeasts, chromatography (salting out) 2391. 

tRNA Leu, 

Escherichia coli , purification/X-ray crystallography 4077. 

Glycine max , purification/characterization 5324. 

Glycine max , ribosomes binding/cytokinins content 5325. 

isoaccepting, Escherichia coli , codons recognition specificity 
5835. 

Saccharomyces cerevisiae , purification/properties/nucleotide 
sequence determination 4682. 

suppressors, Schizosaccharomyces pombe , identification/ 
nucleotide sequence 5322. 

tRNA (leucyl), 

protein biosynthesis, misreading 214. 

tRNA (leucyl) synthetase, 

CHO cells temperature-sensitive mutant, characterization 
3459, 

complex-tRNA (arginyl) synthetase/tRNA (methionyl) 
synthetase/tRNA (phenylalanyl) synthetase, occurrence- 
wheat germ 5332. 

Escherichia coli , inactivation-6-amino-7-chloro-5,8- 
dioxoquinone 3460. 

Escherichia coli , isolation/binding properties 4692. 

levels, Escherichia coli temperature-sensitive mutant 4085. 

mammary gland, cattle, purification/properties 5333. 

mutants, CHO cells 1884. 

temperature-sensitive mutant, CHO cells, revertants, 
isolation/characterization 4693. 

temperature-sensitive mutant/revertants, CHO cells, growth, 
amino acids, effects on 4691. 

yeasts, isolation 6690. 

tRNA Lys, 

codons recognition, during phage MS2 coat protein 
biosynthesis 5833. 

Drosophila melanogaster , nucleotide sequence 3451. 

Escherichia coli , anticodons, binding-oligonucleotides 166. 

Escherichia coli , codons-induced conformation changes, 
radiation (u.v.) absorbance 6662. 

Lupinus luteus seeds, base composition 759. 

photochemical cross-linking-rRNA 16S, Escherichia coli 
ribosomes 6752. 

role-cell division, L cells 6679. 

role-ethionine carcinogenesis, review 4600. 

yeasts, codon recognition 1878. 

tRNA (lysyl) synthetase, 

Bacillus stearothermophilus , purification/characterization 
1882. 

Escherichia coli , substrate specificity 182. 

tRNA Met, 

Asterina amurensis ovary, nucleotide sequence 6672. 

complex-Escherichia coli tRNA (methionyl) synthetase, 
cross-linking surface analysis 3461. 

Drosophila melanogaster , nucleotide sequence 2937. 

Escherichia coli , aminoacylation, comparison-tRNA fMet 
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4695. 

Escherichia coli , function, role-cytidine (N*-acetyl) 760. 

Lupinus cotyledons, aminoacylation during germination 
6685. ; 

oncornavirus (avian), nucleotide sequence/biological 
properties 2378. 

role-immunoglobulins light chains mRNA translation ZSil 

tRNA (methionyl), 

binding, ribosomes, cells, mammals, stimulation-sugars 
phosphorylation, mechanisms 2964. 

tRNA (methionyl) synthetase, 

Bacillus stearothermophilus /Escherichia coli , reaction 
mechanisms 5851. 

complex-tRNA (arginyl) synthetase/LRNA (leucyl) 
synthetase/tRNA (phenylalanyl) synthetase, occurrence- 
wheat germ 5332. 

Escherichaa coli , chiracterization 4086. 

Escherichia coli , a-aminophosphonous acids substrate 
specificity 778. 

Escherichia coli , complextRNA Met, cross-linking surface 
analysis 3461. 

Escherichia coli , inactivation-cobalt-ATP complex 5334. 

Escherichia coli , inactivation-periodate treated tRNA fMet 
5852. 

Escherichia coli , inhibition-aminoalyl adenylates 771. 

Lupinus luteus seeds, purification/properties 2392. 

Saccharomyces cerevisiae , mitochondria/cytoplasm, 
isoenzymes genes 4694. 

sheep liver, purification characterization 772. 

sheep mammary gland, purification/characterization 773. 

tRNA methyltransferase, 

activity, liver, rats, induction-hepatocarcinogens 1405. 

activity, WI-38 cells, proliferation stimulation, effects on 
4690. 

chromatography (affinity) 768. 


Escherichia coli , inhibition-Apis mellifera pheromones 5838. 


liver, mice, cytidine (5-aza), effects on 5768. 

liver, mice, cytidine (5-fluoro), effects on 5292. 
mechanisms/function 4687. 

mechanisms, use-immobilized tRNA 3457. 
methylation-Escherichia coli /yeasts tRNA 748. 
review 4011. 

Rana pipiens liver, activity during development 4688. 


Salmonella typhimurium , purification/characterization 2385. 


Thermus flavus , activity 5327. 

tRNA nucleotidyltransferase, 

liver, rabbits, kinetics 782. 

liver, rabbits, stimulation-tRNA fragments 4700. 

use-tRNA precursors synthesis 140. 

yeasts, inactivation-alkylated cytidine (2-thio)-containing 
tRNA Phe 6700. 

tRNA (peptidy!), 

accumulation, Escherichia coli , association-cell death 4685. 

binding sites, ribosomes, Escherichia coli , codons 
anticodons interaction 5909. 

isolation-vesicular stomatitis virus-infected HeLa cells 6657. 

polyribosomes, liver, rats, N-terminus acetylation 4740. 

tRNA Phe, 

alkylated cytidine (2-thio)-containing, inactivation-yeasts 
tRNA nucleotidyltransferase 6700. 

eae subtilis , aminoacylation, inhibition-ochratoxin A 

base Y-lacking, biosynthesis, Vero cells, methionine 
starvation 175. 

binding-Escherichia coli ribosomal subunit 30S 821. 

binding-ribosomal subunit 308, centrifugation speed during 
subunits separation, effects on 1447, 


binding-ribosomes, mice, stimulation-thallium acetate 1174. 

codon-specific interaction-ribosomes, liver, rats 51 6. 

conformation, Escherichia coli tRNA (phenylalany!) 
synthetase binding, effects on 5853. ; 

Escherichia coli , chemical modification-uridine (3-(3-amino3- 
carboxypropy])), function, effects on 6664. 

Escherichia coli , nucleoside X derivatives, synthesis 3374. 

Escherichia coli, thermal unfolding 1393. 

Hordeum , primary structure, comparison-wheat germ 4684. 

liver, rats, isolation-modified nucleoside Y bases 3453. 

nucleotide sequence, recognition-Escherichia coli tRNA 
(phenylalanyl) synthetase 3462. 

Phaseolus vulgaris , chloroplasts/cytoplasm/mitochondria, 
characterization/aminoacylation 2938. 

Saccharomyces cerevisiae mitochondria, nucleotide 
sequence 2935. 

Saccharomyces cerevisiae , Y base. synthesis 674. 

Saccharomyces cerevisiae mitochondria, nucleotide 
sequence 1876. 

N-terminus substituted-2-nitro-4-azidobenzoic acid, 
photoaffinity labelling-ribosomes peptidyltransferase regions 
5883. 

Tinca titica oocytes, absence-Y base 5829. 

tumours-associated, occurrence-mice/rats 5319. 

Vero cells, Y base, lysine incorporation 4679. 

wheat germ, nucleotide sequence, light, effects on 6673. 

yeast, structure 173. 7 

yeasts, anticodon loop conformation, use-fluorescent probes 
3450. 

yeasts, anticodons, binding-oligonucleotides 166. 

yeasts, backbone structure, n.m.r. 6670. 

yeasts, binding-ethidium bromide, characterization 167. 

yeasts, hydrogen bonds 5827. 

yeasts, interaction-1-fluoro-2,4-dinitrobenzene, adenosine 
specificity 1873. 

yeasts, methylation-Phaseolus vulgaris enzymes 4081. 

yeasts, n.m.r. 1877. 

yeasts, nucleotides, conformation, cluster analysis 174. 

yeasts, protons exchange, n.m.r. 6667. 

yeasts, residues helix parameters evaluation 6668. 

yeasts, structure, n.m.r., aminoacylation/Y base removal/ 
codons-anticodons interaction, effects on 6666. 

yeasts, structure, X-ray diffraction 756, 757, 758. 

yeasts, tertiary structure, n.m.r. 6671. 


. tRNA (phenylalany)l), 


binding, protein biosynthesis, hamsters, muscular dystrophy, 
effects on 4127. 

binding-Artemia salina elongation factor 1, role-guanine 
nucleotides 3507. 

N-chlorambucilyl, modification-Escherichia coli tRNA 
(phenylalanyl) synthetase subunits 4087. 

N-chlorambucilyl derivatives, modification-Escherichia coli 
tRNA (phenylalany!) synthetase tRNA recognition sites 
1410. 

complex-Escherichia coli ribosomes, heterogeneity 1173. 

formation-tRNA (phenylalany]) synthetase, mechanisms, 
yeasts 1413. 

interaction-Escherichia coli tRNA (phenylalany!) synthetase 
5335: 

tRNA (phenylalanyl!) synthetase, 

activity, Escherichia coli , 2,4-pentanedione, effects on 775. 

complex-tRNA (arginyl) synthetase/tRNA (leucy]) 
synthetase/tRNA (metiiony!) synthetase, occurrence-wheat 
germ 5332. 

Escherichia coli , binding-tRNA Phe, effects on 
conformation 5853. 
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ae coli , catalytic properties, magnesium, effects on 

Escherichia coli , inhibition-aminoalyl adenylates 771. 

Escherichia coli , interaction-phenylalanine + adenylate 
analogues 1411. 

Escherichia coli , interaction-tRNA (phenylalanyl) 5335. 

gpa ase coli , recognition-tRNA Phe nucleotide sequence 

462. 

Escherichia coli , tRNA recognition sites, modification- 
tRNA (phenylalanyl) N-chlorambucilyl derivatives 1410. 

Escherichia coli , subunits, modification-N-chlorambucilyl- 
tRNA (phenylalanyi) 4087. 

Euglena gracilis , cycioheximide, effects on 1412. 

overproduction, Escherichia coli mutants 4088. 

yeast, substrate specificity 182, 183. 

yeasts, chromatography (salting out) 2391. 

yeasts, histidine residues, properties 774. 

yeasts, tRNA (phenylalanyl} formation, mechanisms 1413. 

yeasts, tRNA recognition 776. 

tRNA Pro, 

Moloney leukaemia virus, interaction-genomes RNA, DNA 
biosynthesis initiation 7116. 

tRNA Ser, 

biosynthesis, liver, roosters, during vitellogenin induction 
3445. 


Saccharomyces cerevisiae , anticodon mutations, relationship- 


suppressor mutations 176. 

suppressors, Schizosaccharomyces pombe , nucleotide 
sequence 5828. 

suppressors, Schizosaccharomyces pombe mutants, 
characterization 3443. 

tRNA (seryl) synthetase, 

Bacillus stearothermophilus , purification/characterization 
1882. 

intermediates, Lupinus luteus , characterization 4089. 

levels, Escherichia coli temperature-sensitive mutant 4085. 

_ tRNA Thr, 

genes, mapping, Saccharomyces cerevisiae mitochondria 
DNA 4356. 

tRNA (threonyl) synthetase, 

overproduction, Escherichia coli mutants 4088. 

er aeiaie s carlsbergensis , purification/characterization 
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tRNA Trp, 

effects on pyridoxal-S’-phosphate inhibition-avian 
myeloblastosis virus DNA polymerase (RNA-dependent) 
5834. 

Escherichia coli , suppressors activity, cross-linking, effects 
on 6676. 

genes, containing, DNA, Escherichia coli , structure 4966. 

isomers, Escherichia coli /yeasts, activation 6681. 

liver, cattle, binding-RNA 35S, avian myeloblastosis virus, 
role-DNA polymerase (RNA-dependent) 7381. 

role-primers, avian sarcoma virus DNA polymerase (RNA- 
dependent), structure requirement 4080. 

temperature-sensitive, Escherichia coli , purification/ 
sequence 6665. 

yeasts, complex-cattle tRNA (tryptophanyl) synthetase, 
alkylation 2374. 

tRNA (tryptophany)), 

replication defective avian sarcoma virus, binding-DNA 
polymerase (RNA-dependent) 2208. 

tRNA (tryptophanyl) synthetase, 

activity, tryptophan, effects on 5854. 

cattle, complex-yeasts tRNA Trp, alkylation 2374. 

characterization following denaturation 6695. 

Escherichia coli , chromatography (affinity) 6694. 


pancreas, cattle, binding-tryptophan 6693. 

pancreas, cattle, chemical properties 2394. 

pancreas, cattle, nucleotides binding sites modification 4696. 

reacion mechanisms 3463. 

tRNA Tyr, 

chromatography (affinity) 4073. 

Escherichia coli , crystallization 1394. 

genes, cloned, yeasts, transcription/processing, Xenopus 
laevis oocytes 4831. 

genes, deletion, Saccharomyces cerevisiae 5511. 

genes, Escherichia coli , nucleotide sequence 1020. 

genes, structure/organization, Escherichia coli 
chromosomes 4342. 

genes, yeasts, cloning-phage A 3877. 

genes clusters, Escherichia coli , structure organization 4968. 

Neurospora crassa mitochondria, nucleotide sequence 3449. 

osmium-labelled, yeasts, preparation, methodology 6659. 

precursor, yeast, structure/processing 172, 1396. 

suppressors, genes, DNA, enzymatic synthesis 5817. 

suppressors, genes, promoters regions, synthesis 5816. 

suppressors, genes, promoters regions 
digodeoxyribonucleotides, synthesis 5792. 

suppressors, genes, termini regions 
oligodeoxyribonucleotides, synthesis 5793. 

suppressors, synthetic genes, cloned, transcription/biological, 
activity 5990. 

suppressors, synthetic genes, transcription 5989. 

tissues/cell lines, melanoma, relationship-melanin 
biosynthesis 4686. 

tRNA (tyrosyl), 

iodine-125-labelled, incorporation, protein biosynthesis, cell- 
free system 185. 

tRNA (tyrosyl) synthetase, 

binding-AMP (tyrosinyl) 4697. 

liver, rats, purification/characterization 777. 

yeast, substrate specificity 183. 

tRNA (uracil-5-)-methyltransferase, 

Escherichia coli , methylation-tobacco mosaic virus tRNA 
2384. 

tRNA Val, 

anticodons, efficiency-valine codons reading 5832. 

characterization, Hordeum vulgare 1399. 

Drosophila melanogaster , purification/characterization 747. 

Escherichia coli , complex-tRNA(valyl) synthetase, size 6696. 

genes, Drosophila melanogaster chromosomes, localization/ 
characterization 5227. 

genes, yeasts, 5'-terminus fragments, synthesis 5796. 

interaction-yeasts tRNA (valyl) synthetase, 
ultracentrifugation 4699. 

liver, rabbits, tertiary structure 2381. 

methylation, Phaseolus vulgaris cytoplasm/chloroplasts/ 
mitochondria 2386. 

yeast, tetranucleoside triphosphate/pentanucleotides, 
synthesis 163. 

tRNA (valyl), 

deacylation, inhibition-AMP 2/(3’)-aminophosphonic esters 
1879. 

role-protein degradation, Escherichia coli 761. 

tRNA (valyl) synthetase, 

activity, muscles, rabbits, insulin, effects on 2389. 

Bacillus stearcthermophilus , purification/characterization 
1882. 

Bacillus stearothermophilus /Escherichia coli , reaction 
mechanisms 5856. 

Bacillus subtilis , characterization 1400. 

brain, embryos, chickens, radiation (7), effects on 3465. 

Escherichia coli , complex-tRNA Val, size 6696. 
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Escherichia coli . fluorescence polarization 4698. 

Escherichia coli , a-aminophosphonous acids substrate 
specificity 778. 

Escherichia coli , inhibition-aminoacy! adenylates 
phosphonate analogues 779. 

Escherichia coli . inhibition-aminoalyl adenylates 771. 

Escherichia coli , role-ilvEDA operon attenuation 1407. 

Escherichia coli , substrate specificity 6698. 

Euglena gracilis , purification/characterization 5336. 

intermediates, Lupinus luteus , characterization 4089. 

lupins, reaction mechanisms 3464. 

mutants, CHO cells 1884. 

Mycobacterium smegmatis , purification/properties 6697. 

Tetrahymena pyriformis , comparison-mitochondria/ 
cytoplasm 4090. 

yeast, substrate specificity 183. 

yeasts, interaction-tRNA 5855. 

yeasts, interaction-tRNA Val, ultracentrifugation 4699. 

yeasts, substrates binding/tRNA, effects on 6699. 

yeasts, tRNA recognition 776. 

RNases, see Ribonucleases, 

Rosa, 

mRNA/rRNA biosynthesis during growth 4842. 

Rotavirus (bovine), 

genomes RNA, comparison-rotavirus (simian)/rotavirus 
(human), electrophoresis 5958. 

RNA, transcription/translation-rabbits reticulocyte lysate 
6822. 

Rotavirus (human), 

genomes RNA, comparison-rotavirus (simian)/rotavirus 
(bovine), electrophoresis 5958. 

Rotavirus (simian), 

genomes RNA, comparison-rotavirus (human)/rotavirus 
(bovine), electrophoresis 5958. 

Rous-associated virus, 

chickens, recombination-avian myelocytomatosis virus, 
genomes nucleotide sequence analysis 6358. 

genomes expression/chromosomes subunits conformation, 
regulation 1129. 

Rous-associated virus 2, 

envelopes glycoproteins, RNA, mRNA activity 3637. 

Rous sarcoma, 

hamsters, Rous sarcoma virus-specific DNA sequence, 
hybridization analysis 6257. 

Rous sarcoma virus, 

associated proviruses, integration-embryo fibroblasts, 
chickens 2758. 

closed circular DNA, characterization 3747. 

deletion mutant, DNA, characterization 7057. 

DNA, transfection-embryo fibroblasts, chickens, 
mechanisms 1130. 

DNA-binding protein, endodeoxyribonuclease activity 1289. 

DNA biosynthesis, infected chickens cells, kinetics 3143. 

DNA polymerase (RNA-dependent), DNA biosynthesis in 
vitro 2806. 

Rapes ets (RNA-dependent), inhibition-disulfiram 

DNA polymerase (RNA-dependent)-deficient/positive, 
RNA, characterization 3543. 

DNA polymerase (RNA-dependent)/ribonuclease H, N- 
methyl isatin B-thiosemicarbazone-copper complex, effects 
on 1738. 

genomes, complementary DNA biosynthesis 6277. 

genomes expression/chromosomes subunits conformation, 
regulation 1129. 

genomes RNA deficient mutants, characterization 2460. 

infected fibroblasts, embryos, chickens, decrease-procollagen 


biosynthesis, kinetics, relationship-mRNA 5859. 

pol gene, role-recombination 3867. ee. 

replication/transformation-embryo cells, chickens, inhibition- 
adenosine (3-deaza) 2334. 

RNA, analysis-Aspergillus oryzae nuclease $1/ribonuclease 
T1/Escherichia coli ribonuclease III ribonuclease IV 2459. 

RNA, characterization, Microtus agrestis transformed/ 
revertant cells 3542. 

RNA, isolation-infected cells, methodology 5933. 

RNA, nucleotide sequence, comparison-endogenous/ 
exogenous 2458. 

RNA, ribosomes binding sites, coding-gag gene products N- 
terminus 3544. 

RNA biosynthesis, RNA polymerase products, heterogeneity 
862. 

RNA/DNA polymerase (RNA-dependent), isonicotinic acid 
hydrazide-copper complex, effects on 5640. 

RNA segments, isolation/characterization 5380. 

RNA 35S termini, polydeoxyribonucleotides, synthesis 4058. 

specific DNA sequence, Rous sarcoma, hamsters, 
hybridization analysis 6257. 

specific RNA sequence, recovery-Rous sarcoma virus 
deleticn mutant induced tumours 4142. 

sre gene, activation, induction-DNA biosynthesis, myotubes, 
embryos, chickens 1646. 

src gene proteins characterization 1532. 

transfer-ducks cells DNA sequences, 3T3 cells 1140. 

transformation defective mutant, genomes RNA size 5959. 

transformation defective mutant, induced tumours, avian 
sarcoma virus isolation, RNA sequence, comparison-Rous 
sarcoma virus 3107. 

transformation-rats cell lines, biosynthesis-single-stranded 
DNA DNA-binding protein 7465. 

transformation temperature-sensitive mutant, gnomes RNA, 
characterization 3746. 

transformed BHK-21 cells, proviruses DNA, infectivity 3868. 

transformed embryo fibroblasts, chickens, collagen mRNA 
biosynthesis 899. 

transformed embryo fibroblasts, chickens, tRNA 
methylation, inhibition-adenosine (5-deoxy-5'-S-isobuty]) 
2376. 

transformed fibroblasts, chickens/mice, RNA biosynthesis, 
dimethy!-10,12-benz(a)acridine, effects on 6908. 

transformed fibroblasts, rats, DNA replication, regulation- 
serum 7212. 

transformed mammalian cells, virus-specific RNA, 
nucleotide sequence 2991. 

Rubella virus, 

replication, 17f-oestradiol, effects on 2502. 


S phase, 

HeLa cells, RNA 5S genes replication 423. 

rates, relationship-RNA content, lymphocytes 3189. 

Saccharomyces, 

mitochondria DNA, rRNA 21S cistrons, mapping/ 
localization 4350. 

mitochondria DNA, rRNA 21S regions, genetic markers, 
location 4352. 
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Saccharomyces, (continued) 

petite mutant, mitochondria DNA, rRNA 21S regions, 
mapping/organization 4351. 

plasmids DNA, in vitro replication 4371. 

Saccharomyces carlsbergensis, 

mitochondria, DNA, nucleotide sequence 3118. 

phosphorylated ribosomal proteins, characterization 816. 

ribosomal proteins, methylation 811. 

tRNA (threony!) synthetase, purification/characterization 
1885. 

rRNA gene organization 1042. 

tRNA 37S precursors, characterization 4180. 

Saccharomyces cerevisiae, 

adenosinetriphosphatase complex, subunits, structural gene, 
DNA, mitochondria, nucleotide sequence 4357. 

amber mutant genes, cloning, suppression-Escherichia coli , 
role tRNA 6369. 

antisuppressor mutant, adenosine (isopentenyl) deficient 
tRNA 1395. 

apurinic-site-specific endonuclease, purification/ 
characterization 1163. 

catalase mRNA, translation-cell-free system 5433. 

cde mutant, effects on radiation (u.v.)-induced genes 
mutagenesis 7150. 

cell cycle mutants, DNA biosynthesis 3178. 

cell cycle mutants, DNA ligase activity 3276. 

cell division mutants, DNA biosynthesis/meiosis 3828. 

cell-free system, activity-mRNA translation, preparation/ 
characterization 5340. 

cell-free system, initiation/elongation/termination reaction, 
analysis 5341. 

chromatin/nuclei, transcription, specificity-RNA polymerase 
I/RNA polymerase III 3255. 

chromatin structure, relationship-proteins content 3967. 

chromosome XII, location-rRNA gene 6513. 

chromosomes DNA, analysis-termini cross-linking 5512. 

chromosomes DNA fragments, isolation/characterization, 
use-leu2 gene containing plasmids 6951. 

circular mitochondrial DNA, resolution, electrophoresis 
1041. 

cloning-plasmid pPMB9 derivatives, Escherichia coli 5112. 

ColE1, arg gene containing, transformation-Saccharomyces 
cerevisiae arg mutant 7247. 

DNA, Escherichia coli RNA polymerase binding sites, 
mapping 7075. 

DNA, y-fraction, segregation, meiosis 319. 

DNA, mitochondria, incorporation-radioactively labelled 
adenosine (deoxy) 104. 

DNA, pyrimidine dimers, role-mutagenesis 5552. 

DNA biosynthesis, association-cell cycle 1064. 

DNA biosynthesis, mechanisms 2684. 

DNA biosynthesis/RNA biosynthesis/protein biosynthesis 
rate, during cell cycle 1065. 

DNA biosynthesis/RNA biosynthesis/protein biosynthesis, 
inhibition-basic amino acids 1083. 

DNA content, autolysis, effects on 4260. 

DNA ligase defective mutant, DNA repair 4399. 

DNA mitochondria, restriction endonuclease mapping 4354. 

DNA repair, anthramycin/tomayomycin/sibiromycin- 
induced, mechanisms 3157. 

DNA repair, radiation (X) induced double-stranded 
breakage, mechanisms 4398. 

DNA repair, single-stranded breakage, formaldehyde- 
induced 1082. 

double-stranded RNA, electron microscopy mapping 250. 


double-stranded RNA, homology-DNA 2468. 

double-stranded RNA, molecular weight determination 1487. 

double-stranded RNA, relationship-virus-like particles 3515. 

endonuclease a, activity-radiation (u.v.)-treated phage T7 
DNA 2767. 

exoribonuclease, characterization 6390. 

galactokinase mRNA, purification, methodology 4764. 

galactose, gene expression 2912, 3028. 

galactose-induced cloned DNA sequence, isolation 3662. 

glyceraldehyde-phosphate dehydrogenase/enolase/ 
phosphoglycerate kinase mRNA, isolation/identification 
1929. 

glyceraldehyde phosphate dehydrogenase genes, isolation/ 
characterization 6220. 

histonés, isolation/conservation 1249. 

histones-bound plasmids DNA, isolation/characterization 
6933. 

his4 gene products purification/characterization 7277. 

isoaccepting tRNA Ala, occurrence/variability 4074. 

iso-1-cytochrome c genes, nucleotide sequence 4983. 

killer factors, review 6553. 

killer plasmids double-stranded RNA replication, 
requirement-spermine/spermidine 283. 

methy! methanesulphonate-induced breakage, DNA repair 
25538 

mitochondria, deoxyribonuclease, activation-ethidium 
bromide, mechanisms 3232. 

mitochondria, deoxyribonuclease, purification/ 
characterization 3231. 

mitochondria, DNA. genes conversion, asymmetry 3876. 

mitochondria, DNA, guanosine + cytidine-rich regions, 
nucleotide sequence homology 3763. 

mitochondria, DNA, mapping-rRNA/tRNA genes/antibiotic 
resistance loci 2080. 

mitochondria, DNA, nucleotide sequence 3118. 

mitochondria, DNA, restriction endonuclease mapping 2081. 

mitochondria, DNA, tRNA genes, mapping 4982. 

mitochondria, DNA, tRNA Thr genes, mapping 4356. 

mitochondria, DNA, transcription 6815. 

mitochondria, DNA, tryptophan codons sequence 7278. 

mitochondria, genomes, mapping, review 7. 

mitochondria, purine (2,6-diamino) mutagenicity/effects on 
protein biosynthesis 6574. 

mitochondria, ribosomes, paromomycin/neomycin resistance 
mutation, characterization 6746. 

mitochondria, tRNA (Phe), nucleotide sequence 2935. 

mitochondria, tRNA Cys/tRNA His genes, nucleotide 
sequence 7076. 

mitochondria, tRNA Phe, nucleotide sequence 1876. 

mitochondria, rRNA 23S genes, insertion sequences, 
characterization 5514. 

mitochondria DNA, adenosinetriphosphatase genes, 
nucleotide sequence 3119. 

mitochondria DNA, mapping, comparison-strains 4355. 

mitochondria DNA, restriction endonuclease fragments, 
cloning-Escherichia coli , use-plasmid pMB9 5605. 

mitochondria DNA-containing haploid strains, construction 
4464. 

mitochondria mutants, DNA, deletion mapping 5513. 

mutants, DNA metabolism 2723. 

mutants, rRNA biosynthesis 1970. 

mutants, rRNA maturation 4216. 

mutants, dTMP uptake 5789. 

nuclear mutations, effects on spontaneous mutations 
frequency, mitochondria DNA 5111. 

nuclei, DNA, containing, recombinants plasmids, cloning, 
Escherichia coli 2746. 
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Saccharomyces cerevisiae, (continued) 

orotidie-5’-phosphate decarboxylase MRNA, transcription 
regulation 2999. 

petite mutant, mitochondria DNA nucleotide sequence, 
adenosinetriphosphatase genes localization 6219. 

petite mutant, mitochondria DNA structure/organization, 
review 4589. 

petite mutant/grande mutant, mitochondria, DNA, 
heterogeneity 6221. 

pet18 gene, mitochondria DNA/killer factor maintenance 
1697. 

plasmid Scpl, transcription/translation products, mapping 
4771. 

plasmids DNA recombination intermediates, occurrence 
during meiosis 7074. 

polyribosomes, poly (A)-containing mRNA 2415. 

polyribosomes, poly (A)-containing MRNA, size 5974. 

protein biosynthesis, elongation rates/ribosomes activity, 
relationship-growth rate 4702. 

protein biosynthesis/meiosis, inhibition-ammonia 789. 

radiation (u.v.), mutagenesis 3679. 

radiation (u.v.) mutagenesis, initiation 2707. 

radiation (u.v.)/nitrous acid induced DNA repair, 
mechanisms 1657. 

radiosensitive mutants, combination-8-methoxypsoralen + 
light, DNA repair 2111. 

regulation-RNA biosynthesis during cell cycle 4217. 

repetitive DNA, transposition 4984. 

respiratory adaptation, radiation (u.v.) sensitivity 1656. 

ribosomal protein 44, amino acid sequence determination 
5880. 

ribosomal proteins biosynthesis during cell cycle 3467. 

ribosomal subunit 40S, ribosomal proteins methylation 1434. 

mRNA, half-life 4181, 4182. 

tRNA (methionyl) synthetase, mitochondria/cytoplasm, 
isoenzymes genes 4694. 

mRNA, poly (A) structure 5973. 

rRNA biosynthesis, methionine analogues, effects on 3015. 

RNA biosynthesis, regulation-cell cycle 1969. 

RNA biosynthesis, relationship-cell walls formation 4218. 

tRNA biosynthesis/protein biosynthesis, amino acids 
deprivation, effects on 4832. 

rRNA gene, divergent transcription 1138. 

tRNA gene, mapping, electron microscopy, methodology 
1043. 

rRNA gene, sequence arrangement 1031. 

rRNA gene repeat unit, cloning-phage A vectors 1139. 

rRNA gene spacer, nucleotide sequence 1614. 

tRNA genes, localization-chromosome XII 3325. 

tRNA Leu, purification/properties/nucleotide sequence 
determination 4682. 

rRNA maturation-defective mutants, isolation/ 
characterization 6862. 

tRNA Phe Y base, synthesis 674. 

RNA polymerase II, transcription-DNA-histones complex 
1728. 

tRNA precursors, characterization/identification-rRNA gene 
primary transcripts 3555. 

tRNA Ser, anticodon mutations, relationship-suppressor 
mutations 176. 

tRNA Tyr genes, deletion 5511. 

RNA 18S genes, nucleotide sequence 2654. 

tRNA 5-8S-ribosomes interaction 810. 
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RNA 5S. ribosomal proteins binding sites, characterization 


6798. 
rRNA‘SS, structure, nuclease S1 use-probes 4789. 


rRNA-associated ribosomal proteins, identification 3484. 

serine-insertion suppressors, characterization 4463. 

sporulation, ribonuclease I/ribonuclease II/ribonuclease Ill 
activity 1708. 

strains, RNA polymerase II deficient, isolation/ 
characterization 7351. 

tpi mutant, mitochondria DNA biosynthesis 4419. 

transformation-plasmid pMB9 3216. 

tryptophan synthetase gene expression, control-bacteria 
insertion sequence 2 3217. 

virus-like particles, double-stranded RNA biosynthesis, 
regulation 4821. 

Saguinus, 

tumours, induction-Herpesvirus saimiri/Herpesvirus ateles 
DNA 1679. 

Salivary gland, 

rats, chromatin, phosphorylation/proteins content, GMP 
(dibutyryl cyclic)/AMP (dibutyryl cyclic), effects on 2859. 

rats, histones/nonhistone proteins phosphorylation, 
stimulation-isoproterenol 2848. 

Salmo, 

DNA, purification, methodology 3650. 

testis, chromatin, distribution-acetylated histone H4 3946. 

testis, nuclease digestion, nucleosomes, characterization 5225. 

testis, nucleosomes, occurrence-high mobility group 
nonhistone proteins 5216. 

testis, nucleosomes, purification/characterization 1783. 

Salmo gairdnerii, 

chromatin, histone H4, association-template activity 1246. 

protamine mRNA, cloning-complementary DNA 7279. 

protamine mRNA, coding/non-coding regions, sequence 
divergence 7084. 

tRNA SS nucleotide sequence, chromatography (high 
performance liquid) 878. 

testis, protamine genes, number/frequency 3054. 

testis, protamine mRNA, isolation/characterization 6916. 

Salmonella ordonez, 

antibiotic resistance determinants, translocation 5105. 

Salmonella typhi, 

antigenicity/virulence, yeasts RNA, effects on 6897. 

Salmonella typhimurium, 

aflatoxin B1 mutagenesis/DNA binding/adducts formation 
4270. 

chromosomes replication origin, gene mapping 5602. 

DNA, binding-Glycine max cells, autoradiography 3201. 

DNA binding-ethidium azide analogues, ethidium bromide 
competition 5458. 

DNA-defective mutant, DNA biosynthesis, control-phage 
P22 transduction particles 5543. 

DNA replication origin, containing, plasmids, isolation/ 
restriction endonuclease mapping 7070. 

hisT mutant, uridine (pseudo)-containing tRNA (aminoacy)), 
role-regulation 5836. 

histidine operon control region, nucleotide sequence 1032. 

histidine operon DNA, cloning-phage M13 7276. 

hisU mutant, RNA biosynthesis control during nutritional 
shifts 6856. 

infection-phage P22, spermidine, effects on, DNA 
biosynthesis inhibition 1642. 

linkage maps, review 2896. 

N-methylcarbamate derivatives, mutagenesis 973. 
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Salmonella typhimurium, (continued) 

mutagenesis, mechanisms, review 2885. 

phagocytosis, bactericidal activity, determination-DNA 
release 3197. 

pseudouridylate synthetase I, isolation/purification 2940. 

pyr gene expression, role-purines 6573. 

recombination, R factor R46/plasmid pK M101, effects on 
3206. 

tRNA methyltransferase, purification/characterization 2385. 

RNA polymerase temperature-sensitive mutant, isolation/ 
detection 7340. 

temperature-sensitive mutant, phage P22 DNA replication/ 
maturation 5539. 

transposons insertion, mechanisms 2766. 

San Miguel sealion virus, 

RNA, fractionation, absence-5’-terminus caps 5934. 

Sarcoma, 

ascites cells, mice, actin mRNA. translation efficiency/ 
stability 6078. 

mice, rRNA 5S/rRNA 18S, hybridization-Hordeum 
embryos 1496. 

Sarcoma viruses, 

genomes, structure, review 4606. 

Sarkosyl, 

effects on rRNA precursor biosynthesis, Novikoff hepatoma 
nucleoli 2521. 

Satellite DNA, 

see also DNA 

African green monkeys cells, organization, use-restriction 
endonuclease/cloning 6246. 

Apodemus sylvaticus /Apodemus flavicollis , restriction 
endonuclease mapping, comparison 6238. 

arrangement, human chromosomes 3782. 

biosynthesis, absence during prophase, spermatocytes, mice/ 
human 3798. 

Bungarus fasciatus /Eluphe radiata , W chromosome- 
associated, condensed, behaviour 3976. 

calf thymus, repetitive sequence organization 1053. 

calf thymus, restriction endonuclease EcoRI/restriction 
endonuclease Alul fragments, nucleotide sequence 1626. 

compaction, heterochromatin, relationship-histone H1 
phosphorylation, Drosophila virilis 6489. 

Cucumis sativus /Raphanus sativus , isolation/ 
characterization 5008. 

distribution-Drosophila melanogaster 948. 

Drosophila melanogaster chromatin, satellite DNA-adjacent 
copia gene 1620. 

Drosophila virilis , isolation/characterization 7085. 

Equus przewalskii , purification/characterization 5529. 

eukaryotes, evolution 658. 

goats/sheep, comparison 3781. 

‘ high molecular weight, Lytechinus variegatus spermatozoa, 
isolation 955. 

Hordeum vulgare /Triticum aestivum , denaturation/ 
reassociation properties 416. 

human, distribution-Pan troglodytes /Gorilla gorilla beringei 
/man, comparison-rRNA gene distribution, Pongo pygmaeus 
/Gorilla grilla gorilla 3055. 

human, fragments, cloning/chromosomes distribution 7097. 

hybridization-human leukaemia (acute) chromosomes 1790. 

L cells, nucleotide sequence determination, use-phage T4 
endonuclease IV 2092. 

localization-Drosophila nasutoides metaphase chromosomes 
3975. 

Lytechinus variegatus sperm, characterization 397, 1617. 

mice, base composition 408. 

mice, denaturation during chromatin melting 3130. 


mice, nucleotide sequence/evolution 405. 

Physarum polycephalum , rRNA gene, characterization 6214. 

replication, fibroblasts mice, bleomycin, effects on 2115. 

replication, kinetics, 3T3 cells synchronous culture 5071. 

Satellite RNA, 

satellite tobacco necrosis virus/cucumber mosaic virus, 
stability in vitro/in vivo 4783. 

Satellite tobacco necrosis virus, 

RNA, capping, mRNA properties, effects on 4853. 

RNA, 5’/-terminus nucleotide sequence 4784. 

satellite RNA, stability in vitro/in vivo 4783. 

Sauromatum guttatum, 

isolation-high molecular weight rRNA 3516. 

SA12 virus, 

genomes DNA, sequence homology-SV40/stump-tailed 
macaque virus 5503. 

Scenedesmus, 

bacterial DNA, uptake/fate 1115. 

Schistosoma mansoni, 

DNA biosynthesis/RNA biosynthesis, hycanthone, effects 
on 2129. 

Schizophyllum, 

endonuclease, DNA cutting during meiosis 7302. 

Schizophyllum commune, 

genomes DNA, characterization 7077. 

radiation (u.v.) damage, DNA repair 1084. 

Schizosaccharomyces pombe, 

circular DNA, characterization 5515. 

DNA replication, initiation control 6322. 

drug resistance mutants, ribosomes, characterization 2427. 

mitochondria, DNA, structure, electron microscopy 2655. 

mutants, tRNA Ser suppressors, characterization 3443. 

radiation (u.v.), survival/mutagenesis, role-caffeine-sensitive 
DNA repair 3158. 

mRNA biosynthesis, during cell cycle 3618. 

tRNA genes, transcription-Xenopus laevis germinal vesicle 
extracts 749. 

tRNA Glu, nucleotide sequence 4683. 

rRNA/mRNA biosynthesis, patterns, during cell cycle 3617. 

suppressors tRNA Leu, identification/nucleotide sequence 
5322. 

suppressors tRNA Ser, nucleotide sequence 5828. 

synergism interaction-radiation (u.v.) + radiation (y), DNA 
repair 2112. 

Sciara coprophila, 

tRNA gene repeated unit, homogeneity 6231. 

Sciatic nerve, 

rats, RNA 4S transport 4848. 

Scilla sibirica, 

nuclei/chromosomes, localization-nuclei fold-back sequence 
1280. 

Sclerotinia sclerotiorum, 

DNA/RNA/nucleotides content during growth, phosphorus, 
effe332 7194. 

Scrapie agent, 

hamsters, detection-low molecular weight DNA 5411. 

occurrence-DNA 3052. 

Sea urchins, 

see also various species 

development, RNA biosynthesis patterns 261. 

DNA polymerase a-associated RNA polymerase, 
characterization 524. 

DNA unwinding protein activity, development/cell cycle 
1293. 

eggs, DNA biosynthesis/protein biosynthesis, artificial 
activation, effects on 5060. 

embryos, low molecular weight RNA metabolism 4808. 
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Sea urchins,(continued) 
embryos, RNA biosynthesis, benzo(a)pyrene/hydrocortisone/ 


corticosterone/ethidium bromide/actinomycin D/papaverine, 


effects on 6867. 

embryos, mRNA sequences, expression-RNA, adults 304. 

histones, electrophoresis 1248. 

mitochondria, RNA, degradation, ionophore A 23187, 
effects on 4229. 

ribonucleoprotein (messenger), translation-cell-free system 
3293. 

RNA (heterogeneous nuclear), 5’-terminus capping during 
embryos development 4809. 

Secale, 

DNA, sequence organization 1059. 

Secale cereale, 

embryos, ribonucleoprotein (messenger) biosynthesis during 
development 5197. 

genomes complexity, comparison-Triticum durum /Triticale 
7104. 

heterochromatin, localization-repetitive DNA 3960. 

leaves, growth, cytokinins, effects on 718. 

nuclei/chromosomes, localization-nuclei fold-back sequence 
1280. 

ribonucleoprotein (messenger), sedimentation properties 591. 

Secretin, 

effects on DNA biosynthesis, colon, rats 4393. 

Seminal vesicle, 

rats, MRNA biosynthesis/protein biosynthesis, testosterone, 
effects on 274. 

Semliki Forest virus, 

defective-interfering particles, production/characterization, 
embryo fibroblasts, chickens/mammalian cells 896. 

defective-interfering particles RNA, characterization, cloned 
Aedes albopictus cells 4171. 

nucleocapsids assembly, embryo fibroblasts, chickens 1756. 

replication, ricin-resistant L cells, mice 2498. 

mRNA, glycoproteins, translation, mechanisms 5430. 

Sendai virus, 

defective-interfering particles, genomes structure 2273. 

infected Ehrlich ascites tumour cells, ribonucleoproteins, 
occurrence/characterization 3290. 

nucleocapsids, metabolism/assembly 1798. 

nucleocapsids, ribonucleoproteins helix, topography 6466. 

mRNA, identification 836. 

Serine, 

effects on DNA biosynthesis, human bone marrow cells 459. 

Serratia marcescens, 

endonuclease, cleavage-thymus DNA, rats 2183. 

nuclease, immobilization 2772. 

prodigiosan, effects on DNA biosynthesis, rats, liver 453. 

tryptophan operon, nucleotide sequence 2644. 


Serum, 

effects on DNA biosynthesis, human testis adenoma/ 
adenocarcinoma 1677. 

effects on DNA biosynthesis, mammary gland epithelial cells, 
rats 2140. 

effects on RNA biosynthesis, embryos, mice 2506. 

human, DNA-binding properties 7480. 

regulation-tRNA (aspartyl), BHK cells/tumours 169. 


Sesquiterpene lactones, 

inhibition-DNA polymerase, tumours 1665. 

Sheep, 

chromosomes, repetitive DNA, characterization 2090. 

globin mRNA, accumulation/gene expression 916. 

B-haemoglobin mRNA sequences, assays during 
haemoglobin A-haemoglobin C switching 226. 


liver, tRNA (methiony!) synthetase, purification 
characterization 772. 

mammary gland, tRNA (methionyl) synthetase, purification/ 
characterization 773. _ 

pituitary, prolactin/growth hormone biosynthesis/mRNA 
translation, oestrogen, effects on 5862. 

pituitary cell culture, prolactin biosynthesis/preprolactin 
mRNA activity, 178-oestradiol, effects on 5863. 

satellite DNA, comparison-goats 3781. 

spermatogenesis, chromatin, transformation 2852. 

Shigella dysenteriae, 

tryptophan operon, nucleotide sequence 1610. 

Shigella flexneri, wae 

antibiotic resistance isolates, plasmids, characterization, 
electrophoresis 7245. 

Shigella sonnei, 

antibiotic resistance isolates, plasmids, characterization, 
electrophoresis 7245. 

DNA, adenine (N°-methyl) content 394. 

DNA methyltransferase, characterization 2814. 

phage DDVI, DNA methylase, guanine methylase, 
specificity/function 5169. 

Shigella stutzeri, 

DNA, adenine (N°-methyl) content 394. 

DNA methyltransferase, characterization 2814. 

Shope papilloma virus, 

genomes DNA, detection-benign/malignant tumours, rabbits 
6360. 

Showdomycin, 

C-nucleoside, halogen derivatives, synthesis 2913. 

C-nucleoside, synthesis, methodology 5750. 

Sibiromycin, 

binding-Escherichia coli/phage PM-2 linear/circular DNA, 
effects on density 4339. 

induced DNA repair, Saccharomyces cerevisiae , 
mechanisms 3157. 

interaction-chromatin, lymphadenosis cells, mice 7431. 

Silicon, 

substituted uracil/uridine (2'-deoxy), synthesis/properties 
6561. 

Silicon oxide, 

treated macrophages supernatants, effects on DNA/RNA 
metabolism, granuloma cells, rats 6316. 

Silk fibroin, 

genes, Bombyx mori DNA, mapping 399. 

Silver, 

effects on Escherichia coli DNA hydroxyapatite 
chromatography 328. 

Simian foamy virus 7, 

persistent infection, role-proviruses DNA, rabbits 2741. 

Simian sarcoma-leukaemia virus, 

specific RNA, detection-infected cells, use-hybridization 
4756. 

Simian sarcoma virus, 

DNA polymerase/DNA nucleotidylexotransferase, inhibition- 
pyrans 1202. 

Sinapis alba, 

apex, RNA biosynthesis, flowering transition, effects on 922. 


hypocotyls, polyribosomes loss, phytochromes, effects on 
1917. 


Sindbis virus, 

complementary DNA biosynthesis, use-avian myeloblastosis 
virus DNA polymerase (RNA-dependent) 546. 

defective-interfering particles, RNA, oligonucleotides 
mapping 3545. 

infected chickens cells, protein biosynthesis, sodium/ 
potassium concentration, effects on 6702. 
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Sindbis virus,(continued) 

production/cytopathogenesis, Aedes albopictus cells, 
inhibition-ribavirin 3399. 

replication, poly(I-C), effects on 1870. 

replication, ricin-resistant L cells, mice 2498. 

RNA, cytidine (5-methyl) residues, localization, in vitro 1477. 

RNA biosynthesis, Aedes albopictus cells, methionine 
deprivation, effects on 4192. 

RNA 2658, isolation, use-complementary DNA-cellulose 
chromatography 5370. 

RNA 42S/RNA 26S, ribosomes-protected fragments, 
characterization 5961. 

Sinefungin, 

inhibition-mRNA (guanine-7-)-methyltransferase/mRNA 
(nucleoside-2’-)-methyltransferase, Newcastle disease virus/ 
vaccinia virus 2218. 

Sipunculus nudus, 

erythrocytes, chromatin structure 5215. 

Sister chromatid exchange, 

analysis, foetal chromosomes, mice 6496. 

ascites tumour cells/spermatogonia, mice 6509. 

association-uridine (5-bromodeoxy)-induced dense double- 
stranded DNA, CHO cells 1631. 

Bloom’s syndrome fibroblasts, hybridization-normal 
fibroblasts, effects on 6502. 

CHO cells, anaesthetics, effects on 7453. 

CHO cells/human lymphocytes, ascorbic acid, effects on 
7451. 

cocultivation-Bloom’s syndrome/normal fibroblasts, effects 
on 1781. 

frequency, comparison-mice liver/bone marrow cells 1784. 

human, induction-acetaldehyde 3082. 

human fibroblasts, induction-mitomycin/ethyl 


methanesulphonate/N-acetoxy-2-acetylamino-fluorene, age, 


effects on 1780. 

human lymphocytes, chemicals-induced DNA damage 7448. 

human lymphocytes, cytidine (5-bromodeoxy), effects on 
7446. 

human Philadelphia chromosome-positive leukaemia cells 
1297. 

induction-12-O-tetradecanoylphorbol 13-acetate, 
relationship-carcinogenesis 3323. 

mitomycin C-induced, frequency, human lymphocytes 2262. 

mitomycin C-induced, mice/rats, age, effects on 1276. 

normal/abnormal human lymphoid cell lines, carcinogens/ 
mutagens, effects on 5051. 

radiation (u.v.) treated Micrococcus luteus , chloramphenicol, 
effects on 5038. 

radiation (X)-induced, C3H cells, mice, 12-O- 
tetradecanoylphorbol 13-acetate/ antipain/leupeptin, effects 
on 5226. 

role-uridine (5-bromodeoxy) incorporation, Chinese hamsters 
cells DNA 4045. 

use-DNA damage quantitation 7452. 

Sister chromatids, 

uridine (5-bromodeoxy)-containing, Chinese hamsters cells, 
staining 632. 

Skeletal muscle, 

embryos, chickens, RNA polymerase levels during 
differentiation 3893. 

rats, protein biosynthesis initiation, fasting, effects on 828. 

rats, ribonuclease II/ribonuclease I/deoxyribonuclease II 
activity, neurectomy, effects on 496. 

rats, ribosomal subunit 60S, phosphoprotein Ly, 
characterization 814. 

Skin, 

~ cells, mice, DNA, binding-polycyclic hydrocarbons 2583. 


human, DNA cross-links, electron microscopy 3786. 

Smallpox, 

infection, purines/pyrimidines derivatives, chemotherapy, 
review 3360. 

Smittia, 

eggs, radiation (u.v.)-treated, RNA photoreactivation 850. 

eggs, RNA, radiation (u.v.)-induced cross-linking-proteins 
7479. 

rRNA, characterization 1954. 

Snakes, 

venom, 5/-nucleotidase, substrates conformation 1216. 

Snowshoe hare virus, 

RNA, identification-nucleocapsid protein coding segments 
5422. 

wild type/temperature-sensitive mutant, complementary 
RNA biosynthesis 6823. 

Sodium, . 

concentration, effects on protein biosynthesis/RNA 
biosynthesis/DNA biosynthesis, Ehrlich ascites tumour cells 
4712. 

concentration, effects on protein biosynthesis, Sindbis virus- 
infected chickens cells 6702. 

Sodium bisulphite, 

effects on cytosine deamination, DNA repair, Escherichia 
coli 5033. 

interaction-phage SD DNA 365. 

interaction-uridine (5-halo), n.m.r. 4031. 

Sodium butyrate, 

effects on deacetylation-histones, HeLa cells 600. 

induction-gene expression, Friend erythroleukaemia cells 
5418. 

inhibition-histones acetyl groups turnover, Friend 
erythroleukaemic cells 1762. 

Sodium chloride, 

combination-radiation (y), inhibition-DNA repair/DNA 
degradation, Escherichia coli 2706. 

concentration, dependence, phage A DNA melting profiles 
6148. 

concentration, effects on histones oligomers equilibrium 5198. 

effects on Bacillus subtilis RNA polymerase transcription- 
phage SP82 DNA 3606. 

effects on nucleosomes cores particles structure 5667. 

effects on ribosomes distribution, Zea mays roots 5906. 

effects on SV40 chromosomes structure following 
reconstitution 7450. 

effects on yeasts tRNA conformations 6669. 

radiosensitization-Escherichia coli , mechanisms 2705. 

Sodium citrate, 

effects on exogenous deoxyribonuclease activity, Daucus 
carota protoplasts 2180. 

Sodium deoxycholate, 

combination-tetracycline, effects on DNA biosynthesis/RNA 
biosynthesis/protein biosynthesis, Vibrio (NAG) / 
Staphylococcus aureus /Echerichia coli 6320. 

Sodium dodecyl sulphate, 

inhibition-ribonuclease 491. 

Sodium fluoride, 

effects on DNA biosynthesis/protein biosynthesis, 
fibroblasts, mice 7213. 

Sodium pyrophosphate, 

inhibition-avian myelobastosis virus DNA polymerase (RNA- 
dependent) 1739. 

Sodium ribonucleate, 

effects on RNA biosynthesis, liver, rats 293. 

Solanum, 

tuber discs, RNA biosynthesis, aerobic incubation, effects on 
468. 
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Solanum tuberosum, 

tubers, development, nuclease/ DNA/RNA content OL Gh le 

tubers, RNA biosynthesis, characterization 3006. 

Somatotropin, 

effects on DNA biosynthesis, human benign breast tumours 
431. 

Sonchus yellow net virus, 

genomes RNA, sequence complementarity-sonchus yellow 
net virus infected Nicotiana ribosomes 6787. 

Spectroscopy (absorption), 

nucleotides binding-actinomycin D 120. 

Spectroscopy (fluorescence), 

DNA binding-7,12-dimethylbenz(a)anthracene 348. 

Spectroscopy (i.r.), 

DNA complex-histone H1/histone H2A/histone H4, 
structure, cemparison 7419. 

DNA conformation, chromatin/histones/nonhistone proteins 
complex 4917. 

DNA structure transformation, relationship-temperature 
7007. 

GMP complex-copper 5304. 

guanine/cytosine complex-zince 2903. 

guanine derivatives 22. 

halogen substituted pyrimidine 678. 

uracil (1.3-dimethyl) association-4-pyridone 4022. 

uracil/adenine/hypoxanthine substituted derivatives 4616. 

uracil/uracil (6-methyl)/uridine, complex-sites, binding 
platinum IT 681. 

Spectroscopy (Raman), 

AMP/adenosine (7-deaza)/inosine/uridine/cytidine, methyl 
derivatives 5757. 

ATP interaction-metals 5783. 

determination-nucleosomes nonhistone proteins interaction 
sites 6482. 

DNA-actinomycin D complex 2066. 

DNA-netropsin/distamycin complex 2570. 

guanine derivatives 22. 

halogen substituted pyrimidine 678. 

metals binding-cytidine 2327. 

nitrogen isotopes substituted-guanosine 6592. 

poly I (1-methyl) 3429. 

RNA 5S, eukaryotes, secondary structure 1488. 

RNA 5S/RNA 5:88, structure 876. 

uridine-5’-phosphoric acid, yeasts RNA 6594. 

Spectroscopy (u.v.), 

adenosine dinucleotide base stacking 4052. 

calf thymus DNA, methylmercury, effects on 6245. 

DNA complex-metals 6955. 

haemoglobin mRNA structure 879. 

ribonuclease I hydrogen exchange 498. 

ribonuclease I interaction AMP/GMP/purine (6- 
chloro)nucleotide/AMP (8-bromo) 1707. 

uracil/uracil (6-methyl)/uridine, complex-sites, binding 
platinum II 681. 

Spermatids, 

rats, polyribosomes, temperature effects 3503. 

Spermatozoa, 

cattle, DNA content 1550. 

cattle, DNA polymerase, isolation/characterization 2205. 

cattle, RNA biosynthesis 3003. 

human, DNA content 1551. 

human, genomes DNA, characterization 3787. 

mammals, differentiation, RNA biosynthesis/protein 
biosynthesis, review 1324. 

mice, chromatids DNA, isolation/characterization 7447. 

Spermidine, 

effects on histone H1-poly (ADP-ribose) complex formation 


603. 

effects on phage P22 infection-Salmonella typhimurium , 
DNA biosynthesis inhibition 1642. 

effects on MRNA translation, wheat germ cell-free system 
6926. - 

effects on tobacco mosaic virus RNA/synthetic messenger 
poly (U), translation fidelity 5431. 

induced condensation, phage T7 DNA, electron microscopy 
382. 

induction-DNA B-form-A-form transitions 4295. 

interaction-AMP, n.m.r. 4053. 

requirement, killer plasmids double-stranded RNA 
replication, Saccharomyces cerevisiae 283. 

stimulation-tRNA fMet binding-ribosomal subunit 30S/ 
protein biosynthesis, Escherichia coli 1918. 

Spermine, 

antibodies, inhibition-protein biosynthesis, wheat germ cell- 
free system 5865. 

effects on Escherichia coli post-conjugation recombination 
4458. 

effects on histone H1-poly (ADP-ribose) complex formation 
603. 

inactivation-phage gX174 DNA, mechanisms 3685. 

induction-DNA B-form-A-form transitions 4295. 

inhibition-N-methyl-N-nitrosourea methylation-chromatin 
DNA 972. 

interaction-DNA, X-ray scattering/c.d. 359. , 

interaction-salmon sperm DNA, X-ray diffraction 398. 

requirement, killer plasmids double-stranded RNA 
replication, Saccharomyces cerevisiae 283. 

role-tRNA Ile aminoacylation, Escherichia coli 770. 

stimulation-tRNA Ile formation, liver, rats, mechanisms 
2933. 

use-RNA separation-chromatography (column) 6766. 

Sphaerotilus natans, 

growth inhibition-adenine arabinoside/nucleosides 3396. 

Spinacia, 

chloroplasts, elongation factor G/elongation factor Tu/ 
elongation factor T, purification 4753. 

chloroplasts, RNA 14S, isolation/characterization 3567. 

chloroplasts DNA, transcription/translation, Escherichia coli 
cell-free system 4100. 

folded chloroplast DNA, electron microscopy 2094. 

Spinacia oleracea, 

chloroplasts, DNA, association-photosynthesis membrane 
vesicles 6944. 

chloroplasts, high molecular weight rRNA biosynthesis 5998. 

chloroplasts, low molecular weight RNA, characterization 
1962. 


chloroplasts, low molecular weight rRNA biosynthesis/origin 
5999. 

chloroplasts, poly (A) containing RNA biosynthesis 6049. 

chloroplasts DNA, localization-tRNA Ile genes 7291. 

chloroplasts ribosomes, analysis-electrophoresis/electron 
microscopy 5354. 

leaves/chloroplasts, tRNA, isolation-cytokinins 51. 


Spirillum lipoferum, 
transformation, role-DNA 4461. 


Spirodela, 
phosphates deficiency, RNA/AMP, effects on 6056. 


Spleen, 

ceil culture, mice, DNA biosynthesis, stimulation- 
immunoglobulins Fe fragments 3191. 

cells, mice, immune RNA uptake 5183. 

immunosuppressor, inhibition-DNA biosynthesis 458, 1674. 
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Spleen,(continued) 

tats, RNA biosynthesis post-irradiation, actinomycin D, 
effects on 435. 

Spleen focus-forming virus, 

effects on Friend leukaemia virus transformation-bone 
marrow Cells, mice, in vitro 4452. 

genomes RNA, identification/mapping 5962. 

Spleen necrosis virus, 

DNA, accumulation-infected avian/rats cells 7119. 

DNA, restriction endonuclease analysis 5502. 

Spodoptera eridania, 

larvae, enzymes induction, role-RNA polymerase 3894. 

RNA polymerase, purification/characterization 4487. 

Spodoptera eridania, 

RNA polymerase I/RNA polymerase II/RNA polymerase 
III, purification/characterization 2781. 

Spodoptera litura, 

larvae, deoxyribonuclease, characterization 2783. 

Spongilla carteri, 

cells. DNA biosynthesis/RNA biosynthesis/protein 
biosynthesis, aggregation, effects on 7196. 

cells, RNA biosynthesis regulation 6868. 

Sporamycin, 

inhibition-DNA biosynthesis, mice 5043. 

Sporulation, 

gene expression, regulation, review 1329. 


Spring viremia of carp virus, 
RNA, 5’-terminus sequence analysis 5963. 


Squamous cell carcinoma, 
treatment, bleomycin, DNA repair, mice 1664. 


Squirrel monkey virus, 
gag gene mapping 3748. 


Staphylococcus aureus, 

antibiotic resistance mutants, RNA polymerase, sensitivity- 
rifampin/rifamycin SV/streptovaricin/streptolydigin 3897. 

chromosomes, enterotoxin B genes, mapping 1281. 

deoxyribonuclease, di-N-oxide quinoxaline derivatives, 
effects on 1711. 

detection, use-deoxyribonuclease assays 3229. 

DNA, homology-Staphylococcus intermedius 1033. 

DNA biosynthesis/RNA biosynthesis, inhibition-gentamicin 
G3155; 

DNA biosynthesis/RNA biosynthesis/protein biosynthesis, 
tetracycline + sodium deoxycholate, effects on 6320. 

DNA repair deficient mutant, isolation 7149. 

erythromycin, antibiotic resistance, plasmids, DNA sequence 
homology-Streptococcus sanguis /Streptococcus faecalis 
7022. 

nuclease, interaction-nucleotides, review 4605. 

nuclease, proteins folding models, review 5260. 

nuclease, reaction mechanisms 7300. 

nuclease, X-ray crystallography, review 5259. 

plasmid pC 194/plasmid pC223/plasmid PUB1 12, DNA, 
characterization/transformation efficiency 2601. 

plasmid p1I258/plasmid pII147, mapping 4306. 


plasmid pTP-2, DNA, transformation-Bacillus subtilis 3204. 


protein biosynthesis, inhibition-pseudomonic acid, 
mechanisms 2946. 
R factors, DNA replication, Bacillus subtilis , hydroxyurea, 
effects on 3175. 
rec mutants, DNA degradation 3684. 
ribonuclease activity, relationship-enterotoxins biosynthesis 
F-73075 
RNA polymerase activity, rifamycins, effects on 2190. 
transposon Tn 554, transformation/transduction/restriction 
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endonuclease analysis 6212. 

Staphylococcus epidermidis, 

plasmids DNA, assays 2017. 

Staphylococcus intermedius, 

DNA, homology-Staphylococcus aureus 1033. 

Sterigmatocystin, 

interaction-calf thymus DNA 3680. 

Steroid hormones, 

see also specific hormones 

effects on DNA biosynthesis in vitro, ovary tumours 2106. 

effects on RNA biosynthesis/DNA biosynthesis, Pinus pinea 
seeds 1986. 

Steroids, 

combination-nucleosides, preparation/antitumour activity 
1849. 


Sterols, 
effects on DNA biosynthesis, phytohaemagglutinin- 
stimulated human lymphocytes 5066. 


Strawberry latent ringspot virus, 
RNA, poly (A) content 5968. 


Streptococcus, 

deoxyribonuclease, characterization 6396. 

plasmid pIP501/plasmid pIP612/plasmid pIP613, physical 
properties/DNA homology 2068. 

Streptococcus bovis, 

DNA, preparation, base composition variation 6950. 

Streptococcus cremoris, 

plasmids DNA, isolation/chracterization 3702. 

Streptococcus faecalis, 

DNA, single-stranded breakage, induction-heating 6290. 

erythromycin, antibiotic resistance, plasmids, DNA sequence 
homology-Staphylococcus aureus /Streptococcus sanguis 
7022. 

sequence-specific restriction endonuclease, characterization 
5617. 

Streptococcus faecium, 

plasmids, characterization 6083. 

Streptococcus lactis, 

adenine/guanine transport 4036. 

plasmids DNA, characterization, relationship-citrate 
metaboiism 4863. 

RNA, incorporation-carbon-14-containing bicarbonate 1967. 

Streptococcus mitior, 

DNA homology 2645. 

Streptococcus mutans, 

isolation-plasmids DNA 6946. 

strains, identification, DNA bases content 1034. 

Streptococcus pneumoniae, 

DNA, transformation, enhancement-proteinases 1680. 

DNA single-stranded regions, characterization 4975. 

endonuclease-defective mutants, transformation induction 
2163. 

phage PG24 genes transfer 3860. 

plasmids DNA, detection 4864. 

transformation, DNA-associated proteins, purification 2877. 

transformation, donors DNA size, effects on 5107. 

transformation, phage PM2 DNA uptake/transport 6357. 

Streptococcus pyogenes, 

plasmids, DNA, inverted repeat sequence 7024. 

plasmids, DNA, restriction endonuclease analysis 7023. 

Streptococcus sanguis, 

DNA, transformation, enhancement-proteinases 1680. 

erythromycin, antibiotic resistance, plasmids, DNA sequence 
homology-Staphylococcus aureus /Streptococcus faecalis 
7022. 

integrated donors DNA, translocation, inhibition-ethidium 
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Streptococcus sanguis, (continued) 
bromide 5106. 

nascent RNA removal, effects on DNA transformation 
ability 7226. 

Streptolydigin, 

sensitivity, RNA polymerase, Staphylococcus aureus 
antibiotic resistance mutants 3897. 

Streptomyces, 

DNA isolation, methodology 2561. 

transformation-plasmids DNA 474. 

Streptomyces adephospholyticus, 

nucleotide 3'-pyrophosphokinase, characterization/activity 
1208. 

Streptomyces albus, 

restriction endonuclease SalPI, restriction-phage R4 2782. 

Streptomyces aureofaciens, 

adenosine deaminase, purification/characterization 1746. 

adenosine deaminase, substrate specificity 1745. 

mycelia, deoxyribonuclease activity 5133. 

restriction endonuclease, characterization 1168. 

RNA biosynthesis/protein biosynthesis, chlortetracycline, 
effects on 6018. 

RNA polymerase/polynucleotide phosphorylase, purification/ 
properties 5142. 

Streptomyces azureus, 

antibiotic resistance, thiostrepton, mechanisms, rRNA 23S 
methylation 2994. 

methylase, methylation-Streptomyces coelicolor rRNA 23S, 
role-thiostrepton antibiotic resistance 5897. 

Streptomyces coelicolor, 

cloned replicons, replication/gene expression 5078. 

DNA, base composition 395. 

rRNA 23S, methylation-Streptomyces azureus methylase, 
role-thiostrepton antibiotic resistance 5897. 

Streptomyces griseus, 

spores/hyphae, high molecular weight rRNA, isolation/ 
characterization 875. 

Streptomyces hydrogenans, 

polyribosomes, 206-hydroxysteroid dehydrogenase 
biosynthesis, detection 3483. 

Streptomyces lavendulae, 

restriction endonuclease, purification/characterization 6401. 

Streptomyces olivaceus, 

isolation-plasmids DNA 953. 

Streptomyces piomogenus, 

polyoxin N, isolation/structure 691. 

Streptomyces rimosus, 

DNA, base composition 395. 

kanamycin transposons, gene expression-Escherichia coli 
5108. 

ribonuclease, immobilization 2772. 

ribonuclease, isolation/characterization 4472. 

Streptomyces stanford, 

restriction endonuclease, purification/characterization 2187. 

Streptomyces stanfordii, 

restriction endonuclease, localization-cleavage sites, 
adenovirus (human) 2/adenovirus (human) 5 DNA 6173. 

Streptomycin, 

effects on ribosomes 4120. 

effects on ribosomes conformation, bacteria 4728. 

Streptovaricin, 

sensitivity, RNA polymerase, Staphylococcus aureus 
antibiotic resistance mutants 3897. 

Streptoverticillium mycoheptinicum, 

spores, DNA content during germination 3829. 

Streptoverticillium rimofaciens, 

mildiomycin, nucleoside antibiotics, isolation/ 


characterization 3378. 


Stringent factors, ) es 
Bacillus stearothermophilus , purification/characterization 
5893. 


Strongylocentrotus, 
DNA repetitive sequence, evolution 6226. 


Strongylocentrotus, ‘ ' 
mRNA translation efficiency, s purpuratus, fertilization 3640. 


Strongylocentrotus franciscanus, 
repetitive DNA frequency, evolutionary genetics 2085. 


Strongylocentrotus intermedius, 1 
embryos, deoxyribonuclease, isolation/properties 6399. 


Strongylocentrotus purpuratus, 

DNA, polymorphism 2659. 

DNA, repetitive sequence, RNA transcription 1456. 

DNA polymerase a/DNA polymerase f, isolation/ 
characterization 540. 

DNA polymerase f, purification/characterization 2801. 

DNA sequence translocation during embryogenesis 2086. 

eggs, histone H1 biosynthesis 2239. 

eggs, protein biosynthesis, activation-ammonia, mechanisms 
4704. 

eggs, protein biosynthesis rate, fertilization, effects on 4705. 

embryos, polyribosomes/ribonucleoproteins mRNA, 
translation efficiency, comparison 6915. 7 

embryos, transcription, electron microscopy 4810. 

embryos/adults, chromatin structure 3315. 

histone H2b mRNA, 5’-terminus nucleotide sequence 5975. 

histones, RNA transcription-RNA polymerase II 1727. 

identification-late histones mRNA 6066. 

nuclear RNA, sequence complexity 5394. 

polynucleotide adenylyltransferase activity, during 
embryogenesis 3908. 

repetitive DNA frequency, evolutionary genetics 2085. 

repetitive DNA sequence, characterization 2658. 

RNA, repetitive sequence transcripts 1490. 

RNA complexity 5976. 

tubulin mRNA translation, deciliation, effects on 312. 


Stump-tailed macaque virus, , 
genomes DNA, sequence homology-SV40/SA 12 virus 5503. 


Styela, 
poly (A)-containing RNA, distribution/localization during 
development 3517. 


Stylonychia, 
macronuclei, DNA size 4976. 


Stylonychia mytilus, 

DNA biosynthesis, uridine (5-bromodeoxy), effects on 4043. 
macronuclei, chromatin structure 3334. 

macronuclei, DNA, histones genes analysis 3116. 

rRNA gene, characterization 2650. 


Stylonychia notophora, 


RNA biosynthesis/protein biosynthesis, metepa, effects on 
1990. 


Subacute sclerosing panencephalitis, 
human, detection DNA/RNA antibodies 2229. 


Subacute sclerosing panencephalitis virus, 
replication, inhibition-ribavirin 1647. 


Sugars, 
phosphorylation, stimulation-protein biosynthesis/tRNA 
(methionyl) binding, cells, mammals, mechanisms 2964. 
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Sulfolobus acidocaldarius, 

RNA polymerase, characterization 7332. 

Sulphates, 

reaction-uracil/thymine 1813. 

Sulphur, 

effects on RNA replication, Nicotiana tabacum 3040. 

Superoxide dismutase, 

effects on RNA transport, rats hepatocytes nuclei, in vitro 
3634. 


radioprotection-radiation (y) treated calf thymus DNA 3073. 


Suppressors, 

lysine codons, Escherichia coli , isolation/characterization 
2939. 

tRNA Leu, Schizosaccharomyces pombe , identification/ 
nucleotide sequence 5322. 

tRNA Ser, Schizosaccharomyces pombe mutants, 
characterization 3443. 

serine-insertion, Saccharomyces cerevisiae , characterization 
4463. 

SV3T3 cells, 

tRNA turnover 177. 

Sv40, 


adenovirus (human) 2 hybrids, DNA, characterization 3726. 


antigen T, association-nucleoproteins complex 3291. 

antigen T, binding-single-stranded DNA 4914. 

antigen t, relationship-hosts DNA biosynthesis theophylline 
sensitivity 5055. 

antigen T deletion mutant, DNA nucleotide sequence 
analysis 5506. 

antigen T mRNA, translation-cell-free system 5339. 

chromatin, DNA replication origin, structure/recognition- 
endonuclease 3969. 

chromatin, endonuclease cleavage sites 2860. 

chromatin, nucleosomes, arrangement, electron microscopy 
614. 

chromatin structure, review 1333. 

chromatin structure, role-histone H1 3314. 

chromosomes, DNA fragments, analysis 3751. 

chromosomes, following reconstitution, sodium chloride/ - 
histone H1, structure, effects on 7450. 

chromosomes, histones mobility 2259. 

chromosomes, nucleosomes arrangement 635. 

chromosomes, occurrence-histone H1 639. 

chromosomes, structure, infected CV-1 cells 3332. 

cloned hosts-substituted DNA variants, transcription 4193. 

closed circular DNA, separation, methodology 5451. 

deletion mutant, DNA, nucleotide sequence analysis 3752. 

deletion mutant, DNA nucleotide sequence analysis 5504. 

deletion mutant, mRNA biosynthesis 3020. 

deletion mutant, MRNA 16S leaders sequence-containing, 
construction/analysis 6194. 

denaturation mapping/genes mapping, comparison 3710. 

DNA, binding-benzo(a)pyrene diol epoxide, bases specificity 
3066. 

DNA, cleavage, restriction endonuclease, mapping 388. 

DNA, DNA nucleotidylexotransferase 3’-terminus labelling, 
adjacent nucleotide sequence, effects on 4511. 

DNA, homology-BK virus 4323. 

DNA, identification-small t antigen regions coding sequence 
2158. 

DNA, infection, interference-heterologous DNA 3846. 

DNA, infection-monkeys cells, recombination frequency 
6361. 

DNA, integration, infection-monkeys cells 1689. 

DNA, integration-micehuman somatic cells hybrids 2760. 

DNA, late strands, transcription-RNA polymerase 3895. 

DNA, persistence/recombination, CV1 cells 7224. 


DNA, phage PI restriction endonuclease cleavage/ 
methylation sites 4482. 

DNA, recombinants joints, nucleotide sequence 3750. 

DNA, replication origin containing fragments, nucleotide 
sequence 3749. 

DNA, sensitivity-phage T4 endonuclease V, radiation (u.v.), 
effects on 6286. 

DNA, supercoiling, requirement-Xenopus laevis oocytes 
factors 1306. 

DNA, transcription initiation following infection 3582. 

DNA, transcription/translation-tumours antigens/capsid 
protein, Xenopus laevis oocytes 3211. 

DNA, transcription-Xenopus oocytes, role-RNA polymerase 
II 6279. 

DNA biosynthesis, CV-1 cells, radiation (u.v.), effects on 
3147. 

DNA biosynthesis, inhibition-benzo(a)pyrene derivatives 
7134. 

DNA biosynthesis, inhibition-camptothecin/neocarzinostatin 
3803. 

DNA homology-BK virus/JC virus 7045. 

DNA replication, accumulation-late replicative intermediates 
5542. 

DNA replication, CV1 cells 4391. 

DNA replication, permissive cells, kidney, hamsters, 
mitomycin C/radiation (y), effects on 7120. 

DNA replication, role-DNA polymerase a 538. 

DNA replication/conformation, cytidine (5-aza), effects on 
4646. 

DNA replication in vitro 2678. 

DNA replication origin, localization 389. 

double-stranded DNA, interaction-calf thymus/wheat germ 
RNA polymerase II, comparison 7353. 

early DNA fragments, mapping 2635. 

early/late mRNA, translation products, characterization 
6063. 

early mRNA, characterization 864. 

early mRNA, structure 4779. 

early mRNA, 5/-terminus structure, characterization 6790. 

effects on uridine (5'-bromo-2'-deoxy) mutagenesis, cells, 
hamsters 3408. 

genes expression, teratocarcinoma stem cells, mice, 
relationship-RNA splicing 6824. 

genomes, DNA sequence homology, detection/mapping, 
methodology 6124. 

genomes DNA, sequence homology-SA 12 virus/stump-tailed 
macaque virus 5503. 

high molecular weight antigen T, biosynthesis-cell-free 
system 2397. 

hybrids-adenovirus (human) 2, mRNA, leader sequence, role- 
translation 1934. 

infected BSC-1 cells, rRNA, cytidine (5-aza), effects on 5293. 

infected cells, DNA recombination, review 665. 

infected cells, RNA (heterogeneous nuclear)-proteins 
complex, characterization 3989. 

infected CV-1 cells, chromosomes, occurrence-histone H1 
2244. 

infected kidney cells, mice, DNA transcription complex, 
electron microscopy 3944. 

infected kidney cells, monkeys, transcription, cytosol, effects 
on 6005. 

infected monkeys cells, transcription regulation models 6826. 

insertion-f-globin complementary DNA, rabbits, 
transcription-kidney cells, monkeys 3869. 

late RNA, heterogeneity/5’-terminus structure 3546. 

late mRNA, splicing 4172. 

late mRNA, 5’-terminus caps, heterogeneity 6791. 
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SV 40,(continued) 

late RNA transcription patterns 2499. 

leaders segments mutants, MRNA 16S/mRNA 19S structure 
2992. 

minichromosomes, histones acetyl groups, turnover 3947. 

minichromosomes DNA, transcription-RNA polymerase, 
calf thymus/Escherichia coli 6825. 

nucleoproteins, histones structure 4535. 

nucleoproteins complex, identification/characterization 7412. 

nucleoproteins complex, infected CV-1 cells, isolation/ 
characterization, methodology 3292. 

nucleoproteins complex, multiple forms, detection/ 
characterization 2233. 

nucleoproteins complex assembly, electron microscopy/ 
biochemical analysis 7411. 

polyribosomes, association-mRNA 16S/mRNA 19S 193. 

reactivation-rRNA silent gene, human x mice hybrids cells 
6887. 

recombinants, nucleotide sequence determination 4960, 4961. 

replicating chromosomes, relationship-non-replicating 
chromosomes 638. 

replicative form, associated nucleoproteins complex, histones, 
characterization 2241. 

restriction endonuclease fragments, nucleotide sequence 4958. 

mRNA, translation-cell-free system 4094. 

RNA biosynthesis/characterization, BSC-1 cells 897. 

mRNA nucleotide sequence analysis, use-genes comparison- 
eukaryotes/prokaryotes, review 2884. 

mRNA 16S, 5’-terminus leaders sequences, characterization, 
infected cells 248. 2 

mRNA 16S leaders, nucleotide sequence determination, 
methodology 3547. 

mRNA 16S/mRNA 19S, adenosine (N°-methyl) containing, 
identification/mapping 6788. 

RNA 16S 5’-terminus, nucleotide sequence 1942. 

mRNA 19S/mRNA 16S, 5’-terminus sequence heterogeneity 
6789. 

spliced late RNA, mapping 863. 

temperature-sensitive mutant, DNA, restriction endonuclease 
cleavage patterns 2634. 

temperature-sensitive mutant, DNA biosynthesis, stimulation- 
antigen T 1667. 

temperature-sensitive mutant, DNA biosynthesis, regulation- 
gene A 6278. 

temperature-sensitive mutant, transformed Chinese hamster 


embryo cells, DNA biosynthesis initiation, role-A gene 1104. 


temperature-sensitive mutant transformed CHO cells, 
chromosomes abnormalities 2673. 

transcription, regulation, infected African green monkey 
kidney cells 3583. 

transformed, human fibroblasts, rRNA biosynthesis, 
inhibition-puromycin aminonucleoside 6885. 

transformed cells, DNA biosynthesis, cycloheximide, effects 
on 4390. 

transformed cells, mice, mitomycin C induction-viruses/ 
DNA 1131. 

transformed cells, ribosomes/chromatin-associated protein 
kinase 2862. 

transformed 3T3 cells, chromatin, transcription/processing/ 
structure 1268. 

transformed 3T3 cells, single-stranded DNA, isolation/ 
characterization 6253, 7058. 

transformed WI-38 cells, DNA biosynthesis, inhibition- 
reovirus 2103. 

variants, DNA replication rate/encapsidation efficiency 3826. 

virions, stability, during nucleoproteins extraction 5658. 


Sweet potatoes, 

roots, RNA biosynthesis, cutting/mercuric chloride, effects 
on 921. 

Synechococcus, 

strains, plasmids DNA, detection/homology 7081. 

Synechococcus cedrorum, 

plasmids, DNA homology-Anacystis nidulans 3700. 

Synechocystis, 

strains, plasmids DNA, detection/homology 7081. 

Systemic lupus erythematosus, 

detection-DNA antibodies 1240. 

detection-measles virus proviruses DNA 5440. 

DNA antibodies, assays 4528. 

DNA antibodies, assays, use-ethidium bromide fluorescence 
3937. 

DNA antibodies, binding properties 3938. 

DNA antibodies, purification/characterization 3935. 

DNA antibodies, relationship-subepidermal immunoglobulins 
deposits 4530. 

DNA-antibodies complex, stability 3286. 

DNA antibodies detection 6457. 

double-stranded DNA antibodies levels 6458. 

human, DNA antibodies, characterization 2227. 

human, DNA antibodies, immunochemical characterization 
7405. 

human, double-stranded DNA antibodies, detection, 
methodology 5651. 

human, serum, DNA antibodies, binding avidity 5187. 

lymphocytes, effects on DNA biosynthesis, human bone 
marrow cells 3181. 

occurrence-poly (ADP-ribose) antibodies 5178. 

pleural effusion, DNA antibodies, assays 5186. 


Taenia crassiceps, 

mRNA, translation, cell-free system 311. 

Tallysomycin, 

induction-DNA damage, mechanisms 5454. 

Tartar emetic, 

effects on DNA biosynthesis, Escherichia coli 2721. 

TC7 cells, 

tRNA turnover 177. 

Teratocarcinoma, 

cells, mice, deoxyribonuclease T 2784. 

stem cells, mice, SV40 genes expression, relationship-RNA 
splicing 6824. 

Terbium, 

binding-DNA, measurement 2038. 

complex-RNA/DNA, fluorescence 1930. 

fluorescence, DNA/rRNA, reaction-guanines 847. 

Termination factor rho, 

Escherichia coli, effects on phage 9X 174 RNA biosynthesis 
6000. 

role-phage T4 gene expression 1501. 

Testis, 

human, adenoma/adenocarcinoma, DNA biosynthesis, 
serum, effects on 1677. 

trouts, histone H3 sulphydryl groups, reaction-N- 
ethylmaleimide, nucleosomes structure 1793. 

Testosterone, 

effects on DNA biosynthesis, hypothalamus, rats 5026. 

effects on RNA biosynthesis, prostate nuclei, rats 6013. 

effects on mRNA biosynthesis/protein biosynthesis, seminal 
vesicle, rats 274. 

effects on RNA polymerase I/RNA polymerase II/chromatin 
template BCuVITY, kidney, mice 1184. 
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Testosterone,(continued) 
abe on mRNA sequence complexity, seminal vesicle, rats 
183. 

Tetraammineruthenium, 

reaction-guanine (1,9-dimethyl)/guanosine ( 1-methyl)/ 
adenosine 21. 

Tetrabutylammonium fluoride, 

alkylation-purines/pyrimidines/nucleosides/nucleotides 1339. 

catalysis-dimethyl sulphate/diethyl sulphate alkylation-uracil/ 
3'-TMP/thymidyl-(3’,5’)-thymidine 2313. 

3,3'4,4'-Tetrachloroazobenzene, 

induced DNA repair, hepatocytes, rats 7160. 

2,2',5,5'-Tetrachlorobiphenyl, 

metabolites, induction-DNA single-stranded breaks 6986. 

7,7,8,8-Tetracyanoquinodimethane, 

complex formation-cytosine/guanine/adenine 38. 

Tetracycline, 

antibiotic resistance, plasmids, Bacteroides fragilis , 
expression/conjugation mechanisms 6348. 

combination-sodium deoxycholate, effects on DNA 
biosynthesis/RNA biosynthesis/protein biosynthesis, Vibrio 
(NAG) /Staphylococcus aureu/Escherichia coli 6320. 

complex-metals, binding-DNA/polynucleotides 4269. 

effects on puromycin photoaffinity labelling-Escherichia coli 
ribosomes 5890. 

resistance genes, plasmid pBR313/plasmid pBR322, 
promoters, characterization 7027. 

12-O-Tetradecanoyiphorbol 13-Acetate, 

stimulation-DNA biosynthesis, human/mice cells 7126. 

effects on radiation (X)-induced sister chromatid exchange, 
C3H cells, mice 5226. 

induction-sister chromatid exchange, relationship- 
carcinogenesis 3323. 

A°-Tetrahydrocannabinol, 

effects on ribosomes, brain, rats 4124. 

Tetrahymena, 

low molecular weight factors, inhibition-RNA biosynthesis 
4200. 

macronuclei, DNA size 4976. 

RNA/proteins accumulation during cell cycle 6859. 

Tetrahymena paravorax, 

DNA biosynthesis cycles, relationship-dimorphism 5056. 

Tetrahymena pigmentosa, 

rRNA 25S genes, intervening sequence 4347. 

Tetrahymena pyriformis, 

DNA biosynthesis/RNA biosynthesis/protein biosynthesis, 
control 2681. 

DNA structure 3117. 

macronuclei, DNA, characterization 1037. ; 

macronuclei, replicons size/DNA replication rates 6860. 

macronuclei, RNA-containing nulear matrix, isolation/ 
characterization 6540. 

macronuclei/micronuclei, DNA content 4869. 

mitochondria, DNA, rRNA gene orgéization 2651. 

mitochondria, DNA, rRNA gene sequence/position 2652. 

mitochondria, replication-linear DNA 6321. 

nuclear RNA release, nuclear membranes lipids fluidity, 
effects on 6050. 

nucleoli, transcription properties 1968. 

poly (ADP-ribose) polymerase/poly (ADP-ribose) 
glycohydrolase activity 2215. 

ribonuclease II activity, changes during cell cycle 7316. 

ribosomal protein S6 phosphorylation, role-ribosomes 
catabolism 4122. 

ribosomal proteins, starvation induced phosphorylation 3500. 

ribosomal subunit 40S/ribosomal subunit 608, isolation/ 
characterization 1905. 


ribosomes, ribosomal proteins composition 5349. 

RNA, temperature/actinomycin D, effects on 238. 

tRNA (valyl) synthetase, comparison-mitochondria/ 
cytoplasm 4090. 

rRNA biosynthesis, precursors incorporation, radiation (7), 
effects on 6837. 

rRNA biosynthesis, regulation 3570. 

rRNA gene transcription, lucanthone, effects on 5411. 

rRNA 35S precursors, isolation, 5’-terminus identification 
1949. 

RNA 5S genes, organization 396. 


Tetrahymena thermophila, 

DNA, characterization, comparison-micronuclei/ 
macronuclei 4977. 

DNA content, regulation/life cycles variation 2553. 

macronuclei, DNA content, regulation 5016. 

macronuclei/micronuclei, DNA content 4869. 

ribosomal subunits, cycloheximide-resistance sites 1433. 

ribosomes, ribosomal proteins composition 5349. 

temperature-sensitive mutant, DNA replication 4418. 


Tetraiodofluorescein, 
inhibition-AMP deaminase, erythrocytes, chickens 1220. 


Tetramethylammonium, 
effects on DNA/polynucleotides conformation 3696. 


Tetranitromethane, 

interaction-deoxyribonucleoproteins 583. 

Tetranucleoside triphosphate, 

yeast tRNA Val, synthesis 163. 

Tetranucieotides, 

double-stranded, tRNA fragments, n.m.r. 1382. 

self-complementary, helix-coil transition/complex formation- 
daunomycin 4667. 

self-complementary, n.m.r. 1383. 

structure, X-ray diffraction 1381. 

f-Thalassaemia, 

B-globin genes, DNA, restriction endonuclease mapping 6248. 

human, f-globin mRNA, nucleotide sequence 5984. 

human f-globin genes, structure 6247. 

Thallium acetate, 

stimulation-tRNA Phe binding-ribosomes, mice 1174. 

Theophylline, 

sensitivity, SV40 induced DNA biosynthesis, relationship- 
antigen t 5055. 

Thermoplasma acidophilum, 

DNA, associated histones-like proteins, role 2243. 

Thermus aquaticus, 

endonuclease, isolation 2779. 

rRNA 5S, secondary structure, temperature effects 2464. 

Thermus flavus, 

tRNA methyltransferase, activity 5327. 

Thermus thermophilus, 

elongation factor Tu/elongation factor Ts/elongation factor 
G, purification/characterization 5913. 

elongation factor Tu/elongation factor Ts/elongation factor 
G, catalytic properties, comparison-Escherichia coli 5914. 

elongation factor Tu/elongation factor Ts/elongation factor 
G, characterization, comparison-Escherichia coli 5915. 

endonuclease, isolation/characterization 5124. 

exonuclease, purification/characterization 21 ee 

tRNA fMet, nucleotide sequence 171. 

Thioacetamide, 

effects on ribonuclease H activity, liver, rats 3887. 

effects on RNA biosynthesis, hepatocytes, embryos, rats 
6021. 

effects on rRNA maturation, liver, rats 905. 
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Thionyl chloride, 

interaction-uridine (6-aza) 85. 

reaction-adenosine derivatives, mechanisms 5744. 

Thiopseudourea, 

effects on protein biosynthesis, liver, rats/Walker carcinoma 
ribosomes 2402. 

Thiopyronine, 

photooxidation damage DNA, determination 3084. 

photooxidation damage-DNA, models 3085. 

photooxidation-DNA phage 9X 174, sedimentation analysis 
1568. 

Thiostrepton, 

antibiotic resistance, Streptomyces coelicolor , role rRNA 
23S methylation-Streptomyces azureus methylase 5897. 

resistant mutant, Bacillus subtilis , ribosomal proteins 
alterations 6712. 

Thiourea, 

effects on DNA binding-dichlorodiammine platinum II 7099. 

reaction-substituted pyrimidines complex-platinum, products 
isolation/characterization 5725. 

Thryoid hormones, 

effects on growth hormone biosynthesis/mRNA 
accumulation, pituitary, rats 6009. 

Thymidine, 

analogues, antiviral agents, herpes simplex virus | 703. 

combination-uracil (5-fluoro), treatment-colorectal 
carcinoma 5269. 

complex-metals, preparation 1838. 

derivatives, diastereoisomers, conformational analysis, n.m.r. 
6593. > 

effects on Crepis capillaris radiation (X)-induced 
chromosome aberrations 5774. 

effects on cytosine arabinoside sensitivity, tumours cells, 
mice 3407. 

effects on DNA biosynthesis/nucleoside triphosphates pools, 
lymphoma/myeloma cells, mice 4434. 

effects on N-methyl-N’-nitro-N-nitrosoguanidine 
mutagenesis, Chinese hamsters cells 4645. 

effects on uracil (S-fluoro) incorporation, rRNA 5766. 

effects on uracil (5-fluoro)/uridine (5-fluorodeoxy) 
teratogenicity, mice 2910. 

5'-O-glucopyranosides, synthesis 2328. 

incorporation, dimethylnitrosamine-treated liver/kidney, rats, 
inhibition-hydroxyurea 1088. 

incorporation, DNA, brain, rats, electric shock, effects on 
SiN GhS), 

incorporation, DNA, DNA-suppressing factor, effects on 
464. 

incorporation, DNA polypyrimidine regions, radiation (u.v.), 
human fibroblasts 437. 

incorporation-Rhizobium meliloti DNA 7191. 

isolation/identification, Convallaria keisukei flowers 1821. 

labelled, combination-frog virus 3, effects on DNA damage, 
KB cells 6599. 

mutagenesis, Chinese hamsters cells 2918. 

radioactive, incorporation-DNA, late labelling association- 
hepatectomy, mice 448. 

rescue, human bone marrow, following methotrexate 
exposure 5294. 

sensitivity, Escherichia coli strains 5289. 

toxicity-human malignant lymphocytes T 5285. 

transport, Escherichia coli 3406. 

transport, mammalian cells 6606. 

tritiated, incorporation-Tradescantia bracteata pollen grain/ 
spores 3830. 

tritiated, utilization, lymph nodes cells, rats, comparison- 
tritiated cytidine (deoxy) 5290, 


tritiated, utilization-human lymphocytes, comparison- 
tritiated cytidine (deoxy) 5291. 

uptake, Escherichia coli thy mutant 2336. 

uptake, human bone marrow, anaemia (megaloblastic), 
uridine (deoxy), effectson 1854. 

uptake, rates, Bombyx mori silk gland, role-DNA 
biosynthesis 713. 

uptake, role-cell proliferation control 5295. 

Thymidine (5'-O-Benzy]), 

photochemical oxidation 1837. 

Thymidine (deoxy), 

detection-acids soluble fractions, embryos, chickens 5739. 

Thymidine (dideoxy), 

use-detection-benzo(a)pyrene-induced DNA repair 1074. 

Thymidine (5',6’-Dihydroxydihydro), 

production, DNA, heat pretreatment, cells, effects on 6999. 

Thymidine (O?-Ethy]), 

formation, DNA, diethylnitrosamine treated liver, rats 5466. 

Thymidine (ribo), 

role-tRNA temperature stability, n.m.r. 4680. 

Thymidine (5'-Sulphamino-5'-Deoxy), 

synthesis 2321. 

Thymidine (trifluoro), 

asialofetuin, effects on ectromelia virus DNA biosynthesis, 
hepatocytes, mice 7111. 

combination-interferon, treatment-herpes simplex virus 
keratitis, man 5296. 

Thymidine (5’-O-Trityl), 

photochemical oxidation 1837. 

Thymidine kinase, 

activity, bone marrow, rats, radiation (y), effects on 536. 

activity, herpes simplex virus | infected/transformed cell 
lines, mice 6451. 

activity, herpes simplex virus 2-infected human embryos 
fibroblasts 6441. 

activity, mammals cell lines, induction-herpesvirus (equine) 1 
infection 1742. 

activity, Treponema pallidum , DNA biosynthesis capacity 
3913; 

adipose tissue, rats, activity during postnatal growth 5174. 

genes, herpes simplex virus 1, chromosomes-mediated 
transfer, cell lines, mice 7290. 

genes, herpes simplex virus 1, cloning-Escherichia coli , 
recombinants plasmids characterization 7263. 

herpes simplex virus 1-induced, inhibition/regulation-uridine 
(trifluoromethyl-2’-deoxy), HEp-2 cells 1213. 

phosphorylation-guanine (9-(2-hydroxyethoxymethy])), 
antiviral agents, herpes simplex virus 3922. 

Physarum polycephalum , activity, growth temperature, 
effects on 6442. 

radiation (y) effects on activity, bone marrow, rats 536. 

3T3 cells, herpesvirus (equine)-induced, purification/ 
characterization 3923. 

varicella-zoster virus-infected HF cells, purification/ 
properties 7383. 

Thymidine,2-Oxoglutarate dioxygenase, 

activity, Rhodotorula glutinis , characterization 1237. 

Thymidine phosphorylase, 

activity, human skin fibroblasts/rabbits kidney cell culture 
547. 

Thymidine-5'-Monophosphoric acid, 

reaction-6-propiolactone 2350. 

Thymidylyl-(3',5’)-Cytidine (deoxy), 

photochemistry 1379. 

Thymidylyl-(3',5’)-Thymidine, 

alkylation-dimethyl sulphate/diethyl sulphate, catalysis- 
tetrabutylammonium fluoride 2313. 
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Thymine, 

base pair-adenine, DNA, electronic structure 1581. 

complex formation-isoproterenol 6559. 

derivatives, phosphate esters, synthesis 47. 

derivatives, separation, use-chromatography (thin-layer) 39. 

incorporation, Escherichia coli , characterization 1347. 

incorporation-phagege DNA during Bacillus subtilis 
transfection 6576. 

interfacial behaviour, temperature effects 41. 

reaction-phenyl2,3-epoxypropyl ethers, hypolipidaemic 
agents, synthesis/properties 19. 

reaction-sulphates 1813. 

separation-nucleoside (deoxyribo), use-chromatography 
(high-performance liquid) 5740. 

starvation, mutagenesis, Escherichia coli , relationship-DNA 
biosynthesis/protein biosynthesis 3177. 

triallyl phosphate derivatives, synthesis 5730. 


Thymine (1,3-Dimethyl), 
base stacking-uracil (1,3-dimethyl), mass spectroscopy 4617. 
oxidation, a-diketone sensitization 1812. 


Thymine (1-(2,3-Dioxobutyl)), 
synthesis 2314. 


Thymine arabinoside, 

antiviral activity, mechanisms, herpes simplex virus infected 
cells 6607. 

effects on growth, lymphoma cells, mice 4041. 

effects on herpes simplex virus 1/herpes simplex virus 2 
replication 4647. 

effects on RNA polymerase/DNA polymerase in vitro 4042. 

Thymine dimers, 

formation, tyramine DNA photosensitization 3683. 


induction-radiation (u.v.), sensitivity, relationship-cell cycle 
6300. 


Thymine,2-Oxoglutarate dioxygenase, 
activity, Rhodotorula glutinis , characterization 1237. 


Thymocytes, 


lectins-treated, DNA biosynthesis, interferon, effects on 2142. 


mice, DNA biosynthesis, adenosine/adenine nucleotides, 
effects on 712. 

mice, DNA biosynthesis/RNA biosynthesis/nucleotides 
metabolism 5019. 

rats, exogenous DNA, effects on 5587. 

RNA, occurrence-immunoglobulins heavy chains mRNA 3’- 
terminus homologous sequence 4760. 


Thymosin al, 
mRNA, caif thymus, translation-wheat germ cell-free system 


4249. 


Thymus, 

chickens, DNA ligase multiple forms, during development 
5645. 

chromatin RNA polymerase, inhibition-transcortin 
hydrocortisone complex 7341. 

pigs, poly(ADP-ribose) polymerase, purification/ 
characterization 2816. 

rats, DNA, cleavage-Serratia marcescens endonuclease 
2183. 

rats, DNA biosynthesis, thermolesions, effects on 2134. 


Thyroglobulin, 
high molecular weight peptides, biosynthesis in vitro, 
Hg polyribosomes, thyroid, cattle 4736. 
- mRNA, content, thyroid cells, pigs, thyrotropin, effects on 
6833. 
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Thyroid, 

cattle, polyribosomes. high molecular weight thyroglobulin 
peptides biosynthesis in vitro 4736. 

cattle, RNA biosynthesis, thyroid-stimulating hormone, 
effects on 904. 

dogs, RNA biosynthesis, thyrotropin, effects on 6014. 

genome sequence organization, relationship-chromatin 
transcription in vitro 3310. 

human cells, mRNA, normal tissues/diseases, properties, 
comparison 6074. 

Thyroid hormones, 

deficiency, effects on RNA biosynthesis/histones acetylation, 
heart, rats 4204. 

effects on poly (A) containing mRNA content/complexity, 
liver, rats 4794. 

effects on RNA biosynthesis/protein biosynthesis, pituitary, 
rats 273. 

induction-growth hormone mRNA, pituitary, rats 2507. 

receptors, binding-chromatin subunits 611. 

Thyroid-stimulating hormone, 

a subunit, mRNA, translation-cell-free system 1537. 

effects on RNA biosynthesis, thyroid, cattle 904. 

Thyrotropin, 

effects on RNA biosynthesis, thyroid, dogs 6014. 

effects on thyroglobulin mRNA content, thyroid cells, pigs 
6833. 

a-subunit, mRNA, translation-frogs oocytes/cell-free system 
3049. 

a-subunit/B-subunit mRNA 9S, pituitary tumours, mice, 
separation/identification 6928. 

Thyroxine, 

effects on RNA biosynthesis, liver, chickens 5406. 

induction-carbamy] phosphate synthetase I mRNA, liver, 
Rana catesbeiana 6917. 

Tiamulin, 

effects on protein biosynthesis initiation, bacteria 4118. 

Tick-borne encephalitis virus, 

DNA sequence, detection-infected cell culture 5442. 

effects on DNA biosynthesis/chromosome aberrations, 
animal cells 4557. 

genomes, integration-hosts DNA 2761. 

RNA translation in vitro, comparison-encephalomyocarditis 
virus 3046. 

Tilligerry virus, 

RNA, characterization 865. 

Tinca tinca, 

oocytes, tRNA Phe, absence-Y base 5829. 

Tipula paludosa, 

baculovirus, DNA, characterization 7044. 

TMP, 

complex formation-pyrene 2923. 

solutions, relaxation time 6619. 

dTMP, 

enriched DNA, production/expression, Bacillus subtilis 
phage SP15 1643. 

uptake, Saccharomyces cerevisiae mutants 5789. 

3'-TMP, 

alkylation-diméethy] sulphate/diethy! sulphate, catalysis- 
tetrabutylammonium fluoride 2313. 

dTMP kinase, 

activity, bone marrow, rats, radiation (y), effects on 536. 

activity, herpes simplex virus 1 infected/transformed cell 
lines, mice 6451. 

radiation (y) effects on activity, bone marrow, rats 536. 

TMP synthetase, 

activity, cerebellum, rats, relationship-DNA accumulation 
rates, hypothyroidism, effects on 5545. 
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TMP synthetase,(continued) 

complex-UMP (5-fluorodeoxy), n.m.r. 1238. 

Escherichia coli , UMP (2'-deoxy-2'-fluoro), substrate 
specificity 2821. 

Escherichia coli /phage T2, inhibition-folate analogues, 
comparison 7398. 

human, interaction folate analogues 575. 

human leukaemia cells, purification/characterization 3931. 

inhibition mechanisms 576. 

inhibition- UMP(5-nitro-2'’-deoxy) 2219. 

Lactobacillus casei , inhibition- UMP (5(a-bromoacetyl)-2’- 
deoxy) 5648. 

Lactobacillus casei , sulphydryl groups modification, 
polyoxyanions, effects on 3280. 

Lactobacillus casei , UMP (5-fluoro-2'-deoxy) dissociation, 
5,10-methylenetetrahydrofolate, effects on 2220. 

purification, chromatography (affinity) 2820. 

Tobacco etch virus, 

RNA, occurrence-poly (A) 3552. 

Tobacco mosaic virus, 

coat protein, RNA encapsulation, characterization 2275. 

inhibition-RNA biosynthesis/protein biosynthesis, 
Acetabularia 4199. 

polyribosomes assembly, molecular models 6725. 

proteins, binding-oligonucleotides, RNA, yeasts 6541. 

proteins, interaction-poly (A,éA), fluorescence 5310. 

proteins, interaction-poly (A,eA)/poly (C,eC) 1377. 

replication deficient temperature-sensitive mutant, single- 
stranded RNA biosynthesis 4198. 

ribonucleoproteins, complex-poly (C.eC), energy transfer 
5814. 

RNA, coat protein assembly, kinetics 7476. 

RNA, coat protein cistrons, location/encapsidation 4785. 

RNA, cytokinins activity 3367. 

RNA, encapsidation intermediates, infectivity 5423. 

RNA, high molecular weight polypeptides termination 
codons, identification 2462. 

RNA, incorporation during reassembly 3553. 

RNA, infection-Nicotiana tabacum protoplasts, 
methodology 2527. 

tRNA, methylation-Escherichia coli tRNA (uracil-5-)- 
methyltransferase 2384. 

RNA, proteins, assembly 2274. 

RNA, 3’-terminus nucleotide sequence 4177. 

RNA, translation, multiple initiation sites 6065. 

RNA, translation-Acetabularia cytoplasm 2945. 

RNA, translation fidelity, spermidine, effects on 5431. 

RNA, translation in vitro, caps requirement 4242. 

RNA biosynthesis, ribavirin, effects on 3625. 


RNA disassembly intermediates, biological properties 1527. 


RNA polymerase (RNA-dependent) RNA biosynthesis, 
inhibition-cordycepin triphosphate 4492. 

RNA-proteins interaction, fluorescence/spin labelling 3990. 

mRNA 5'-terminus, binding-wheat germ ribosomes 6761. 

temperature-sensitive mutant, RNA biosynthesis 1964. 

uncoating-dimethy! sulphoxide 5680. 

Tobacco necrosis virus, 

double-stranded RNA, isolation/characterization 6796. 

Tobacco ringspot virus, 

infectivity, Nicotiana glutinosa , kinetin, effects on 5276. 

RNA, occurrence-associated proteins 6535. 

RNA, poly (A) content 5968. 

Toluidine blue, 

binding-rRNA 28S/rRNA 18S/tRNA 1465. 

Tomato black ring virus, 

occurrence-RNA 3 4144. 

RNA, poly (A) content 5968. 
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RNA 3, messenger properties 4854. 

Tomato bushy stunt virus, 

proteins-RNA interaction, neutron scattering 1302. 
RNA structure, X-ray crystallography 2463. 


Tomato ringspot virus, 
RNA, poly (A) content 5968. 


Tomato white necrosis virus, 

infection, Lycopersicon esculentum , inhibition-ribavirin 2697. 

Tomayomycin, 

induced DNA repair, Saccharomyces cerevisiae , 
mechanisms 3157. 

Torenia fournieri, 

DNA biosynthesis relationship-cell division, during buds 
formation 3195. 

Toriula ruralis, 

protein biosynthesis, temperature effects 1418. 

Torula, 

RNA, interaction-alkylating agents, n.m.r. 2981. 

Toxins, 

plasmid p307, Escherichia coli , toxins determinants, cloning 
1119. 

Toyocamycin, 

CHO cells mutants, growth, effects on 3412. : 

effects on Friend virus production, infected cells, mice 6597. 

effects on ribonucleoproteins assembly/processing, nucleoli, 
mammals cells 2422. 

effects on ribosomal proteins biosynthesis/assembly, L cells 
6736. 

effects on RNA biosynthesis/protein biosynthesis, 
Dictyostelium discoideum 278. 

Tradescantia bracteata, 

pollen grain/spores, tritiated thymidine incorporation 3830. 

Tradescantia paludosa, 

RNA biosynthesis/protein biosynthesis, role-cell division 
3041. 

Transcortin, 

complex-hydrocortisone, inhibition-RNA polymerase, 
chromatin, thymus 7341. 

Transcription, 

see also RNA biosynthesis 

adenovirus (human) 2, 5,6-dichioro-1,B-D- 
ribofuranosylbenzimidazole, effects on 4211. 

Bacillus subtilis , role-RNA polymerase sigma factor/delta 
factor 7339. 

control, Marek’s disease virus, induced tumours, chickens 
4189. 

errors, correction, role-nucleoside triphosphatase 4519. 

Escherichia coli , role-DNA unwinding protein 2874. 

eukaryotes, stimulation-glycerol/polyhydroxylic compounds 
LU7S: 

fidelity, purines/pyrimidines methylation, effects on 6814. 

genomes, Euglena gracilis chloroplasts, during development 
5413. 

gerbils, experimental stroke, effects on 1995. 

hormones, effects on, review 11. 

human cell lines, stimulation-Epstein-Barr virus nuclear 
antigen 5419. 

human embryo fibroblasts, in vitro, age, effects on 917. 

in vitro, L cells, sensitivity-ribosyldichlorobenzimidazole/ 
rifamycin inhibition 4826. 

initiation, bacteria, inhibition-lipiarmycin 4485. 

initiation, normal/phosphcrylated nucleosomes, liver, rats 
2491. 

Marek’s disease virus genomes, lymphoblastoid cell lines, 
chickens 3581. 

nuclei, liver, rats, role-low molecular weight RNA 3002. 
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Transcription,(continued) 

nuclei, Nicotiana tabacum tissues 5402. 

patterns, SV40 late RNA 2499. 

phage A int gene 6818. 

Pleurodeles waltlii oocytes, autoradiography 3574. 

progesterone-induced, oviduct, quails, age, effects on 4591. 

properties, Tetrahymena pyriformis nucleoli 1968. 

rates, assays 258. 

regulation, avian erythroid cells 4814. 

regulation, eukaryotes, role-attentuation, models 5400. 

RNA, herpes simplex virus 1, regulation 6819. 

rRNA gene, suppression, mice x human hybrids cells 4839. 

rotavirus (bovine) RNA, rabbits reticulocyte lysate 6822. 

Strongylocentrotus purpuratus embryos, electron 
microscopy 4810. 

SV40 infected kidney cells, monkeys, cytosol, effects on 6005. 

SV40-infected monkeys cells, regulation models 6826. 

termination, adenovirus (human) 2 4805. 

termination control, review 5689. 

triamcinolone acetonide, effects on, role-cleft palate induction 
5417. 

unit, adenovirus (human) 2, termination sites 5992. 

vesicular stomatitis virus, regulation-matrix protein 4212. 

Xenopus oocytes nucleoli, in vitro 4815. 

yeasts RNA polymerase I, rate 3571. 

Transferrin, 

serum, effects on DNA biosynthesis, liver, rats 7206. 

. Transformation, 

Bacillus subtilis , genes recombination, role-DNA methylase 
7268. 

DNA-mediated, Neurospora crassa 7275. 

Escherichia coli , radiation (u.v.)-treated plasmids/phages 
double-stranded DNA 7242. 

induction, endonuclease-defective Streptococcus pneumoniae 
mutants 2163. 

lymphocytes, role-glycolysis 1141. 

oncornavirus, review 667. 

Saccharomyces cerevisiae arg mutant, Saccharomyces 
cerevisiae arg gene containing ColE1 7247. 

Spirillum lipoferum , role-DNA 4461. 

Streptococcus pneumoniae , donors DNA size, effects on 
5107. 

Translation, 

see also Protein biosynthesis 

catalase mRNA, polyribosomes, liver, rats 6920. 

cell-free system, inhibition-reticulocytes rRNA 5S 2947. 

errors frequency, ATP/GTP regeneration, effects on 5857. 

fidelity, role-ribosomes, models 208. 

gerbils, experimental stroke, effects on 1995. 

hormones, effects on, review 11. 

inhibitors, ribosomes-bound, human lymphocytes, 
characterization 5902. 

inhibitors, wheat germ, purification/properties 5920. 

initiation sites, poliovirus 1 RNA 822. 

normal/adenovirus (human) 5-infected human cells/cell-free 
system, ionic strength, effects on 5338. 

poliovirus RNA, characterization-initiation products, cell- 
free system, HeLa cells 4132. 

re-initiation, sensitivity-GMP (7-methyl) analogues inhibition, 
reticulocyte lysate 831. 

regulation-interferon, review 2296. 

repressors, formation/activity, protein biosynthesis control- 
haemin, dithiothreitol, effects on, reticulocytes, rabbits 1422. 

repressors, haemin control-protein biosynthesis, 
reticulocytes, rabbits 1899. 

reticulocyte lysate, rabbits, haeme-controlled inhibitors, 
inhibition mechanisms 4748. 


reticulocyte lysate cell-free system, inhibition-patulin 4125. 

mRNA, models, review 4581. 

rotavirus (bovine) RNA, rabbits reticulocyte lysate 6822. 

Translocation, 

Escherichia coli ribosomes, assays, use-poly (U) column, 
magnesium, effects on 5351. 

protein biosynthesis, yeasts, inhibition-hygromycin B, 
mechanisms 3501. 

Transposons, 

insertion-phage M13 DNA 2752. 

kanamycin, insertion sites, plasmids ColE1, nucleotide 
sequence 3704, 

kanamycin, Streptomyces rimosus , gene expression- 
Escherichia coli 5108. 

kanamycin antibiotic resistance, transfer-Rhizobium 
leguminosarum 3851. 

lactose, integration sites, R factor RP1 5592. 

nomenclature, prokaryotes 6344. 

transposon Tn 554, Staphylococcus aureus , transformation/ 
transduction/restriction endonuclease analysis 6212. 

transposon Tn 10, analysis, use-lacI gene integration 5593. 

transposon Tn10, antibiotic resistance, tetracycline, location- 
ribosomes binding sites 993. 

transposon Tn 10, induced inversions/deletion, phage A, 
structure 4935. f 

transposon Tn10, insertion-phage A, sequence analysis 4936. 

transposon Tn 10, restriction endonuclease cleavage mapping 
3095. 

transposon Tn3, plasmids DNA integration sites, nucleotide 
sequence 4930. 

transposon Tn3, translocation, plasmid pMC 391, repressors 
genes, identification/characterization 7251. 

transposon Tn9, integration-Escherichia coli lactose open, 
insertion sequence generation 5099. 

Triadenosine diphosphate, 

conformation characteristics 5806. 

Triallyl phosphate, 

uracil/thymine/cytosine/adenine/guanine derivatives, 
synthesis 5730. 

Triamcinolone acetonide, 

effects on transcription, role-cleft palate induction 5417. 

Triatoma infestans, 

nuclei, DNA content 2558. 

symTriazine trichloride, 

use-RNA-ribosomal proteins cross-linking, Escherichia coli 
ribosomal subunits 3478. 

Tributylin, 

effects on DNA labelled thymidine incorporation, skin, rats 
5555. 

Trichoplusia ni, 

nuclear polyhedrosis virus DNA, restriction endonuclease 
mapping 6187. 

Tridecanucleotides, 

complementary-phage fd, synthesis 734. 

Trifluoroacetic acid, 

effects on cytosine/cytosine (5-alkyl) derivatives, amino 
groups, n.m.r. 5728. 

Trifluoromethylphenyldimethylurea, 

effects on DNA base composition, plants 4916. 


Trigonella foenum graecum, 
cotyledons, ribosomes, ribonuclease activity 493. 


Triiodothyronine, 

stimulation DNA polymerase a, myocardium cells, rats 
neonates 4508. 

regulation-growth hormone biosynthesis/mRNA levels, 
pituitary cell lines, rats 3013. 


a 


IRL©1979 


271 


Trillium camschatiene, 

heterochromatin, thymidine labelling, cold, effects on 3964. 
Trillium kamtschaticum, 

chromatin subunits structure 5665. 

Trimethy! phosphate, 
alkylation-purines/pyrimidines/nucleosides/nucleotides 4613. 
reaction-adenosine/cytidine/guanosine/uridine 1829. 


Trinucleoside diphosphates, 
configuration, aqueous solution, n.m.r. 738. 
synthesis 1864. 


Triostin A, 
binding-adenine/guanine derivatives 673. 
binding-DNA, sequence specificity 333. 


Triostin C, 
binding-DNA, sequence specificity 333. 


Tripneustes gratilla, 
embryos, rRNA biosynthesis/processing 5994. 


Trisodium phosphonoformate, 

antiviral agents, inhibition-DNA polymerase, herpes simplex 
virus I/herpes simplex virus 2/pseudorabies virus/bovine 
rhinotracheitis virus 2796. 

effects on DNA biosynthesis, HeLa cells/lung cells 3186. 

inhibition-hepatitis B virus Dane particles-associated DNA 
polymerase 5150. 


Triticale, 

genomes complexity, comparison-Triticum durum /Secale 
cereale 7104. 

Triticum, 

see also Wheat germ 

anthers, RNA/DNA content, ethrel-induced sterility, effects 
on 3844. 

chromatin, RNA biosynthesis, temperature, effects on 6893. 

DNA, sequence organization 1059. 

embryos, early germination, protein biosynthesis, 
dependence-RNA biosynthesis 3473. 

embryos, polyribosomes, poly (A)-bound proteins, 
characterization 3491. 

histones composition, temperature effects 3300. 

ontogenesis, DNA biosynthesis/RNA biosynthesis 469. 

RNA biosynthesis, during maturation 1998. 

RNA polymerase II, interaction-plasmids templates 3257. 

seeds, DNA biosynthesis, use-nucleosides precursors, age, 
effects on 470. 

Triticum aestivum, 

aleurone layer cells, a-amylase precursors, biosynthesis- 
mRNA dependent reticulocyte lysate cell-free system 5866. 

embryos, DNA biosynthesis/RNA biosynthesis/protein 
biosynthesis during development, proteins content, effects on 
4843. 

embryos, early DNA biosynthesis, characterization 1633. 

embryos. mRNA, characterization 257. 

embryos, mRNA, translation activity during germination 
4858. 

rRNA, base composition, light, effects on 1497. 

tRNA, distribution-cytokinins activity 5326. 

satellite DNA, denaturation/reassociation properties 416. 

Triticum durum, 

cae complexity, comparison-Secale cereale /Triticale 
7104. 

Triticum vulgare, 

embryos, RNA-binding protein, identification, role- 
translation 3338. 

Triton X-100, 

effects on chloroplasts/nuclei DNA, plants 4369. 


effects on DNA polymerase (RNA-dependent) elongation- 
avian sarcoma virus genomes 5’-terminus complementary 
DNA 6436. : 

effects on puromycin-mediated peptides release, ribosomes, 
liver, rats 6747. 

Tritrichomonas foetus, 

DNA biosynthesis, inhibition-vermiculine 3156. 

Triturus, ; 

lung cells, spindles, ribonucleoproteins distribution 3941. 

regenerating limbs, polyribosomes content, denervation, 
effects on 6722. 

Triturus cristatus, 

cartilage cells, chromatin, structure/distribution, age, effects 
on 617. 

cartilage cells, chromatin structure/distribution, age, effects 
on 2255. 

DNA repetitive sequences 1045. 

Triturus cristatus carnifex, 

chromosomes, hybridization-repetitive DNA 4554. 

Triturus vulgaris meridionalis, 

chromosomes, rRNA gene location, methodology 3980. 

Trophoblastic tumours, 

cell lines, human, cytotoxicity-N®-substituted adenosine 
analogues 6596. 

Trypanosoma brucei, 

DNA polymerase, isolation/characterization 4500. 

variant specific surface antigen mRNA, purification/ 
characterization 235. 

Trypanosoma cruzi, 

DNA biosynthesis, inhibition-5-nitrofuran, mechanisms 4830. 

infected mice strains, treatment-DNA + ethidium bromide 
complex 6968. 

kinetoplasts, DNA, characterization 1038. 

kinetoplasts DNA, characterization-sedimentation analysis 
4978. 

Trypanosoma equiperdum, 

kinetoplasts DNA, characterization 4348. 

Tryptophan, 

binding-tRNA (tryptophanyl) synthetase, pancreas, cattle 
6693. 

codons, sequence, DNA, Saccharomyces cerevisiae 
mitochondria 7278. 

derivatives, interaction-uridine (5-bromo) 706. 

effects on radiation (u.v.) induced DNA strands breakage, 
mammalian cells 4910. 

effects on tRNA (tryptophanyl) synthetase activity 5854. 

effects on RNA biosynthesis, liver, rats 4833. 

effects on RNA polymerase, liver, rats 1719. 

Tryptophan oxygenase, 

mRNA, activity, Morris hepatoma/HTC cells 3600. 

TTP, 

use-leucocytes (eosinophilic) labeliing, human cytoplasm 
5790. 

dTTP, 

biosynthesis, regulation, Novikoff hepatoma cells, uridine (5- 
fluorodeoxy)/uridine (6-deaza), effects on 717. 

TTP arabinoside, 

effects on DNA polymerase, mice cells/oncornavirus 1733. 

mice cells/oncornavirus, TTP arabinoside/CTP arabinoside, 
effects on 1733. 

Tubercidin, 

biological activity, leukaemia cells, mice 5282. 

CHO cells mutants, growih, effects on 3412. 

pentaammineruthenium complex, synthesis 75. 

Tubercidin (8-Aza), 

conformation, X-ray diffraction 709. 
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Tubulin, 

mRNA, Chlamydomonas reinhardtii , amiprophos methyl, 
effects on 2535. 

mRNA, Strongylocentrotus purpuratus , translation, 
deciliation, effects on 312. 

a-Tubulin, 

brain, rats, mRNA translation, cell-free system 2009. 


mRNA, isolation-brain, embryos, chickens, characterization- 


translation products 1463. 
B-Tubulin, 
brain, rats, MRNA translation, cell-free system 2009. 


mRNA, isolation-brain, embryos, chickens, characterization- 


translation products 1463. 

Tulipa kaufmanniana, 

DNA transcription activity during differentiation, 
parenchyma cells 300. 

roots, DNA polymerase/RNA polymerase, activity during 
growth/differentiation 5151. 

Tumotrr cell lines, 

lymphoid, methylation-Herpesvirus saimiri DNA 71 12 

rats, DNA biosynthesis, vitamin A, effects on 7184. 

Tumour cells, 

alveolar, human, DNA biosynthesis/DNA repair, harman, 
effects on 5052. 

pituitary, rats, chromatin structure, glucocorticoids, effects 
on 7445. 

Tumour necrosis factor, 

rabbits, stimulation-RNA biosynthesis, leukaemia cells, mice 
6844. 

Tumours, 

ascitic fluid, DNA, characterization 2674. 

bladder tumours, human, DNA biosynthesis/RNA 
biosynthesis, uracil (5-fluoro)/mitomycin C/ 
cyclophosphamide, effects on 1110. 

DNA polymerase, inhibition-sesquiterpene lactones 1665. 

human, adenovirus (human) 4 DNA sequence analysis 5005. 

liver tumours, human, hepatitis B virus DNA detection 1544. 

ovary, DNA biosynthesis in vitro, steroid hormones, effects 
on 2106. 

plants, occurrence-Ti plasmid DNA 3207. 

rats, elongation factor | activity 4140. 

transformation, kidney/liver, rats, relationship-tRNA 
(arginyl) synthetase activity 4082. 

uracil (5-fluoro) sensitivity, assay 4025. 

Tupaia belangeri, 

lymphosarcoma, herpesvirus DNA, restriction endonuclease 
EcoRI analysis 6183. 

Turnip rosette virus, 

RNA, c.d. 874. 

Turnip yellow mosaic virus, 

coat protein mRNA, nucleotide sequence 1482. 

genomes RNA, templates-reverse transcription, products 
characterization 7121. 

nucleoproteins, isolation/alkalinity, effects on 7414. 

RNA, complementary DNA, characterization 1601. 

RNA, translation studies 6913. 

RNA homology-eggplant mosaic virus/Andean potato latent 
virus 873. 

mRNA 5/-terminus, binding-wheat germ ribosomes 6761. 

Tween-80, 

inhibition-phage I3 DNA injection 4436. 

Tyramine, 

DNA photosensitization, thymine dimers formation 3683. 

Tyrocidine, 

complex-DNA, characterization, dissociation-gramicidin D 
1560. 


Tyrosine, 

DNA photosensitization, thymine dimers formation 3683. 

Tyrosine aminotransferase, 

biosynthesis in vitro, regulation-mRNA, hepatoma cells 2543. 

mRNA, activity, Morris hepatoma/HTC cells 3600. 

mRNA, hepatoma cells, translation-wheat germ cell-free 
system 2544. 

mRNA, levels, liver, rats, hydrocortisone, effects on 275. 

Tyrosine3-Monooxygenase, 

induction-nerve growth factors, rats, role-RNA biosynthesis 
4219. 

3T3 cells, 

cytomegalovirus gene expression, nonproductive infection 
1980. 

DNA biosynthesis, inhibition-culcium deprivation, 
magnesium, effects on 465. 

DNA biosynthesis, stimulation-growth factors, colchicine/ 
Colcemid/podophyllotoxin/vinblastine, effects on 7127. 

ducks cells DNA sequences transfer-Rous sarcoma virus 
1140. 

extracts, DNA biosynthesis inhibition specificity 2736. 

herpesvirus (equine)-induced thymidine kinase, purification/ 
characterization 3923. 

Moloney sarcoma virus transformed, revertants, loss-specific 
RNA nucleotide sequence 3209. 

ribosomal protein $6, phosphorylation during early G phase 
6738. 

short DNA, characterization 1632. 

stimulation-plasma, effects on DNA biosynthesis/RNA 
biosynthesis 4432. 

SV 40 transformed, chromatin, transcription/processing/ 
structure 1268. 

$V40-transformed, single-stranded DNA, isolation/ 
characterization 6253, 7058. 

synchronous culture, satellite DNA replication kinetics 5071. 

3T6 cells, 

mice, nuclei, polyoma virus DNA biosynthesis 6276. 

mutants, interferon-associated double-stranded RNA- 
dependent enzymes activity 577. 

mRNA biosynthesis/translation/turnover 267. 

S phase, DNA replication, regulation- ATP/ADP pools 5070. 


Ubiquitin, 

identity-nonhistone proteins, Salmo testis 3306. 

UDP, 

dipotassium salt, X-ray crystallography 5788. 

transport, axons, optic nerve, rats Bie 

UDP-glucuronic acid, 

effects on DNA conjugation-benzo(a)pyrene metabolites, 
microsomes 5461. 

Uganda § virus, 

RNA biosynthesis, BHK-21 cells/Aedes albopictus 1947. 

Ultrasonication, 

effects on calf thymus DNA molecular weight/conformation 
5003. 

Ultrasound, 

induced DNA repair, HeLa cells 7173. 

UMP, 

6-aminohexanol derivatives, synthesis, methodology 5305. 

conformation studies 1859. 

intracranial, rats, effects on learning/memory 729. 

radiation-induced phosphate radicals, e.s.r. 1858. 
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UMP.,(continued) 

reaction-hypochlorous acjd 5300. 

transport, axons, optic nerve, rats 5772. 

dUMP, 

incorporation, HeLa cells, accumulation-DNA fragments 
728. 

UMP (5(a-Bromoacetyl)-2'-Deoxy), 

inhibition-Lactobacillus casei TMP synthetase 5648. 

UMP (cyclic), 

interaction-ribonuclease 1151. 

UMP (2-Deoxy), 

pools, Walker 256 carcinosarcoma, rats/leukaemia L1210, 
mice, uracil(5-fluoro), effects on 689. 

UMP (2'-Deoxy-2'-Fluoro), 

substrate specificity, TMP synthetase, Escherichia coli 2821. 

UMP (5-Fluorodeoxy), 

complex-TMP synthetase, n.m.r. 1238. 

pools. Walker 256 carcinosarcoma, rats/leukaemia L1210, 
mice, uracil(5-fluoro), effects on 689. 

UMP (5-Fluoro-2'-Deoxy), 

dissociation-Lactobacillus casei TMP synthetase, 5,10- 
methylenetetrahydrofolate, effects on 2220. 

UMP (5-Methylaminomethyl-2-Thio), 

conformation, n.m.r. 5760. 

UMP (5-Nitro-2'-Deoxy), 

inhibition-TMP synthetase 2219. 

Uracil, 

+ guanine, role-RNA helix stability 6773. 

5-alkylation, poly d(A-U), heat stability, effects on 5811. 

alkylation-dimethy] sulphate/diethyl sulphate, catalysis- 
tetrabutylammonium fluoride 2313. 

binding-zinc 5724. 

boron analogues, synthesis 44. 

boron/silicon-substituted, synthesis/properties 6561. 

complex formation-isoproterenol 6559. 

complex-platinum II, binding sites, spectroscopy (u.v.)/ 
spectroscopy (i-r.)/n.m.r. 681. 

crystals, photochemistry, spectroscopy/kinetics 3371. 

derivatives, deuterium exchange kinetics 46. 

derivatives, effects on uracil (5-fluoro)/uracil(1-(2- 
tetrahydrofuryl)-5-fluoro) antitumour activity 5270. 

derivatives, indole-S'-substituted, synthesis 3373. 

derivatives, phosphate esters, synthesis 47. 

derivatives, physical properties 16. 

derivatives, reaction-bromine, mechanisms 5731. 

effects on uracil (5-fluoro)/uridine (5-fluorodeoxy) 
teratogenicity, mice 2910. 

exogenous, effects on pyrimidine nucleotides biosynthesis, 
Escherichia coli 1345. 

hydrogen bonds-peptides, solution, n.m.r. 3372. 

incorporation, adenovirus (human) 12 DNA replication 6270. 

incorporation, DNA biosynthesis, man cells 1638. 

incorporation/excision, DNA, Escherichia coli 


uridinetriphosphatase/uracil-DNA glycosylase mutants 4397. 


interfacial behaviour, temperature effects 41. 

methyl derivatives, mass spectroscopy 45. 

mixtures-adenine/uracil (1,3-dimethyl), adsorption-mercury 
electrodes/solutions interface 4619. 

oxyethylated derivatives, synthesis 20. 

purification/identification, DNA, embryos, chickens 1048. 

reaction-hypochlorous acid 684. 

reaction-pheny|2,3-epoxypropyl ethers, hypolipidaemic 
agents, synthesis/properties 19. 

reaction-sulphates 1813. 

reaction-tryptophan derivatives 707. 

S-substituted derivatives, reaction-2,3-dihydrofuran 4615. 

substituted derivatives, spectroscopy (i.r.) 4616. 


synthesis, role-aspartic acid derivatives 6563. 

triallyl phosphate derivatives, synthesis 5730. 

Uracil (5--acetyl), 

synthesis-nucleosides/nucleotides derivatives 6567. 

Uracil (6-Acety}), 

photolysis products, characterization 2311. 

Uracil (5-Alkyl), 

preparation 42. 

Uracil (6-Alkylamino-5-Amino-1,3-Dimethyl), 

uracil (6-azido-1,3-dimethyl) radiaiion products 2315. 

Uracil (4-Alkylthio), 

synthesis 2310. 

Uracil (6-Amino-2-Thio), 

structure, X-ray diffraction 48. 

Uracil (6-Aza), 

tricyclic aryl substituted, synthesis/anticoccidial activity 
1342. 

Uracil (6-Azido-1,3-Dimethy]), 

radiation products, uracil (6-alkylamino-5-amino-1,3- 
dimethyl) 2315. 

Uracil (1,3-Bis(tetrahydro-2-Furanyl)-5-Fluo, 

synthesis/antitumour activity 1340. 

Uracil (bromo), 

substitution-DNA, Allium cepa , photosensitivity, effects on 
4906. 

Uracil (5-Bromo), 

containing, DNA, phage T4, radiation (u.v.), effects on 6993. 

e.s.r. 683. 

effects on Escherichia coli DNA base composition 5268. 

induced damage, DNA repair, Escherichia coli mutants 
5029. 

substitution, lactose operon, effects on lactose operon-lactose 
repressor interaction 652. 

Uracil (bromodeoxy), 

distribution-DNA, embryo cells, rats, relationshp-chromatin 
nucleoproteins organization 3958. 

Uracil (6-Carbamoy)), 

derivatives, hydrolysis/dealkylation 6568. 

Uracil (5-Chloro), 

derivatives, reaction-cysteine 88. 

Uracil (6-Cyano), 

derivatives, hydrolysis/dealkylation 6568. 

Uracil (2,4-Dialkylthio), 

synthesis 2310. 

Uracil (5,6-Dicyano-1,3-Dimethyl), 

synthesis 2906. 

Uracil (dihydro), 

radiation damage, radicals, e.s.r. 1343. 

Uracil (1,3-Dimethy)), 

association-4-pyridone, spectroscopy (i.r.) 4022. 

base stacking-thymine (1,3-dimethyl), mass spectroscopy 
4617. 

copper complex, X-ray diffraction 43. 

mixtures-uracil/adenine, adsorption-mercury electrodes/ 
solutions interface 4619. 

Uracil (1,5-Dimethyl), 

interfacial behaviour, temperature effects 41. 

Uracil (1,3-Dimethyl-4-Amino-5-Nitroso), 

interaction-copper nitrate 6565, 6566. 

reaction-copper nitrate 26. 

Uracil (1-(2,3-Dioxobuty])), 

synthesis 2314. 

Uracil (1-(2,3-Dioxobutyl)-3-Methyl), 

synthesis 2314. 

Uracil (1-(3,4-Dioxopentyl)), 

synthesis 2314. 
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Uracil (2,4-Dithio), 

interaction-titanium metallocenes, X-ray crystallography 
6564. 

Uracil (5-Ethynyl), 

nucleosides, synthess 1834. 

Uracil (5-Fluoro), 

analysis-chromatography (high-performance liquid) 40. 

antitumour activity, uracil derivatives, effects on 5270. 

chemotherapy activity, sarcoma, mice, potentiation-cytidine/ 
guanosine combination 5737. 

combination-thymidine, treatment-colorectal carcinoma 
5269. 

complex-glycyl-glycine + copper (II) + water, synthesis/ 
characterization, e.s.r. 686. 

effects on DNA biosynthesis/RNA biosynthesis, bladder 
tumours, human 1110. 

effects on DNA biosynthesis/UMP(5-fluorodeoxy)/UMP(2- 
deoxy) pools, Walker 256 carcinosarcoma, rats/leukaemia 
L1210, mice 689. 

effects on Escherichia coli tRNA bases modification 6661. 

effects on nucleosides incorporation-DNA, embryos/ 
maternal tissues, mice 4026. 

effects on wounds healing, abdomen, rats 690. 

incorporation, rRNA, thymidine, effects on 5766. 

induction-toxicity, gastrointestinal tract, mice, mechanisms 
6577. 

metabolism-sensitive/resistant tumour cells 5267. 

plasma, assays, chromatography (gas-liquid) 5732. 

sensitivity, tumours, assay 4025. 

synthesis 84. 

teratogenicity, mice, uracil/thymidine, effects on 2910. 

treatment experimental pancreatitis 4623. 

Uracil (1-(5-)nitrofurfuryl)<-5-Halo), 

derivatives, synthesis/antibacterial agents 1344. 

Uracil (6-Hydrazino-1,3-Dimethy}), 

use-nucleosides analogues synthesis 83. 

Uracil (6-(p-Hydroxyphenylazo)), 

effects on Bacillus subtilis sporulation 50. 

effects on transduction, Bacillus subtilis 4027. 


Uracil (6-Methyl), 
complex-platinum II, binding sites, spectroscopy (u.v.)/ 
spectroscopy (i-r.)/n.m.r. 681. 


Uracil nucleosides, 
synthesis 84. 


Uracil (1-(2-Tetrahydrofuryl)-5-Fluoro), 
antitumour activity, uracil derivatives, effects on 5270. 


Uracil (1-(tetrahydro -2-Furany!)-5-Fluoro), 

synthesis/antitumour activity 1340. 

Uracil (3-(tetrahydro-2-Furanyl)-5-Fluoro), 

synthesis 4618. 

Uracil (thio), 

modification-dimethyl selenoxide 682. 

Uracil (2-Thio), 

interaction-titanium metallocenes, X-ray crystallography 
6564. 

Uracil (4-Thio), 

energy transfer, bases solutions 2312. 

stimulation-Escherichia coli peptidyltransferase 4040. 

Uracil arabinoside, 

biological activity, lymphoma cells, mice 5775. 

separation-uridine/uridine (deoxy), use-sugar-borate 
complexation 53. 

5-substituted derivatives, synthesis/antiviral activity-herpes 
simplex virus | 4635. 

synthesis 6581. 


Uracil-DNA glycosylase, 

calf thymus, isolation/characterization 6453. 

deaminated cytosine DNA repair, phage PBS1/phage SPO2 
D2 

Escherichia coli , damaged DNA, guanine (7-methyl) release 
7399. 

induction during human lymphocytes stimulation 6452. 

role-DNA repair, Escherichia coli 5175. 

Urea, 

induction-histone H1 binding-linkage DNA-lacking 
nucleosomes 3304. 

Ureaplasma urealyticurm, 

DNA, base composition 2637. 

Urethane, 

effects on DNA sedimentation patterns, liver, rats/mice 3681. 

Uricase, 

biosynthesis, localization-free ribosomes, liver, rats 792. 

Uridine, 

catabolism, relationship-RNA labelling, mice, hepatectomy 
2341. 

complex-metals, preparation 1838. 

complex-platinum II, binding sites, spectroscopy (u.v.)/ 
spectroscopy (i.r.)/n.m.r. 681. 

derivatives, indole-5'-substituted, synthesis 3373. 

effects on plasmid pBR322 DNA amplification-Escherichia 
coli 5085. 

5-halo-5’-amino analogues, synthesis/antiviral activity 704. 

incorporation-Drosophila melanogaster imaginal discs, 
ecdysterone, effects on 1972. 

incorporation-RNA, 2,!-3'-Oadamantylphosphonate, tissues 
573s 

metabolism, Closterium acerosum , incorporation-RNA 714. 

methyl derivatives, spectroscopy (Raman) 5757. 

3'-phenylphosphonic acid esters, interaction-endonuclease, 
plants 73. 

reaction-trimethyl phosphate 1829. 

self-stacking, n.m.r. 93. 

separation-uracil arabinoside/uridine (deoxy), use-sugar- 
borate complexation 53. 

5-substituted, containing, oligonucleotides, physical 
properties/biological properties 146. 

transport, axons, optic nerve, rats 5772. 

transport, fibroblasts, stimulation-amphotericin B 2734. 

tritiated, incorporation-thyroid RNA, potassium iodide, 
effects on 1850. 

uridine (5-iododeoxy), fate 4046. 

Uridine (5-Alkyl-2'-Deoxy), 

isomers, separation, chromatography (high-performance 
liquid) 5742. 

preparation 42. 

Uridine (5-Allyl), 

synthesis 1833. 

Uridine (5-Allyl-2'-Deoxy), 

synthesis 1833. 

Uridine (3-(3-Amino3-Carboxypropy))), 

chemical modification, effects on Escherichia coli tRNA Phe 
function 6664. 

Uridine (3’-Amino-3'-Deoxy), 

synthesis 4032. 

Uridine (5'-O-(1-Aminoethane- 1-Phosphony))), 

synthesis 5745. 

Uridine (6-Aza), 

interaction-phosgene/thionylchloride 85. 

Uridine (5'-Azido-5'-Deoxy), 

derivatives, temperature effects 82. 

Uridine (5-Bromo), 

interaction-tryptophan derivatives 706. 
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Uridine (5-Bromo),(continued) 
reaction-tryptophan derivatives 707. 
Uridine (bromodeoxy), 

+ dimethyl sulphoxide, treatment, Friend erythroleukaemia 
cells, effects on Friend leukaemia virus mRNA expression 
6044. 

induction-alkaline phosphatase, HeLa cells, role DNA 
biosynthesis 5065. 

substituted DNA, chromatin, CHO cells, radiation (u.v.) 
fractionation 5212. 

Uridine (5-Bromodeoxy), 

+ radiation (u.v.), effects on DNA biosynthesis, embryo 
cells, hamsters 7162. 

+ radiation (u.v.), hamsters embryo cells DNA, induction- 
neoplastic transformation 960. 

antibodies, characterization 4525. 

containing, sister chromatids, Chinese hamsters cells, 
staining 632. 

cytotoxicity, melanoma cells, hamsters, cytidine (deoxy), 
effects on 4049. 

distribution, DNA, melanema cells, hamsters, cytidine 
(deoxy), effects on 7095. 

effects on AMP (cyclic) phosphodiesterase induction, 3T3-L 
cells 2342. 

effects on amylase mRNA biosynthesis, pancreas, rats, 
development 903. 

effects on developmental genetics, Paracentrotus lividus 
2338. 

effects on DNA biosynthesis, Stylonychia mytilus 4043. 

effects on gastrulation, Paracentrotus lividus 2339. 

effects on host cell reactivation, radiation (u.v.)-treated 
herpes simplex virus 7133. 

effects on RNA (heterogeneous nuclear), hepatoma cells 
4798. 

effects on rRNA biosynthesis, Dictyostelium discoideum 
4208. 

incorporation, Chinese hamsters cells DNA, role-sister 
chromatid exchange 4045. 

incorporation-DNA, Nicotiana tabacum resistant cell lines 
2340. 

induced, dense double-stranded DNA, CHO cells, 


characterization/association-sister chromatid exchange 1631. 


induced mutations, CHO cells, induction-guanine (6-thio)/ 
ouabain resistance 1853. 

induction-human syntenic genes segregation 108. 

induction-prolactin biosynthesis, tumour cells, pituitary, rats, 
mechanisms 4649. 

radiation (X), radicals formation/analysis 4636. 

substituted, DNA, Pisum sativum , induction-phenylalanine 
ammonia-lyase/pisatin 6609. 

substituted DNA, affinity-oestrogen receptor, uterus, rabbits 
1801. 

substituted regions, DNA, distribution, determination, 
methodology 3694. 

substitution, Physarum polycephalum chromatin, effects on 
nuclease digestion 3966. 

use-in vivo determination-DNA biosynthesis, methodology 
419. 

Uridine (5-Bromo-2’-Deoxy), 

effects on mutagenesis, cells, hamsters 3408. 

effects on RNA sequence complexity, neuroblastoma clones 
2920. 

photolysis, effects on N-methyl-N’-nitro-N-nitrosoguanidine 
induction-transformation, embryo cells, hamsters 3411. 

reaction-cysteine derivatives 2329. 

Uridine ((E)-5-(2-Bromovinyl)-2'-Deoxy), 

antiviral activity, herpes simplex virus | 6600. 


Uridine (5-Carboxy-2'-Deoxy), 
biological properties 715. 


Uridine (5-Carboxymethylaminomethy]), 
occurrence, Bacillus subtilis tRNA Gly 696. 


Uridine (5-Cyano), 

antiviral agents, vaccinia virus/herpes simplex virus/vesicular 
stomatitis virus 107. 

synthesis 1841. 


Uridine (6-Cyano), 
synthesis 1841. 


Uridine (5-Cyano-2'-Deoxy), 
antiviral agents, vaccinia virus/herpes simplex virus/vesicular 
stomatitis virus 107. 


Uridine (6,5'-N-Cyclo), 
synthesis 1840. 


Uridine (6,5'-S-Cyclo), 
synthesis 1840. 


Uridine (O°,5'-Cyclo-5,6-Dihydro-2'-Deoxy), 
uridine (deoxy) radiation products, characterization 2332. 


Uridine (3-Deaza), 
pharmacokinetics, man 3400. 


Uridine (6-Deaza), 
effects on dTTP biosynthesis regulation, Novikoff hepatoma 
cells 717. 


Uridine (3-Deaza-6-Aza), 
conformation 100. 


Uridine (deoxy), 

detection-acids soluble fractions, embryos, chickens 5739. 

effects on thymidine uptake/dinucleoside triphosphates 
concentration, bone marrow, human anaemia 
(megaloblastic) 1854. 

radiation products, uridine (O0°,5’-cyclo-5,6-dihydro-2'- 
deoxy), characterization 2332. 

separation-uridine/uracil arabinoside, use-sugar-borate 
complexation 53. 


Uridine (2'-Deoxy), 

boron/silicon-substituted, synthesis/properties 6561. 

5-polyfluoralkyl/5-polyfluoroalkoxymethy]) derivatives, 
synthesis 2330. 


Uridine (3-Deoxy), 
synthesis 705. 


Uridine (2’-Deoxypseudo), 

synthesis 86, 89. 

Uridine (3’-Deoxypseudo), 

synthesis 89. 

Uridine (2’,5'-Dideoxy-5-Fluoro), 

derivatives, synthesis 5753. 

analogues, synthesis, antitumour agents 3391. 

Uridine (5-Dimethylamino), 

X-ray crystallography 5759. 

Uridine (5-Ethyl-2'-Deoxy), 

arith cyclophosphamide treatment-leukaemia L5222 

treatment-herpes simplex virus encephalitis, mice 3410. 

Uridine (5-Ethynyl-2'-Deoxy), 

structure, X-ray diffraction 102. 

Uridine (5-Fluoro), 

effects on Xenopus laevis rRNA gene transcription unit 
ultrastructure 4044. 

induction-toxicity, gastrointestinal tract, mice, mechanisms 
6577. 
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substitution, Escherichia coli tRNA, effects on protein 
biosynthesis activity 762. 

uptake, hepatoma cells, relationship-UTP levels 4047. 

Uridine (5-Fluoro-2'-Deoxy), 

drug resistance, Pediococcus cerevisiae , mechanisms 2343. 

effects on Crepis capillaris radiation (X)-induced 
chromosome aberrations 5774. 


induction-toxicity, gastrointestinal tract, mice, mechanisms 
6577. 


Uridine (5-Fluorodeoxy), 

effects on ageing, Caenorhabditis elegans 4048. 

effects on chloroplasts genes mutations, Chlamydomonas 
4650. 

effects on nucleoli dispersion during mitosis 109. 

effects on dTTP biosynthesis regulation, Novikoff hepatoma 
cells 717. 

induction-mutation, CHO cells 5297. 

teratogenicity, mice, uracil/thymidine, effects on 2910. 

Uridine (5-Formyl-2'-Deoxy), 

oxime, rearrangement 87. 

Uridine (5-Halo), 

interaction-sodium bisulphite, n.m.r. 4031. 

Uridine (halodeoxy), 


substituted-DNA, Syrian hamsters cells, actinomycin D 
binding enhancement 5522. 


Uridine (5-Hydroxymethyldeoxy), 
thymidine radiation (ionizing) products, assays, use-DNA 
damage detection 1350. 


Uridine (5-Iodo-5'-Amino2’,5'-Dideoxy), 


effects on Epstein-Barr virus expression/transformation 4641. 


Uridine (5-lododeoxy), 

antibodies, characterization 4525. 

effects on DNA transcription, embryos cell lines, mice 6878. 
induction-C-type virus, embryo cells, human lung 2919. 


Uridine (5'-Iodo-2'-Deoxy), 

chromatography (high-pressure liquid) 710. 

effects on herpes simplex virus 1 infection, mice 1846. 

herpes simplex virus infection/herpes zoster, treatment 1362. 

herpes simplex virus 1 keratitis treatment, rabbits 3409. 

inhibition-vaccinia virus/monkeypox virus, lung cells, rabbits 
1852. 

reaction-cysteine derivatives 2329. 

treatment, induction-Epstein-Barr virus early antigen, 
lymphoblastoid cell lines 716. 

treatment-herpes simplex virus keratitis, himan 1363. 

treatment-human herpes zoster infection 6608. 


Uridine (2',3’-O-Isopropylidene-O7,5’’->cyclo), 
cleavage, use-Lewis acid/proton acid 1839. 
Uridine (5-Methoxycarbonylmethyl-2-Thio), 
conformation, n.m.r. 5760. 

Uridine (5'-C-Methy]), 

synthesis, methodology 5752. 

Uridine (5-MethylaminomethyI-2-Thio), 
conformation, n.m.r. 5760. 

Uridine (5-(1-Propenyl)-2’-Deoxy), 
synthesis 1833. 

Uridine (5-Propyl), 

synthesis 1833. 

Uridine (5-Propyl-2’-Deoxy), 

synthesis 1833. 


Uridine (pseudo), 

containing, tRNA (aminoacyl), Salmonella typhimurium 
hisT mutant, role-regulation 5836. 

modified, synthesis 6586. 

synthesis 5273. 

Uridine (4-Thio), 

incorporation, BHK cells, use-RNA isolation, 
chromatography (affinity) 4156. 

Uridine (2-Thiol-5-Methylamino), 

structure, X-ray crystallography 3395. 

Uridine (2-Thio-5-Methylamino), 

structure, X-ray crystallography 2914. 

Uridine (2-Thio-5-Methylcarboxymethyl), 

structure 1359. 

Uridine (2-Thiopseudo), 

modified, synthesis 4634. 

Uridine (trifluoro), 

inhibition-adenovirus (human) 8/adenovirus (human) 13/ 
adenovirus (human) 19 replication 2695. 

treatment-herpes simplex virus keratitis 2337. 

Uridine (trifluoromethyl-2'-Deoxy), 

inhibition/regulation-herpes simplex virus 1-induced 
thymidine kinase, HEp-2 cells 1213. 

Uridine O7,4’-Anhydro nucleoside, 

synthesis 6587. 

Uridine 4’,5'-Enamine, 

synthesis 1357. 

Uridine phosphorylase, 

activity, human skin fibroblasts/rabbits kidney cell culture 
547. 

Uridine-5'-O-Methylphosphate-methanol, 

sodium derivatives, structure, X-ray diffraction 101. 

Uridine-5'-Phosphoric acid, 

yeasts RNA, spectroscopy (Raman) 6594. 

Uridy! (-3,'5’-) adenyl O,O- phosphorothioate, 

synthesis 132. 

Uridylyl-(3’-5’)-Adenosine, 

fluofine analogues, complex-ribonuclease S, X-ray 
crystallography 1158. 

hydrolysis-ribonuclease, models 3221. 

phosphorothioate derivatives, synthesis 4663. 

Uridylyl-(5'N)-Amino acids, 

synthesis 125. 

Uridylyl-(5’N)-Peptides, 

synthesis 125. 

Urinary bladder, 

epithelium, mice, DNA biosynthesis, cyclophosphamide, 
effects on 2726. : 

Uromastix hardwickii, 

liver, ribonuclease I, purification/characterization 2174. 

Uromyces phaseoli, 

DNA polymerase, purification/characterization 4497, 4498. 

Ustilago maydis, 

DNA-binding protein, purification/characterization 4560. 

nuclease activity, association-viruses-induced killer factor 
7298. 

Ustilago sphaerogena, 

ribonuclease U,, chemical modification 6394. 

UTP, 

levels, hepatoma cells, relationship-uridine (5-fluoro) uptake 
4047. 

mercurated, use-RNA characterization, oviduct nuclei, use 
403. 

mercury-containing, use-RNA biosynthesis assays, in vitro 
nuclei 282. 

self-stacking, n.m.r. 93. 
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UTP.(continued) 
substrates-Escherichia coli RNA polymerase 3418. 
transport, axons, optic nerve, rats 5772. 


V-79 cells, 

caffeine/adenine-treated, DNA biosynthesis, radiation (X), 
effects on 2118. 

Chinese hamsters, pyrimidine dimers formation, relationship- 
cell death 3165. 

DNA biosynthesis, radiation (X), effects on 7179. 

N-methyl-N-nitrosourea-treated, DNA repair 7178. 

Vaccaria pyramidata, 

seeds, DNA biosynthesis/RNA biosynthesis/protein 
biosynthesis regulation 6333. 

Vaccinia virus, 

antiviral agents, pyrimidines derivatives 1346. 


DNA, characterization/molecular weight determination 1016. 


DNA, cross-linking during replication 5023. 

DNA, length heterogeneity, cloning, effects on 2636. 

DNA. restriction endonuclease fragments, electrophoresis 
1014. 

DNA, structure, inverted terminal repetition, electron 
microscopy 1017. 

DNA, termini inverted repeats 1015. 

DNA, transcription in vivo 6827. 

DNA polymerase, templates secondary structure, effects on 
7368. 

DNA replication, monkeys cells, nuclei inactivation, effects 
on 5022. 

DNA replication, muscle cells, embryos, chickens 1649. 

DNA transcription, characterization 898. 

early RNA biosynthesis, inhibition-zine 2513. 

guanylyltransferase, activity, characterization 568. 

guanylyltransferase mRNA, purification 567. 

high molecular weight RNA, translation-cell-free system 
2006. 

induced DNA polymerase, HeLa cells, purification/ 
properties 7367. 

infected cells, RNA, translation in vitro 6909. 

infected HeLa cells, phosphorylated ribosomal proteins, 
identification/characterization 4101. 

infected L cells, ATP-independent DNA biosynthesis 1648. 

infection, HeLa cells, DNA biosynthesis induction, 
characterization 3108. 

infection, host range restriction, CHO cells, relationship- 
protein biosynthesis shut-off 2398. 

infection, human eye, treatment-adenine arabinoside 4643. 

5'-phosphate-polyribonucleotide kinase, isolation/reaction 
mechanisms 1210. 

poly (A)-containing RNA, heteroduplex structure 4780. 

replication, HeLa cells, 2-mercapto-1-(8-4-pyridethyl) 
benzimidazole, effects on 3804. 

replication, inhibition-uridine (5'-iodo-2'-deoxy), lung cells, 
rabbits 1852. 

replication, requirement-hosts cells nuclei 3805. 

mRNA (guanine-7-)-methyltransferase/mRNA (nucleoside- 
2'-)-methyltransferase, inhibition-sinefungin 2218. 

mRNA, isolation, methodology, use-gene mapping 6769. 

mRNA, methylated caps structures, chromatography (thin 
layer) 866. 

mRNA, methylation, interferon treated chickens cells 3548. 

mRNA (nucleoside-2'-)-methyltransferase, characterization/ 
substrate specificity 1989. 

mRNA (nucleoside-2'-)-methyltransferase, purification/ 
properties 1988. 


RNA biosynthesis, nuclei/cytoplasm, infected HeLa cells, 
comparison 4818. 

RNA polymerase II, role-late transcription 7356. 

mRNA translation, isatin-6-thiosemicarbazone, effects on 
6703. 

uridine (5-cyano)/uridine (5-cyano-2'-deoxy), antiviral agents 
107. 

Vagus, 

denervation, effects on DNA biosynthesis, fundic mucosa, 
dogs 430. 

Vandeleuria oleracea, 

C-type virus, isolation, DNA characterization 4324. 

Varicella, 

human, treatment-cytosine arabinoside 1361. 

Varicella-zoster virus, 

infected HF cells, thymidine kinase, purification/properties 
7383. 

Variola virus, 

DNA, restriction endonuclease fragments, electrophoresis 
1014. 

Vasectomy, 

effects on DNA polymerase activity, human seminal fluid 
4499, 

Venezuelan equine encephalitis virus, 

antiviral agents, poly (I-C)}/poly G-C) 3438. 

Venezuelan equine encephalomyelitis virus, 

infection, monkeys, poly (I.C.)-poly-L-lysine complex, effects 
on 6652. 

RNA, fingerprinting analysis 5381. 

Vermiculine, 

inhibition-DNA biosynthesis, Tritrichomonas foetus 3156. 

Vero cells, 

base Y-lacking tRNA Phe biosynthesis, methionine 
starvation 175. 

detection-double-stranded RNA, immunofluorescence 229. 

herpes simplex virus-infected, protein biosynthesis 
suppression 785. 

herpes simplex virus 1/adenovirus (human) 5-infected, adeno- 
associated virus DNA replication complex, characterization 
7108. 

interaction-polynucleotides, e.s.r. 156. 

tRNA Phe, Y base, lysine incorporation 4679. 

Vesicular exanthema virus, 

RNA, associated proteins, characterization 1799. 

RNA, structure/replication 2461. 

Vesicular stomatitis virus, 

+ defective-interfering particles, infected BHK cells, RNA 

biosynthesis 6828. 

associated RNA polymerase (RNA-dependent), inhibition, 
reversal-polyanions 528. 

defective-interfering particles + RNA polymerase products, 
RNA, nucleotide sequence 868. 

defective-interfering particles, RNA, nucleotide sequence 
1478. 

defective-interfering particles, RNA replication, 
nucleocapsids 3584. 

genes, oligonucleotides fingerprinting 4173. 

genomes RNA, structural protein/mRNA genes, mapping 
6792. 

genomes RNA, 3’-terminus nucleotide sequence 6793. 

host-restricted mutant, infected human nonpermissive cells, 
RNA biosynthesis 5404. 

infected cells, mRNA degradation-interferon, mechanism 
2013. 

infected HeLa cells, extracts, RNA biosynthesis in vitro 6007. 

infected HeLa cells, tRNA (peptidyl), isolation 6657. 

infected HeLa cells/BHK cells, RNA biosynthesis 6006. 
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Vesicular stomatitis virus,(continued) 


infected myeloma cells, mice, RNA polymerase activity 6411. 


inhibition-DNA polymerase (RNA-dependent), in vitro, role- 
membrane proteins 3268. 

leader RNA, nucleotide sequence 867, 1943. 

matrix protein, transcription regulation 4212. 

protein N mRNA, 3’-terminus nucleotide sequence 1944. 

radiation (u.v.)-treated, inhibition-RNA biosynthesis, 
myeloma cells, mice 6045. 

ribonucleoproteins complex, characterization 7413. 

mRNA, decay during CHO cells infection 4781. 

RNA, poly(A) sequences 1945. 

RNA, 5’-terminus nucleotide sequence 6794. 

RNA biosynthesis, inhibition-frog virus 3, BHK cells, 
mechanisms 1509. 

RNA biosynthesis initiation in vitro, role- ATP 4195. 

RNA biosynthesis/protein biosynthesis, human/monkeys 
cells, interferon, effects on 3008. 

mRNA methylation, cycloleucine inhibition, effects on 
transcription/translation 4194. 

RNA polymerase (RNA-dependent), inhibition-envelopes 
proteins 7328. 

RNA polymerase (RNA-dependent) L protein/NS protein, 
binding-nucleocapsids 527. 

RNA/mRNA, cleavage-ribonuclease III 4253. 

mRNA translation, role-guanosine (7-methyl) caps 3638. 

temperature-sensitive mutant, RNA biosynthesis 2500. 

temperature-sensitive mutation, effects on RNA polymerase 
(RNA-dependent) activity 5630. 

5’-terminus guanosine (7-methyl)-lacking mRNA, 
translation, stimulation-initiation factors, reticulocytes, 
rabbits 4133. 

transcription, role-myeloma cells RNA biosynthesis 4819. 

uridine (5-cyano)/uridine (5-cyano-2'-deoxy), antiviral agents 
107. 

Vespa orientalis, 

venoms, deoxyribonuclease activity, effects on bees/cats/ 
mice 1161. r 

Vibrio (NAG), 

DNA biosynthesis/RNA biosynthesis/protein biosynthesis, 
tetracycline + sodium deoxycholate, effects on 6320. 

Vicia, 

rRNA 18S/rRNA 25S, homology-Allium cepa 4803. 

Vicia faba, 

chromatin subunits structure 5665. 

cotyledons, RNA metabolism/membrane-bound 
polyribosomes, relationship-globulin biosynthesis 6894. 

DNA, restriction endonuclease analysis 6261. 

DNA repair, single-stranded breakage 4410. 

poly(A)-containing RNA, fractionation 2979. 

ribonucleotide reductase/DNA polymerase, characterization 
4523. 

rRNA SS genes, organization 3139. 

root-tip cells, G phase, chromosome aberrations formation, 
mechanisms 3327. 

Vigna unguiculata, 

resistant, cowpea chlorotic mottle virus replication/properties 
4820. 

RNA polymerase (RNA-dependent), characterization 3902. 

Vinblastine, 

effects on growth factors stimulation-DNA biosynthesis, 3T3 
cells 7127. 

Vinca rosea, 

alkaloids, properties, review 3352. 

Vinyl bromide, 

metabolites, alkylation-RNA, microsomes, liver, rats 4768. 


Viny! chloride, 

interaction-DNA, liver, rats 4279. 

Violamycin, 

interaction-DNA, spectroscopy 5455. 

Viomycin, 

antibiotic resistance, Mycobacterium smegmatis ribosomes, 
localization-rRNA 2961. 

binding-Mycobacterium smegmatis ribosomal subunits, 
antibiotic resistance 5896. 

Virginiamycin M, 

in vitro binding-ribosomes/ribosomal subunits, bacteria 2956. 

Virginiamycin S, 

in vitro binding-ribosomes/ribosomal subunits, bacteria 2955. 

Virus-like particles, 

Pyricularia oryzae , RNA, isolation/characterization 4174. 

Viruses, 

DNA biosynthesis, bacteria permeabilized cells 1069. 

DNA/RNA, photoinactivation-chlorpromazine 4283. 

infection/replication, lymphocytes, role-mitogens induced 
DNA biosynthesis 4430. 

related, DNA, detection-human leukaemia cells 6943. 

RNA, detection-hybridization 2973. 

mRNA, translation, caps analogues, effects on 3636. 

RNA, translation-Escherichia coli cell-free system, calcium, 
effects on 4855. : 

RNA biosynthesis/RNA polymerase, use-amanitins, review 
1309. 

mRNA translation, inhibition-interferon 2292. 

Viscum album, 

cortical strands, DNA biosynthesis 2101. 

Visna virus, 

DNA biosynthesis/structure 4392. 

DNA polymerase (RNA-dependent), multiple forms, 
characterization 5160. 

replication-choroid plexus cells, sheep, inhibition- 
phosphonoformate 7122. 

mRNA, characterization 5964. 

RNA, nucleotide sequence 869. 

Visnagin, 

induced damage, Chlamydomonas reinhardtii , DNA repair 
3159. 

Vitamin A, 

action, bones, cell culture, rats, dependence-RNA 
biosynthesis/protein biosynthesis 911. 

deficiency, effects on RNA biosynthesis, nuclei, liver, rats 
3034. 

deficiency, rats, effects on protein biosynthesis, skeletal 
muscle 190. 

deficiency, rats, effects on RNA/proteins turnover, liver 289. 

effects on DNA biosynthesis, tumour cell lines, rats 7184. 

Vitamin B12, 

role-nucleosides incorporation-Periplaneta americana DNA 
6324. 

Vitamin B12a, 

interaction-guanine (8-aza)/purine (6-mercapto), kinetics/ 
thermodynamics 1805. 

Vitamin D3, 

effects on DNA content, calvaria, rats 4261. 

Vitellogenin, 

biosynthesis, Platichthys flesus , 17B-oestradiol, effects on 
6280. 

Drosophila melanogaster , biosynthesis in vivo/organ culture/ 
cell-free system 4095. 

genes, Xenopus laevis , cloning/characterization 5113. 

induction, tRNA Ser biosynthesis, liver, roosters 3445. 

mRNA, accumulation, induction-17f-oestradiol, Xenopus 
liver, in vitro 3587. 
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Vitellogenin,(continued) 

mRNA, liver, chickens. precursors identification 2469. 

mRNA, liver, chickens, translation-wheat germ/reticulocyte 
lysate cell-free system. competition-caps analogues 5434. 

mRNA, liver, chickens/ducks, purification 843. 

mRNA, Xenopus laevis , complementary cloned DNA, 
characterization 4361. 

mRNA, Xenopus laevis , translation during primary/ 
secondary induction 1533. 

sequences, transcription, chromatin, liver, chickens, 
oestrogen, effects on 272. 

Volvox carteri, 

DNA content during growth/cell division 7195. 


Walker carcinosarcoma, 

tRNA nucleotide sequence, comparison-liver, rats 3454. 

Wallal virus, 

recombination-Mudjinbarry virus, RNA, characterization 
1946. 

West Nile virus, 

RNA, translation in vitro, products identification 6910. 

RNA biosynthesis, BHK-21 cells/Aedes albopictus 1947. 

Western equine encephalitis virus, 

infection-BHK cells, DNA polymerase inhibition 
mechanisms 4503. 

replication, embryo cells, chickens, cycloheximide, effects on 
3009. 

RNA, photoinactivation-psoralen derivatives 345. 

Wheat germ, 

see also Triticum 

adenosine phosphorylase, cytokinins metabolism 5163. 

DNA polymerase I/DNA polymerase II/DNA polymerase 
III, purification/characterization 6425. 

DNA polymerase I/DNA polymerase II/DNA polymerase 
III activity, changes during germination 6427. 

dried/during germination, mRNA translation-cell-free 
system, products analysis, comparison 6931. 

elongation factor 1, age, effects on 2433. 

initiation factors, purification 4141. 

occurrence-tRNA (arginyl) synthetase/tRNA (leucyl) 
synthetase/tRNA (methionyl) synthetase/tLRNA 
(phenylalanyl) synthetase complex 5332. 

protein biosynthesis cell-free system, characterization 1415. 

protein biosynthesis cell-free system, translation conditions 
796. 

ribosomes, aggregation-concanavalin A, occurrence- 
glycoproteins 1909. 

ribosomes, binding-mRNA 5’-terminus, tobacco mosaic 
virus/turnip yellow mosaic virus 6761. 

ribosomes, y-carboxyglutamic acid occurrence 1903. 

ribosomes, dissociation factor, characterization 1911. 

ribosomes mRNA translation, ricin, effects on 5905. 

tRNA (aminoacyl), codon recognition 178. 

tRNA, aminoacylation/interaction-elongation factor Tu, 
specificity 2941. 

tRNA Phe nucleotide sequence, light, effects on 6673. 

RNA polymerase II, interaction-adenovirus (human) 2 DNA 
392. 

RNA polymerase II, interaction-SV40 double-stranded 
DNA, comparison-calf thymus 7353. 

translation inhibitors, purification/properties 5920. 

WI-38 cells, 

tRNA methyltransferase activity, proliferation stimulation, 
effects on 4690. 


Woolly monkey virus, 
RNA mapping, location-non homologous sequence 3549. 


X-ray crystallography, © 

adenine + benzyl chloroformate reaction products, structure 
3364. 

adeninium phosphate 5778. 

adenosine (2-aza) 5755. 

adenosine (8,2’-cyclo) 5756. 

adenosine (2',3'-O-isopropylidene) structure 96. 

adenosine-5'-O-methylphosphate structure 2345. 

adenylyl-(3',5’)-adenosine phosphate-proflavine complex 
structure 1380. 

AMP (8,2’-S-cyclo-5’-) 5779. 

AMP (8-methyl) 4054. 

ATP structure 2346. 

CDP (2,2'-cyclo-3’,5'-) 5787. 

cytidine (N*-acetyl) structure 1845. 

cytidylyl(-3’,5'-)guanosine complex-acridine orange, 
structure 6640. 

cytosine (1-methyl-N*-hydroxy) hydrochloride structure 
5264. 

cytosine (1-methyl) hemihydroiodide hemihydrate structure, 
poly (C), models 36. 

cytosine-cytosinium hemitetrachlorozincate complex 5734. 

dicytosinium tetrachlorocuprate 5727. 

DNA B-form, caesium cations location 6953. 

DNA B-form structure, poly d(A.T) models 7008. 

DNA condensed from ethanol solutions 4925. 

DNA helix parameters 6123. 

DNA secondary structure 2597. 

DNA-spermine interaction 359. 

DNA synthetic oligonucleotides 4064. 

Escherichia coli , elongation factor Tu-GDP complex 217. 

Escherichia coli tRNA fMet/tRNA Arg structure 1394. 

Escherichia coli elongation factor Tu-GDP complex 2967. 

Escherichia coli ribosomal protein S$ 1/ribosomal protein S8/ 
ribosomal protein §15/ribosomal protein $16/ribosomal 
protein $20 1424. 

Escherichia coli tRNA Leu 4077. 

guanine (9-methyliso) structure 23. 

guanosine (2',3',5’-tri-O-acetyl) 6-O-mesitylene sulphonyl 
derivatives structure 98. 

guanosine (2-N-methyl) structure 97. 

histones fibres 3302. 

IMP-copper complex, structure 5785. 

inosine-platinum diethylenetriamine (II) structure 2331. 

oligo d(A-T) structure 151. 

phage T2 DNA, lithium salt/magnesium salt, structure 1602. 

polyribosomes structure, liver, rats 3485. 

purine (6-amino-3-dimethylallyl) structure 671. 

purine (9-methyl)-copper sulphate complex 5721. 

pyrimidine (2,4-diamino-5-(3',4'-dimethoxybenz structure 
676. 

restriction endonuclease EcoRI 1170. 

ribonuclease § complex-uridylyl-(3'-5')-adenosine fluorine 
analogues 1158. 

ribosomal protein S4-RNA 16S complex, Escherichia coli 
805. 

salmon sperm DNA interaction-sperm 398. 

Staphylococcus aureus nuclease, review 5259. 

tetranucleotides structure 1381. 

tomato bushy stunt virus RNA structure 2463. 

tubercidin (8-aza) conformation 709. 

UDP dipotassium salt 5788. 
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X-ray crystallography,(continued) 

uracil (2,4-dithio)/uracil (2-thio)/pyrimidine (4,6-dithio)/ 
ea, (4,6-dihydroxy) interaction-titanium metallocenes 

64. 

uracil (1,3-dimethyl) copper complex 43. 

uracil (6-amino-2-thio) structure 48. 

uridine 5759. 

uridine (2-thiol-S-methylamino) structure 3395. 

uridine (5-ethynyl-2'-deoxy) structure 102. 

uridine(2-thio-5-methylamino) structure 2914. 

uridine-5'-O-methylphosphate-methanol sodium derivatives 
structure 101. 

yeasts tRNA fMet 4079. 

yeasts tRNA Phe structure 756, aus ToS. 

Xanthosine, 

nitrosourea derivatives, synthesis/antitumour activity 5763. 

Xanthotoxin, 

induced damage, Chlamydomonas reinhardtii , DNA repair 
3159. 

Xanthyletine, 

photochemical interaction-DNA 4892. 

XC cells, 

detection-DNA polymerase (RNA-dependent), methodology 
4513. 

Xenopus, 

erythroid cells maturation, RNA polymerase activity 1176. 

liver, in vitro, vitellogenin mRNA accumulation, induction- 
17f-oestradiol 3587. 

oocytes, DNA, transcription-RNA polymerase III, fidelity- 
human/mice/amphibians, cells 7358. 

oocytes, DNA SS transcription 4813. 

oocytes nucleoli, transcription, in vitro 4815. 

rRNA 5S genes, tandem repeats, lethal mutation, corrections 
mechanisms 3126. 

rRNA 5S genes, transcription-Xenopus laevis RNA 
polymerase III 3901. 

Xenopus borealis, 

oocytes, DNA 5S, nucleotide sequence 3127. 

Xenopus laevis, 

cells, rRNA genes, spacer sequence transcription 6872. 

chromatin, rRNA 5S genes structure 71434. 

deletion mutant, rRNA 5S genes, analysis 4466. 

DNA regions, tRNA Met coding, identification 6372. 

DNA repetitive sequences 1045. 

embryos, poly (A)-containing RNA biosynthesis 1504. 

embryos, poly (ADP-ribose) biosynthesis, in vitro chains 
elongation 1389. 

extract, transcription-RNA 5S, genes 1522. 

germinal vesicle extracts, transcription-Schizosaccharomyces 
pombe /Drosophila melanogaster tRNA genes 749. 

kidney cells, rRNA biosynthesis rates, relationship-nucleoli 
content 268. 

lampbrush oocytes, RNA (heterogeneous nuclear) 
biosynthesis/accumulation 4812. 

liver, early mRNA, oestradiol, effects on 3048. 

liver, RNA (heterogeneous nuclear)-depleted polyribosomes, 
isolation 6723. 

liver nuclei, DNA biosynthesis, stimulation-temperature- 
sensitive mammalian cells extracts 446. 

mitochondria DNA, RNA 4S genes, mapping, electron 
microscopy 401. 

nuclei, embryos, RNA polymerase II stimulation-poly d(A-T) 
7354. 

nucleoli, rRNA gene content during oogenesis 6940. 

17-oestradiol treated, long-term, mRNA, isolation/ 
characterization 2440. 

oocytes, Abelson leukaemia virus RNA translation 2003. 


oocytes, biosynthesis/processing-immunoglobulins light 
chains, mRNA, plasmacytoma cells, mice 4857. 

oocytes, cloning/expression-Caenorhabditis elegans tRNA 
genes 3218. 

oocytes, factors, requirement-SV40 DNA supercoiling 1306. 

oocytes, mitochondria, DNA biosynthesis 5536. 

oocytes, mitochondria, DNA polymerase, characterization 
6422. 

oocytes, nucleosomes, rRNA gene structure 2263. 

oocytes, precursors rRNA 40S, 5'-terminus mapping 6802. 

oocytes, protein biosynthesis regulation factors, MRNA 
selectivity 5435. 

oocytes, rRNA gene transcription 2489. 

oocytes, mRNA translation, caps, analogues, effects on 2536. 

oocytés, RNA 5S-proteins complex, isolation/ 
characterization 3942. 

oocytes, stability-human fibroblasts interferon mRNA, role- 
3'-terminus poly (A) 928. 

oocytes, SV40 DNA transcription/translation-tumours 
antigens/capsid protein 3211. 

oocytes, transcription-ovalbumin mRNA cloned 
complementary DNA 6370. 

oocytes, transcription/processing-yeasts cloned tRNA Tyr 
genes 4831. 

oocytes, translation-human placenta lactogen MRNA 5436. 

oocytes nucleoli, rRNA gene localization 6939. 

ovary, DNA polymerase , purification/characterization 543. 

poly (A)-containing RNA metabolism during oogenesis 6325. 

repetitive DNA, isolation, use-high temperature reassociation 
1555. 

rRNA, methylated sequence, mapping 3556. 

RNA biosynthesis/transport during embryos development 
5416. 

rRNA gene, spacer DNA, sequence organization 6232. 

rRNA gene transcription unit ultrastructure, uridine (5- 
fluoro), effects on 4044. 

RNA polymerase II], transcription-Xenopus rRNA SS genes 
3901. 

spermatogenesis, poly (A)-containing RNA biosynthesis 
6036. 

vitellogenin genes, cloning/characterization 5113. 

vitellogenin mRNA, complementary cloned DNA, 
characterization 4361. 

vitellogenin mRNA, derived, DNA sequence-containing, 
bacteria clones, characterization 5485. 

vitellogenin mRNA translation during primary/secondary 
induction 1533. 

Xeroderma pigmentosum, 

cells, radiation (u.v.) + N-acetoxy-2-acetylaminofluorene 
treated, DNA repair 7167. 

cells, radiation (u.v.), DNA biosynthesis recovery, role-DNA 
repair, excision 7154. 

cells, radiation (u.v.)-induced post-replication DNA repair 
7180. 

fibroblasts, endonuclease activity, methyl methanesulphonate- 
treated phage PM2 DNA 5612. 

human fibroblasts, chromatin, radiation (u.v.)-induced DNA 
repair 7170. 

lymphoblastoid cell lines, N-methyl-N’-nitroN- 
nitrosoguanidine induced guanine (0%-methyl), DNA, 
excision selectivity 5562. 

radiation (u.v.)-induced DNA repair 5556. 

role-DNA repair, review 2883. 
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Y base, 

absence, tRNA Phe, Tinca tinca oocytes 5829. 

lacking, tRNA Phe, biosynthesis, Vero cells, methionine 
starvation 175. 

tRNA Phe, Vero cells, lysine incorporation 4679. 

Saccharomyces cerevisiae tRNA Phe, synthesis 674. 

Yeasts, 

N-acetylphenylalanyl1RNA hydrolase, purification/ 
characterization 5337. 

cells, chromatin, structure/transcription ability during growth 
5207. 

cloned tRNA Tyr genes, transcription/processing, Xenopus 
laevis oocytes 4831. 

cytochrome c genes, identification/isolation 2082. 

cytochrome c genes, transcription regulation 6865. 

cytochrome c oxidase subunits genes, analysis 6222. 

deoxyribodipyrimidine photolyase, DNA repair 1096. 

diphtheria toxin-modified elongation factor 2, tryptic 
peptides, isolation/characterization 2968. 

mitochondria, DNA, review 5249. 

mitochondria, RNA, translation-Escherichia coli cell-free 
system, calcium, effects on 4855. 

mitochondria, rRNA biosynthesis regulation 6863, 6864. 

mitochondria DNA, chloramphenicol antibiotic resistance 
segments, electron microscopy 5516. 

mitochondria DNA/RNA, mapping, cytochrome c oxidase 
subunits defective mutant 4353. 3 

nucleohistone (deoxyribo)-isolation 1255. 

osmium-labelled tRNA Tyr, preparation, methodology 6659. 

protein biosynthesis, comparison-free/membrane-bound 
ribosomes 3468. 

protein biosynthesis, translocation, inhibition-hygromycin B, 
mechanisms 3501. 

tRNA (aminoacy]) isomers, binding-elongation factor Tu 
6753. 

tRNA, conformation, melting curves 2380. 

RNA, effects on Salmonella typhi virulence/antigenicity 
6897. 

tRNA, hydration 4078. 

RNA, interaction-gold, kinetics 2446. 

tRNA, isolation, chromatography 1802. 

tRNA (isoleucy!) synthetase/tRNA (phenylalanyl) 
synthetase, chromatography (salting out) 2391. 

tRNA (leucyl) synthetase, isolation 6690. 

tRNA, methylation-Bacillus subtilis tRNA (adenosine-1) 
methyltransferase 783. 

tRNA, methylation-dimethylsulphate, specificity 5824. 

tRNA, methylationtRNA methyltransferases/ 
dimethylsulphate 748. 

RNA, oligonucleotides binding-tobacco mosaic virus 
proteins 6541. 

tRNA (phenylalanyl) synthetase, histidine residues, 
properties 774. 

tRNA (phenylalanyl) synthetase, tRNA (phenylalanyl) 
formation, mechanisms 1413. 

tRNA (phenylalanyl) synthetase/tRNA (valyl) synthetase, 
tRNA recognition 776. 

RNA, uridine-5'-phosphoric acid, spectroscopy (Raman) 
6594. 

tRNA (valyl) synthetase, interaction tRNA 5855. 

tRNA (valyl) synthetase, interaction-tRNA Val, 
ultracentrifugation 4699. 


tRNA (valyl) synthetase, substrates binding/tRNA, effects 
on 6699. 


tRNA Asp, in vitro methylation-tRNA (adenine-1-)- 
methyltransferase, brain, rats 3458. 

tRNA Asp, thermodynamics 2379. 

RNA biosynthesis/protein biosynthesis, heat, effects on 3619. 

tRNA conformations, sodium chloride, effects on 6669. 

tRNA fMet, bases sequence, oligonucleotides synthesis 6632. 

tRNA fMet, X-ray crystallography 4079. 

tRNA isolation, methodology 3442. 

tRNA Lys, codon recognition 1878. 

tRNA nucleotidyltransferase, inactivation-alkylated cytidine 
(2-thio)-containing tRNA Phe 6700. 

tRNA Phe, anticodons, binding-oligonucleotides 166. 

tRNA Phe, backbone structure, n.m.r. 6670. 

tRNA Phe, binding-ethidium bromide, characterization 167. 

tRNA Phe, hydrogen bonds 5827. 

tRNA Phe, interaction-1-fluoro-2,4-dinitrobenzene, 
adenosine specificity 1873. 

tRNA Phe, methylation-Phaseolus vulgaris enzymes 4081. 

tRNA Phe, n.m.r. 1877. 

tRNA Phe, nucleotides, conformation, cluster analysis 174. 

tRNA Phe, protons exchange, n.m.r. 6667. 

tRNA Phe, residues helix parameters evaluation 6668. 

tRNA Phe, structure, n.m.r., aminoacylation/Y base removal/ 
codons-anticodons interaction, effects on 6666. 

tRNA Phe, structure, X-ray diffraction 756, 757, 758. 

tRNA Phe, tertiary structure, n.m.r. 6671. 

RNA polymerase assays, methodology 2194. 

RNA polymerase I, properties, role-subunits 7347. 

RNA polymerase I, transcription rate 3571. 

tRNA Trp, complex-cattle tRNA (tryptophanyl) synthetase, 
alkylation 2374. 

tRNA Trp isomers activation 6681. 

tRNA Tyr genes, cloning-phage A 3877. 

tRNA 5:88, hairpin helix, thermodynamics 877. 

temperature-sensitive mutant, poly(A)-containing RNA 
processing 1991. 

transformation-plasmids chimaeras 6350. 

tRNA (phenylalanyl) synthetase, substrate specificity 182. 

tRNA Phe, anticodon loop conformation, use-fluorescent 
probes 3450. 

tRNA Phe, structure 173. 

tRNA Tyr precursor, structure/processing 172, 1396. 

tRNA(valyl) synthetase/tRNA (phenylalanyl) synthetase/ 
tRNA (tyrosyl) synthetase, substrate specificity 183. 

vectors, use-DNA fragments cloning, characterization 4465. 

Yellow fever virus, 

vaccination, human, leucocytes (mononuclear) 
subpopulations, DNA biosynthesis 3183. 

Yoshida sarcoma, 

cell culture, DNA interaction-dianhydrogalactitol 1577. 

nucleosomes, DNA biosynthesis, template activity, 
stimulating-cellular factors 2737. 


Zajdela hepatoma, 

cells, ribonucleoprotein post-transcription association- 
chromatin 1758. 

characterization-DNA-like RNA 2479. 

DNA, interaction-dexamethasone-receptors complex 5683. 

DNA, reassociation kinetics 4368. 

occurrence-low molecular weight RNA/DNA, comparison- 
serum, rats 3654. 

Zea mays, 

x Zea perennis , progeny, DNA, maternal inheritance 7236. 

aeeee RNA/DNA content, ethrel-induced sterility, effects 
on 3844, 
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Zea mays, (continued) 

chloroplasts genome, location-ribulosebisphosphate 
carboxylase subunits genes 3140. 

coleoptiles, RNA biosynthesis/protein biosynthesis, 
manganese/auxins, effects on 2509. 

DNA transcription activity during differentiation, 
parenchyma cells 300. 

embryos, poly (A)-containing RNA caps isolation/ 
identification 6813. 

endosperm, double-stranded DNA, integration-plasmid 
pBR322, zein clones isolation/characterization 6375. 

endosperm, occurrence-zein MRNA 4761. 

endosperm, mRNA, translation-cell-free system, products 
identification 6079. 

endosperm mRNA analysis, use-electrophoresis gels elution 
6767. 

mutants, ribosomes/rRNA content 3492. 

nuclei. RNA biosynthesis characterization 3577. 

plastid, chloroplast DNA expression, during light-induced 
development 417. 

protein bodies, biosynthesis 3474. 

ribonuclease II isoenzymes 500. 

ribulosebisphosphate carboxylase mRNA, expression- 
mesophyll cells/bundle sheath cells 2012. 

tRNA biosynthesis 1975. 

tRNA gene, localization-nucleolus organizer region 5669. 

rRNA gene content, relationship-nucleoli formation rate 
3042. 

RNA polymerase activity 7333. 

rRNA 16S 3/-terminus coding regions, nucleotide sequence 
homology-Escherichia coli 7105. 

roots, adenine nucleotides content, light, effects on 6625. 

roots, DNA polymerase/RNA polymerase, activity during 
growth/differentiation 5151. 

roots, ribosomes distribution, sodium chloride, effects on 
5906. 

shoots, chromatin-bound RNA polymerase, gibberellic acid, 
effects on 7338. 

Zea perennis, 

x Zea mays , progeny, DNA, maternal inheritance 7236. 

Zeatin, 

Raphanus sativus roots, isolation/identification 4610. 

cis-Zeatin-D-Riboside, 

Nicotiana tabacum , isolation/identification 695. 

Zein, 

clones, Zea mays endosperm double-stranded DNA 
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